Mixed growth of Salix species can promote phosphate-solubilizing bacteria in roots and rhizosphere
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Table A Characterization of bacteria present in microbiome analysis on genus level.
	Bacteria genus
	Group
	Source of isolation
	Potential function
	References

	Gaiella
	ND
	Deep mineral water
	Acid and Alkaline phospohatese activity
	Albuquerque et al., 2011

	Flavobacterium
	Rhizosphere/ endophyte
	Rhizosphere e.g. soybean/ maze roots
	Intracellular α-gal, α -glu and α-glu activities.
Catalase- and oxidase-positive
Nitrogene fixation
	Mawdsley, & Burns 1994
Madhaiyan et al., 2010
Gao et al., 2015

	Actinoplanes
	rhizosphere
	Rhizopshere of coconut tree
	Cellulase production
	Luo et al., 2021

	Lechevalieria
	Soil
	Desert soil
	Catalase production, acid production from various substanes (e.g. Lactose, Mannitol, Mannose, Salicin, Trechalose)
	Okoro et al., 2010

	Streptomyces
	Rhizosphere/ Endophytes
	Rhizosphere of Thai medicin plants and wheat/ Wheat seeds
	Antifungal, P solubilization
	Khamna et al., 2009
Jog et al., 2014
Cao et al., 2004

	Mycobacterium
	Rhizosphere
	Rhizosphere of Barley
	Mineralization of Pyrene
	Egamberdieva 2012

	Pseudoarthrobacter
	Soil
	Crop fields
	Biodegradation of syntetic dyes
	Stedel et al., 2019

	Nocardioides
	Soil
	Sandy soil
	Casein,Tweens 20, 40 and 80 degradation and Alkaline phosphatase activity
	Roh et al., 2020

	Bradyrhizobium
	Endophyte
	Roots of Sorghum
	Nitrogene fixation
	Hara et al., 2019

	Bacillus
	Rhizosphere
	Wheat rhizosphere
	Antifungal properties,production of IAA and ACC deaminase, P solubilization and 
	Cherif-Silini et al., 2016



Table B P solubilizing bacterial identification table with Accession numbers. S- Sweden, G- Germany, L – Loden, T – Tora, LT – mixture, E – endophyte, R – rhizosphere bacteria
	Symbol
	Identified as
	Country
	Genotype
	Place of isolation
	Accession number

	B1
	Lelliottia amnigena
	S
	L
	R
	OP102593

	B2
	Rahnella aquatilis
	S
	L
	R
	OP102594

	B3
	Rahnella aquatilis
	S
	T
	R
	OP102595

	B4
	Enterobacter aerogenes
	S
	L
	E
	OP102596

	B5
	Rahnella variigena
	S
	L
	E
	OP102597

	B6
	Serratia sp.
	S
	L
	E
	OP102598

	B7
	Rahnella aquatilis
	S
	L
	E
	OP102599

	B8
	Pseudomonas mandelii
	S
	L
	E
	OP102600

	B9
	Pseudomonas frederiksbergensis
	G
	L
	R
	OP102601

	B10
	Erwinia sp.
	G
	L
	R
	OP102602

	B11
	Streptomyces sp.
	G
	L
	R
	OP102603

	B12
	Erwinia billingiae
	G
	L
	R
	OP102604

	B13
	Erwinia sp.
	G
	L
	R
	OP102605

	B14
	Phyllobacterium myrsinacearum
	G
	L
	R
	OP102606

	B15
	Bacillus mycoides
	G
	T
	R
	OP102607

	B16
	Curtobacterium flaccumfaciens
	G
	T
	R
	OP102608

	B17
	Paraburkholderia hospita
	G
	T
	R
	OP102609

	B18
	Paraburkholderia hospita
	G
	T
	R
	OP102610

	B19
	Bacillus aryabhattai
	G
	L
	E
	OP102611

	B20
	Paenibacillus sp.
	G
	T
	E
	OP102612

	B21
	Pseudomonas sp.
	G
	T
	E
	OP102613

	B22
	Erwinia billingiae
	G
	T
	E
	OP102614

	B23
	Pantoea agglomerans
	G
	T
	E
	OP102615

	B24
	Erwinia sp.
	G
	T
	E
	OP102616

	B25
	Erwinia billingiae
	G
	T
	E
	OP102617

	B26
	Erwinia aphidicola
	G
	LT
	E
	OP102618

	B27
	Bacillus megaterium
	G
	L
	E
	OP102619

	B28
	Bacillus megaterium
	G
	L
	E
	OP102620

	B29
	Erwinia billingiae
	G
	LT
	R
	OP102621

	B30
	Acinetobacter sp.
	G
	LT
	R
	OP102622

	B31
	Rhizobium sp.
	G
	LT
	R
	OP102623

	B32
	Pseudomonas sp.
	G
	T
	E
	OP102624

	B33
	Caballeronia arationis
	G
	T
	R
	OP102625

	B34
	Bacillus megaterium
	G
	L
	E
	OP102626

	B35
	Erwinia billingiae
	G
	T
	E
	OP102627

	B36
	Pantoea sp.
	G
	T
	E
	OP102628

	B37
	Pseudomonas sp.
	S
	LT
	E
	OP102629

	B38
	Cedecea sp.
	G
	LT
	R
	OP102630

	B39
	Enterobacteriaceae bacterium
	G
	LT
	R
	OP102631

	B40
	Dyella japonica
	S
	LT
	R
	OP102632

	B41
	Erwinia sp.
	G
	LT
	R
	OP102633

	B42
	Paenarthrobacter sp.
	G
	L
	R
	OP102634

	B43
	Curtobacterium sp.
	G
	LT
	R
	OP102635

	B44
	Caballeronia glathei
	G
	LT
	R
	OP102636

	B45
	Rhizobium sp.
	G
	L
	R
	OP102637

	B46
	Paraburkholderia hospita
	G
	LT
	R
	OP102638

	B47
	Rahnella aquatilis
	S
	LT
	R
	OP102639

	B48
	Erwinia sp.
	G
	T
	E
	OP102640

	B49
	Pseudomonas sp.
	S
	LT
	E
	OP102641

	B50
	Pantoea agglomerans
	G
	T
	E
	OP102642

	B51
	Paraburkholderia caledonica
	G
	LT
	R
	OP102643

	B52
	Ralstonia sp.
	G
	LT
	R
	OP102644

	B53
	Erwinia sp.
	G
	LT
	R
	OP102645

	B54
	Ralstonia sp.
	G
	LT
	R
	OP102646

	B55
	Erwinia sp.
	G
	LT
	R
	OP102647

	B56
	Paraburkholderia sp.
	G
	LT
	R
	OP102648

	B57
	Rahnella aquatilis
	S
	L
	E
	OP102649

	B58
	Rhizobium sp.
	G
	LT
	E
	OP102650

	B59
	Bacteroidetes bacterium
	G
	LT
	R
	OP102651

	B60
	Rahnella sp.
	S
	LT
	E
	OP102652

	B61
	Lelliottia amnigena
	S
	T
	E
	OP102653

	B62
	Rahnella sp.
	S
	L
	E
	OP102654

	B63
	Pseudomonas graminis
	S
	LT
	E
	OP102655

	B64
	Rahnella aquatilis
	S
	LT
	E
	OP102656

	B65
	Serratia sp.
	S
	LT
	E
	OP102657

	B66
	Staphylococcus epidermidis
	S
	LT
	E
	OP102658

	B67
	Pseudomonas salomonii
	S
	LT
	E
	OP102659

	B68
	Bacillus sp.
	S
	LT
	R
	OP102660

	B69
	Paraburkholderia ginsengisoli
	S
	LT
	R
	OP102661

	B70
	Pseudomonas sp.
	S
	LT
	R
	OP102662

	B71
	Pseudomonas sp.
	S
	LT
	R
	OP102663

	B72
	Rahnella aquatilis
	S
	LT
	R
	OP102664

	B73
	Phyllobacterium ifriqiyense
	S
	LT
	R
	OP102665

	B74
	Phyllobacterium sp.
	S
	LT
	R
	OP102666

	B75
	Erwinia sp.
	G
	LT
	E
	OP102667

	B76
	Mitsuaria sp.
	G
	LT
	E
	OP102668

	B77
	Curtobacterium sp.
	G
	T
	R
	OP102669

	B78
	Pseudomonas sp.
	S
	T
	E
	OP102670

	B79
	Pseudomonas sp.
	S
	T
	E
	OP102671

	B80
	Lelliottia amnigena
	S
	T
	E
	OP102672

	B81
	Erwinia sp.
	S
	T
	R
	OP102673

	B82
	Erwinia sp.
	S
	T
	R
	OP102674

	B83
	Erwinia sp.
	S
	T
	R
	OP102675

	B84
	Enterobacteriaceae bacterium
	G
	LT
	R
	OP102676

	B85
	Rhizobium lusitanum
	G
	LT
	R
	OP102677

	B86
	Enterobacteriaceae bacterium
	S
	L
	E
	OP102678

	B87
	Lelliottia sp.
	S
	T
	E
	OP102679

	B88
	Serratia sp.
	S
	LT
	E
	OP102680
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