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Supplementary Table 2 Human and murine target genes potentially regulated by mol-miRs. The fold change (FC) of up-regulated (bold) and down-regulated (italic) genes is shown. For each mol‑miR, the binding energy, shown as score, is reported. Human and murine genes, which appear to be potential targets of mol-miRs, are highlighted in gray
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	HepG2+MOES
vs
HepG2
	mol-miRs predicted for human genes
	mol-miRs predicted for murine genes

	ACACB
	4,4146
	miR395d (0.92)
	

	ADIG
	0,0169
	
	miR160h (0,96), miR159c (0,96)

	ADIPOQ
	0,0406
	
	miR160h (0,96), miR156e (0,92)

	ADRB2
	0,0942
	
	

	AGT
	0,4739
	miR160h (0.65), miR395d (0.96), miR482b (0.97)
	miR160h (0,90), miR159c (0,90), miR167f-3p(0,96), miR397a(0,68)

	ANGPT2
	0,2574
	
	

	BMP4
	0,4481
	
	

	CCND1
	0,4365
	
	miR167f-3p (0,93), miR160h (0,91), miR166(0,92), miR397a (0,89)

	CDKN1A
	0,4401
	miR395d (0.93), miR160h (0.96), miR166 (0.97)
	miR160h (0,96)

	CEBPD
	5,5711
	miR482b (0.94),
	

	CFD
	0,2981
	miR160h (0.95)
	miR160h (0,97)

	CREB1
	3,5485
	
	

	DIO2
	2,3686
	miR166 (0.96), miR396a (0.99)
	miR159c (0,94), miR156e (0,94), miR166(0,87),

	EGR2
	0,0089
	miR166 (0.60), miR159c (0.82)
	miR167f-3p (0,95), miR159c ( 0,94)

	FABP4
	0,235
	
	miR166 (0,96), miR393a (0,96)

	FASN
	0,0759
	
	miR2118a (0,91), miR482b (0,67)

	FGF2
	0,2392
	
	miR160h (0,95), miR166(0,92), miR395d (0,85)

	FOXO1
	0,2231
	
	

	FOXC2
	0,3729
	
	miR397a (0,96)

	GATA3
	0,1408
	-
	miR395d (0,95)

	HES1
	0,1744
	
	miR160h (0,96), miR159c (0,90)

	INSR
	0,3864
	miR396a (0.85), miR482b (0.98)
	miR395d (0,90)

	IRS1
	0,2649
	
	miR160h (0,95), miR482b (0,85)

	IRS2
	0,0985
	
	

	JUN
	0,0361
	
	miR160h (0,96), miR858b (0,93), miR159c (0,90), miR166 (0,90)

	KLF2
	0,4797
	miR2118a (0.87), miR482b (0.96), miR166 (0.97)
	miR166 (0,97), miR160h (0,88)

	KLF15
	0,2501
	
	miR160h (0,95)

	LEP
	3,7469
	miR159c (0.95), miR482b (0.96), miR160h (0.96), miR166 (0.98)
	miR395d (0,95), miR159c (0,91), miR160h (0,92)

	LIPE
	0,4805
	
	

	LMNA
	0,1833
	
	

	LPL
	0,2644
	miR160h (0.61)
	miR167f-3p (0,65),

	LRP5
	0,1586
	
	

	MAPK14
	0,1788
	miR393a (0.92), miR396a (0.98)
	miR159c (0,93)

	NCOA2
	0,2628
	
	

	NR0B2
	0,1065
	
	miR160h (0,96), miR395d (0,72)

	NR1H3
	0,185
	
	miR482b (0,96), miR160h (0,88),

	NRF1
	0,2898
	miR160h (0.94), miR396a (0.97), miR482b (0.98)
	miR167f-3p (0,85)

	PPARA
	0,0448
	miR393a (0.75), miR160h (0.96), miR166 (0.96)
	miR397a (0,96), miR482b (0,94), miR160h (0,87)

	PPARG
	0,0279
	
	

	PPARGC1A
	0,0218
	
	

	PPARGC1B
	0,0915
	
	miR159c (0,90)

	PRDM16
	0,4436
	
	

	RB1
	0,1757
	miR160h (0.86)
	miR159c (0,61)

	RETN
	0,3856
	
	miR396a (0,93), miR166 (0,93), miR167f-3p (0,85), miR160h (0,91)

	RXRA
	0,0834
	miR160h (0.97), miR166 (0.98)
	miR160h (0,93), miR159c (0,93), miR398a-5p (0,61), miR166 (0,61)

	SFRP1
	0,169
	miR160h (0.84), miR166 (0.84), miR482b (0.97)
	miR160h (0,92), miR166 (0,92),

	SHH
	0,143
	miR159c (0.95), miR482b (0.98),
	miR858b (0,96), miR167f-3p (0,72)

	SIRT1
	0,279
	
	miR858b (0,92)

	SIRT2
	0,3178
	
	miR395d (0,93)

	SIRT3
	0,054
	
	

	SLC2A4
	0,3371
	
	

	SREBF1
	0,1713
	
	miR398a-5p (0,92)

	TAZ
	0,1196
	
	miR396a (0,64)

	TCF7L2
	0,1071
	
	

	TSC22D3
	0,0098
	
	

	TWIST1
	0,0187
	miR160h (0.80)
	

	UCP1
	0,1784
	
	miR159c (0,95), miR160h (0,95)

	VDR
	0,2951
	miR160h (0.71), miR166 (0.97)
	miR160h (0,91), miR398a-5p (0,91), miR166 (0,63)

	WNT1
	0,3016
	
	miR482b (0,69), miR395d (0,65)

	WNT3A
	0,0139
	miR171b (0.87), miR166 (0.92), miR482b (0.94), miR2118a (0.96), miR160h (0.98)
	miR159c (0,93), miR395d (0,85)

	WNT10B
	0,167
	miR166 (0.62), miR167f-3p (0.88), miR395d (0.96), miR482b (0.96), miR2118a (0.96), miR160h (0.98)
	miR858b (0,96), miR167f-3p (0,94), miR160h (0,91)
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