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Fig. S1 The phylogenetic tree including loquat EjHOX proteins and Arabidopsis WOX proteins. 18 EjHOX genes were marked in red and 15 AtWOX genes were in the same branch.
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Fig. S2 The phylogenetic tree including apple MdHOX proteins and Arabidopsis WOX proteins. 17 MdHOX genes were marked in red and 15 AtWOX genes were in the same branch.
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[bookmark: _GoBack]Fig. S3 The cloning of EjWUSa, EjWUSa promoter, and EjSTM. A: The cloning of EjWUSa. The open reading frame of EjWUSa is 987 bp. B: The cloning of the EjWUSa promoter. C: The cloning of EjSTM. The open reading frame of EjSTM is 1173 bp.
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Fig. S4 The cis‐acting elements in the promoter of EjWUSa. Black lines indicate length. Colored squares indicate the binding elements on the EjWUSa promoter.
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Fig. S5 The PCR detection of EjWUSa transgenic Arabidopsis and wild-type Arabidopsis. M: maker; WT: wild-type Arabidopsis; P: positive control.
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Fig. S6 Multiple sequence alignment of the WOX proteins in apple. The identical amino acids are in black boxes. 


[image: FS6] Fig. S7 The sequence alignment of loquat EjWUSa protein and Arabidopsis AtWUS protein. The identical amino acids are in black boxes.
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