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Supplementary Table 1. Gene Expression Profiles Sourced from Peripheral Tissues Inform Brain Diseases: Examples.
	Behavioral Disorder or Psychiatric Illness
	References

	Substance Use Disorders
	nicotine (Philibert et al., 2007); opioid (Xu et al., 2020); cocaine (Fries et al., 2018)

	Autism
	(Hicks et al., 2018, Lit et al., 2012, Lombardo et al., 2018, Nishimura et al., 2007, Pramparo et al., 2015, Tylee et al., 2017, Yao et al., 2021)

	Depression
	(Cattaneo et al., 2020, Cho et al., 2019, Clark et al., 2020, Frye et al., 2015, Grant et al., 2022, Hepgul et al., 2016, Hori et al., 2018, Jani et al., 2015, Keri et al., 2014, Le-Niculescu et al., 2021, Maffioletti et al., 2016, Mostafavi et al., 2014, Nohr et al., 2021, Redei et al., 2014, van der Zee et al., 2022, Wittenberg et al., 2020, Cook et al., 2019, Gomez Rueda and Bustillo, 2022, Mamdani et al., 2022)

	ADHD And Emotional/Behavioral Problems
	(Hess et al., 2020, Lorenzo et al., 2018, Sanchez-Mora et al., 2019, Tian et al., 2012, Ota et al., 2020)

	Bipolar Disorder
	(Beech et al., 2014, Eugene et al., 2018, Hashimoto, 2018, Krebs et al., 2020, Le-Niculescu et al., 2009, Le-Niculescu et al., 2021, Lowthert et al., 2012, Maffioletti et al., 2016, Munkholm et al., 2015, Salvetat et al., 2022, Tsuang et al., 2005, Song et al., 2021)

	Schizophrenia
	(Breen et al., 2016, Chen et al., 2020, de Jong et al., 2012, Gasso et al., 2017, Gilabert-Juan et al., 2019, Glatt et al., 2005, He et al., 2012, Sershen et al., 2021, Song et al., 2021, Takahashi et al., 2010, Tsuang et al., 2005, Wagh et al., 2021, Walton et al., 2016, Zhu et al., 2021)

	Obsessive Compulsive Disorder
	(Wang et al., 2018, Song et al., 2021)

	PTSD / Other Stress States
	(Balakathiresan et al., 2014, Daskalakis et al., 2014, Dean et al., 2020, Garrett et al., 2021, Le-Niculescu et al., 2019, Maguire et al., 2021, Papassotiropoulos et al., 2013, Snijders et al., 2020, van Heerden et al., 2009, Yang et al., 2013)

	Neurodegenerative Diseases
	(Chiricosta et al., 2022, Dobromyslin et al., 2022, Hensman Moss et al., 2017, Iturria-Medina et al., 2020, Lee and Lee, 2020, Milanesi et al., 2021, Niculescu et al., 2020, Ochi et al., 2020, Sh et al., 2021, Song et al., 2021, Borovecki et al., 2005, Falchetti et al., 2020, Mina et al., 2016, Valentine et al., 2019)
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