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	Chromosome
	SNP
	SNP–Call rate
	DArT
	DArT–Call rate
	Total

	Pv01
	418
	0.75 – 1.00
	455
	0.61 – 0.98
	873

	Pv02
	457
	0.89 – 1.00
	473
	0.58 – 0.99
	930

	Pv03
	422
	0.90 – 1.00
	415
	0.58 – 0.99
	837

	Pv04
	160
	0.81 – 1.00
	282
	0.58 – 1.00
	442

	Pv05
	238
	0.68 – 1.00
	256
	0.57 – 0.98
	494

	Pv06
	355
	0.84 – 1.00
	383
	0.58 – 0.99
	738

	Pv07
	416
	0.89 – 1.00
	417
	0.61 – 0.99
	833

	Pv08
	345
	0.86 – 1.00
	408
	0.56 – 0.99
	753

	Pv09
	346
	0.81 – 1.00
	287
	0.57 – 0.99
	633

	Pv10
	224
	0.88 – 1.00
	315
	0.58 – 0.99
	539

	Pv11
	339
	0.91 – 1.00
	468
	0.59 – 0.99
	807

	Scaffolds
	60
	0.81 – 1.00
	61
	0.65 – 0.99
	121

	Contigs
	395
	0.77 – 1.00
	1156
	0.56 – 0.99
	1551

	Total
	4175
	-
	5376
	-
	9551



