A NIrp3 (NC_005109.4)

gagggctcaactictaggaggatccatggagctgaggcaacagtcagecaagaaccctggagatgacagaaagaaagat

gtgaggtoctgcagga(-1027)aactggagagstggtecaagaacggacacaaaacagggargglgagcetigagg
cacctcgaatgtcacm-1097)gcc ...... tee(-464)a tcccagactcatcaccatgggttctggtcgtacacgg
gtcccggtgaccttgtgtgtgcttgttctctgcatgccgmtctg&tt(-378)gtg ...... ctg%tg_'(ﬂ) aagatgatgagtg

B Rela (NC_051336.1) C Grin2a (NC_051345.1)

ctgggatagccgecccccgtgggggtgatgecggacagegegggacagecaggggagegegegggggecgeageat
gcg(-1585)ggaacccgctaaacciggiggctgeigaggcggeegagatgcicgigegegeageacgeceeattge
atcctecaccttetceggetacaggtatgtettagtgacacaggcticeca(-1446)ggc...... tge(-1315)actecac

aatgttaagaactttcctgagttgccatctctageccttatttttcagtaagtacactcatgttcatattaattaaattgcaactatat
gtcagttttta(-1295)aaagtggtticgtgcgaggatcaatgatggcigigtgccattaatcggagaccataattcattct

gtca_ccﬂgﬂgﬁg(-um)ccc ------ gac(-765)ctatctgtggaggcgaa cceiggagclicticcageatica ctigctcaccctaaaatgccaaggcetggagittgccccaacticecccggglacaacaacaaccgggccgagggscg
tigctctcagggactettagaggtacaggigtctacctcggtecectctacac(-671)caa...... gcc%tglO) gac cgcacttgtactcgcgtgcucgat_cg_t&zggg‘__m&(— 1168)aag...... acc[ét_gIO)ggc

D Gabrb3 (NC_051336.1) E Htr2a (NC_051350.1)
atcgcagtttatcgacaagatttctctttacggttcattatga(-1372)atgcgtitacgtgagcaggaaggaticagcacte gaacgtgtgtcaccactgteagecateectectggacacataace(-1380)actegteteectagaasteccagatgee
atarggtigigcaggagaggcgcagcttaageagactgct(-1279)ttt......agelcigeagctigeatacggacca cctagatcccaggacgtgeggtittctagecttatitatitictcacacttegecccte(-1294)age...... agg(-749)£
geag(-997)agegeccaggetectigegggeccactggercteccgcttageagggcgggs ttigiu_l.gg 18848881 agtcacaggatageggacceiggegacaacgaaiglaagticcigggeigelgictitacigeigigggattticttictg
88gatagggcgagaaatgiciciggigecegle ctttgcattccat&(—&’.?S J te...... cgcﬁcﬂ(ﬂ)gcgccgc cttaaagtcacgciiggee(-647)acg...... ga({;lt_g}(O)gaaattctttgtgaagacaatatctctctgagctcaat

Supplementary Figure 1 Primer design for ChIP-gPCR. (A) NIrp3, (B) Rela, (C) Grin2a, (D) Gabrb3, and (E)
Htr2a. The red sequence blocked with dotted box is the position of initiation codon. The region of PCR amplification
was presented with purple italics, and the extensional direction was indicated by a red arrow. The sequence marked
with purple underlines are the PCR primers. The primers were self-designed through the Primer-BLAST in the
National Center for Biotechnology Information (NCBI) (https://www.ncbi.nlm.nih.gov/tools/primer-blast/).
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Supplementary Figure 2 Pre-experiment of ChIP-gPCR for NIrp3 and Rela. The condition of
acetylated histones marking on the specified loci of promoter of target genes involved in
neuroinflammation were evaluated by ChIP-qPCR using antibodies of (A) acetylated histone 3 (H3ace),
(B) acetylated histone 4 (H4ace), and (C) Hdac®6.
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Supplementary Figure 3 Pre-experiment of ChlP-gPCR for neurotransmitter receptors (Grin2a,
Htr2a, Gabrb3). The condition of acetylated histones marking on the specified loci of promoter of
target genes encoding neurotransmitter receptors was evaluated by ChlP-gPCR using antibodies of (A)
acetylated histone 3 (H3ace), (B) acetylated histone 4 (H4ace) and (C) Hdac6.



H4ace 10 KDa

0

Saline Poly I:C
B-Actin (42KDa)

Saline  Poly |;C's~'\

|
H3ace 17KDa |

|

/ l
| |
Saline Poly I:.CI

Haace 17KDa _.-

H4ace 10 KDa

B-Actin 42KDa

e — —

Saline

Poly I:C

—
-

H3ace 17KDa}.'

H4ace 10 KDa| s s

Poly I:.C

B-Actin 42KDa

Saline

H4ace 10 KDa H3ace 17KDa

- 7o
Saline  Ppoly I:.C ..

Saline Poly I:.C
B-Actin :iZKDa)

Saline Poly I:C

—

"

H4ace 10 KDa H3ace 17KDa

———

- .l
Saline Poly I:C ggjine Poly I:C

B-Actir:(}KDa) ‘ il

- z33

Saline Poly I:C 0 S5 S Sl I S e -
ad

H3ace 1I7ZKDAE R T

H4ace 10 Kow

- -

Poly I:C

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I .
I Saline
I

I

I

I

Supplementary Figure 4 Original western blot images of hepatic global H3ace ahd H4ace (n=6/group. The results were
visualized by an Amersham Gellmager 600. The molecular weights of H3ace, H4ace and Actin are 17kDa, 10kDa and 43kDa,

respectively.



