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Supplementary Figure 1. Chromosomal distribution of Arachis duranensis Germin-like
protein (AdGLPs) genes. Gernim-like proteins are unevenly distributed in the genome of

A. duranensis. ChrA06 possessed the highest number of GLPs (16 GLPs).



0 Mb

20 Mb

BO1

[ AiGLPT

140Mb 120Mb 100Mb 80Mb  60Mb 40 Mh

160 M

B2

AWGLP2

AIGLP3

[ae)
=
=]

AiGLPT

AiGLrs 3
=

AIGLPY

AiGLP4
AIGLPG

4iGLPY

—AIGLPIT

Bi6

AiGLP2Y
4G
AP
AIGLP2G

B9

AIGEP29

B10

AIGLP 3G

I AIGLP3F

[ AiGLP32

Supplementary Figure 2. Chromosomal distribution of Arachis ipaensis Germin-like
protein (4iGLPs) genes. Gernim-like proteins are unevenly distributed in the genome of
A. ipaensis. ChrA03 possessed the highest number of GLPs (14 GLPs).
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Supplementary Figure 3. Conserved motifs and gene structure (exons-introns
distribution) analysis of Arachis duranensis Germin-like protein (4dGLPs) genes.
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Supplementary Figure 4. Conserved motifs and gene structure (exons-introns
distribution) analysis of Arachis ipaensis Germin-like protein (4iGLPs) genes.
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Supplementary Figure 5. Orthologous genes’ clusters among diploid and tetraploid
species of peanut. (a) orthologous gene clusters among 4. hypogea, A. duranensis, and A.
ipaensis (b) orthologous gene clusters among A. hypogea and A. duranensis (c)
orthologous gene clusters among A. duranensis and A. ipaensis (d) orthologous gene
clusters among A. hypogaea and A. ipaensis.



