[bookmark: OLE_LINK477]Supplementary Table 1 Primers used in qRT-PCR validation of dif-RNAs
	names of dif-RNAs
	forward primer sequence (5'-3'）
	reverse primer sequence

	CXCL8 [1]
	ACTGCGAAAATTCAGAAATCATTGTTA
	CTTCAAAAATGCCTGCACAACCTTC

	CXCL10 [2]
	TCTAGGAACACACGCTGCAC
	GACACGTGGGCAGGATTGAC

	DDX58 [3]
	CTTGCAAGAGGAATACCACTTAAACCCAGAGAC
	TTCTGCCACGTCCAGTCAATATGCCAGGTTT

	IFIT1 [4] 
	ACAGCAACCATGAGTTATAATGCT
	GGTGCTTCACATAGGCCAGT

	ADM [5]
	ATGAAGCTGGTTCCCGTC
	ACTTAGCGCCCATTTATTCCA

	CCN2 (also known as CTGF) [6]
	TGCACCAGCATGAAGACATACCGA 
	ACAGGAAGTGTGGTGGTTCTGTGA

	PIK3IP1
	GCTGGAATCGTCCTTGGCTAC
	GGACCACGACGGTCTTTTCA

	SMAD6
	CAACCCCTACCATTTCAGCCG
	AGAATTCACCCGGAGCTGTG

	MSTRG.11072.1
	AGAATTAGTATGTCCGTTT
	CTTTTCTACTTGAGCCAAT

	MSTRG.13086.1
	GGCTGTAAACAATCCACAA
	TATACTCTTCCGACATTACCAC

	MSTRG.19051.3
	TCTCCGATACACAGAACGA
	TGACTCTTTGACTGAGCAAG

	MSTRG.37645.1
	GTACTATTTAATTGACGAGCTT
	GCCCAAACATTCTTAACAGT

	MSTRG.14318.1
	TTGTTATGTAGCATTATCACGG
	GGACATTTGCTTACCCCTT

	MSTRG.17219.1
	TAACTAGATGGACCTTAGTCG
	AAAACATGGGAATATAGTCTG

	MSTRG.27765.1
	ATAAGGGCTGATTCTATGTCC
	CATTAAACCCCAGGAGTACGG

	MSTRG.33068.1
	TAACCAGACAAATCGCTCCAC
	CTCTTGCCTGGAAAATCCCATG

	cgr-miR-501-3p_R-2
	AATGCACCCGGGCAAGGATTT
	

	cgr-miR-664-3p
	TATTCATTTACTCCCCAGCCTAC
	

	chi-miR-206_R-1
	TGGAATGTAAGGAAGTGTGTGG
	

	rno-miR-871-3p_R-2_1ss13TC
	TGACTGGCACCACACTGGAT
	

	chi-mir-328-p5
	TGTTTCGGAGCCTGGAGCG
	

	chi-miR-33b-3p
	CAGTGCCTCGGCAGTGCAGCC
	

	PC-5p-3911_683
	CTGTACCACCTTGTCGGG
	

	PC-5p-9871_210
	TTTAGCGCGCGCCTCTCAA
	

	circRNA2437
	GAGTCGTCCTACCAAGCTGAA
	AGGGTATGTGATTTAGTGTTGC

	circRNA2439
	CCATTCGGGTGTCCAAAGTTGT
	TCCCAGGCATAGATGGTCAG

	circRNA2484
	TAAGAAGGCTCTGGCAAATG
	GTACCACGGAGATGACTACTG

	circRNA2556
	GGTCCAAATCTCAGCAACC
	TGACTTGTATTGATCTGTCCTC

	circRNA7850
	CAGTGCGTCTGGTCTTACGAG
	CGATGTGTCTGAACCCTCACT

	circRNA7978
	TGCCTTTTACGGACTTTGTT
	CTAAATATGAACCAGCTCCAAC

	circRNA7981
	TACAACAAAGTCATCGGGTGC
	AGCCTCTCGGGTAAAGTTAGCA

	circRNA8029
	TAAACAGAAATCACCTTCAGC
	CCTCTGCAAATCCAATTCC

	β-actin [1]
	CTGAGCGCAAGTACTCCGTGT
	GCATTTGCGGTGGACGAT
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