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Supplementary Figures
Figure S1. Results of principal component analysis(PCA) of the samples for transcriptomics.
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Figure S2. Differentially expressed genes (DEGs) in W. anomalus induced by thiamine addition. A. Results of DEGs shown in the volcano plot between 12% ethanol treatment group and control group. B. Results of DEGs shown in the volcano plot between 12% ethanol + thiamine group and 12% ethanol treatment group. C. Results of DEGs of different groups shown by pie chart.
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Figure S3. Results of principal component analysis(PCA) of the samples for transcriptome metabonomics. A, Positive ion mode; B, Negative ion mode.
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[bookmark: _GoBack]Figure S4 Differentially expressed metabolites (DEMs) in W. anomalus after thiamine intervention under ethanol stress. A. Results of DEMs shown in volcano plot between 12% ethanol treatment group and control group. B. Results of DEMs shown in volcano plot between 12% ethanol + thiamine treatment group and 12% ethanol treatment group.
[image: ]











Figure S5 KEGG pathway enrichment analysis of DEGs in W. anomalus after thiamine intervention under ethanol stress. A. KEGG pathway enrichment analysis of DEGs between 12% ethanol treatment group and 0% ethanol treatment group. B. KEGG pathway enrichment analysis of DEGs between 12% ethanol + thiamine treatment group and 12% ethanol treatment group.
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