>PHYLJHP_opt
ATGAACAAGGATATCGCTTCTACCTCTAACAACAACCAGAACATCAACAACTACTCTATCGAAGAGAACATTATCAACCTCAAGTACAAGATCAGAGAGAACGCTATCGAGAAGATCAACATCGAGAGAGAGATCCAGCAGCTCTCAAACAACAATCCTAGGAAGAACAACCTCCTCGTTCTCAAGCAGAACCTCGAGAACCTCATCCATAACCAGAAAGAGCAGCTCAAGACCTACCAGATGCTCCTCAAGACTCTCAACGATGAGAACAACTGA

>PHYLRYD_opt
ATGAACAAGGATATCGCTACCACCTCTACCGGAAACAACAACACCAACATCAACAACTTCTCTATCGAGAAGATCGAAGAGAACATCATCAACCTCAAGTACAAGATTCAAGAGAACGCTGTGAAGAAGATCAACATCGAGAAAGAGATCAAGAAGCTCTCTAACGATTCTTCTACCAAGAACATCCTCCTCGAGCTTAAGCAGAACCTCGAGAAGCTCATCCACAACCAGAAAGAGCAGCTCAAGCAGTACCAGAGGCTTCTCAACATGCTCAACAACAAGAACAACTGA

>PHYLWDBL_opt
ATGGATCCTAACCTCCCTGGAACCTCTGAGAATCAACCTCCTCAGCAGAACCTCACCATCGAAGAGAACATCATCAACCTCAAGCAAAAGATCTACGATAACGCTAAGAAGATCACCAAGATTAACAAGATCCTCAGGGGATCTTTCAACATCACCGATGATCAGAAAGAGATCCTCCTCAAGCTCCAAGAGAACTCTAAGCAGCTCGTGAACAACCAGAAAGAGCTTATCAAGGCTTACCAGATCTTGCTCAAGAACCTCAACGATGATAACAACTGA
