S_oneidensis_MR-1_dmsA 1 e MERRSFLKMSAAMGCAATVTGCNSGSSDVNV..VPP

S_oneidensis_MR-1_SO_4358 1 e e MKRRAFLKMSASCAAAATVVGCGSD..KNPVLKP.E
S_sp._LZH-2_JM642_14190 1 e MERRSFLKMSAAMGCAATVTGCNSGSSDVNV..VPP
S_xiamenensis_NUITM-VS1_NUITMVS1_29540 1 e MERRSFLKMSAAMGCAATVTGCNSGSSDVNV. .VPP
S_putrefaciens_strain_FDAARGOS_681_FOB89_20615 A MERRSFLKMSAAMGCAATVTGCNSGSSDVNV..VPP
S_sp._MR-4_Shewmr4_3676 1 e e MERRSFLKMSAALSAAAAVTGCDSSSKDVDV..VPP
S_fidelis_ ATCC-BAA-318__ 1884 1884 _RS0114160 1 MERRSFLKMSAALGCAATVTGCNSSSDDANV. .IPP
S_piezotolerans_WP3_SWP_RS15450 1 e e MERRSFLKMSAALGCAATVTGCNSSSDDANV..IPP
S_schlegeliana_ strain_ JCM JMA39_11561_RS09490 1 e MERRSFLKMSAALGCAATVTGCNSSSDDANV..IPP
S_marisflavi_strain EP1_CFFO01l_RS01175 1 e MERRSFLKASAALGCAATVTIGCKTSSDEPNK. .VPP
S_sp.SUN_WT4_FJQ87_RS02760 1 e e e MERRSFLKMSAAMSCAATVTGCNSSSKDANL. .VPP
S_sp.MBTL60-112-B2_K5Q73_RS09520 1 e e MERRSFLKMSAALGCAATVTGCNSSSDDANV. .IPP
S_sp.MBTL60_112_Bl_K5Q83_RS07010 1 MERRSFLKMSAALGCAATVTGCNSSSDDANV. .IPP
S_enrypsychrophilus_strain_YLB-08_FM038_RS01260 1 e MERRSFLKMSAAMGCAASVTGCKTSSDDANV. .VPP
S_enrypsychrophilus_strain_YLB-08_FM038_RS01535 1 e MKRRDFLKVSAASAAVASVTIGCSSDSAEPAKPIEQP
S_enrypsychrophilus_strain_YLB-08_FM038_RS23490 1 e MKRRDFLKVSAAAAAATAITGCDSSSAEDPILNPGV
S_enrypsychrophilus_strain_YLB-08_FM038_RS23525 A MERRTFLKFSAAAAAVATVTGCESSSASDPLPTPSE
S_sp.YLB_09_FS418 RS01245 1 e e MERRSFLKMSAAMGCAASVTGCKTSSDDANV. .VPP
S_sp.YLB_09_FS418_RS01520 1 MKRRDFLKVSAASAAVASVTGCSSDSAEPAKPIEQP
S_sp.YLB_09_FS418_RS02865 1 e e MERRSFLKMSAAMGCAASVTGCKTSSDDANV..VPP
S_sp.YLB_09_FS418 RS03140 1 e MKRRDFLKVSAASAAVASVTIGCSSDSAEPAKPIEQP
S_sp.YLB_09_FS418_RS25020 1 e MKRRDFLKVSAAAAAATAITGCDSSSAEDPILNPGV
S_sp.YLB_09_FS418_RS25055 1 e e e e MERRTFLKFSAAAAAVATVIGCESSSASDPLPTPSE
S_sp._WPAGA9_IGB07_RS19235 1 e e MERRSFLKMSAALGCAATVTGCNSSSKDAEP..LPP
S_sp._ARCY9_LZ_GUY17_RS19100 1 e MERRNFLKMSAAIGAAATITGCEDSAKEINV..VPP
S_psychromarinicola_strain_M2_EGC80_RS00660 1 e MERRSFLKMSAALSCVATVSGCNSSSKDVEV..VPP
S_psychromarinicola_strain M2 EGC80_RS06745 1 e MERRNFLKMSAAIGAAATITGCEDSAKEINV..IPP
S_psychromarinicola_strain_M2_ EGC80_RS11440 A MERRDFLKVSASIAALSSITACNTTSEDSEE.. ...
S_sp.Actino-trap-3_CXF80_RS10115 1 e e e e MERRSFLKMSAALSCVATVSGCNSSSKDVEV..VPP
S_sp.Actino-trap-3_CXF80_RS15635 1 e e MERRNFLKMSAAIGAAATITGCEDSAKEINV..IPP
S_livingstonensis_strain_LMG_19866_EGC82_RS20515 1 e MERRSFLKMSAAMGAAATITGCENSTKEINV..VEP

...................... MERRNFLKLSATAGAVSCITACGSKSSNS....STP
...................... MQRRDFLKLSATAGAVSCITACGSKSSDS......P
...................... MQRRDFLKLSAATGTVSCVTACGSKSNDEPV. .. ..
...................... MERRSFLKISAAMGCAATVTGCNSGSSDVDV. .VPP
...................... MERRSFLKMSAALGCAATVTGCNSSSKDAEP..LPP
...................... MERRSFLKMSAAMGCAATVTGCNSGSSDVNV. .VPP
...................... MERRSFLKMSAALGCAASVTGCKTSSDDANV..VPP
...................... MQRRDFLKSAALVSAAASLAGCNGKRTETVI..PEP
...................... MQRRDFLKLSATAGAVSCLSACGGKDTEN......V
S_frigidimarina NCIMB_400_Sfri_3128 1 ..t MERRSFLKMSAALSCVATVSGCNSSSKDVEV. .VPP
S_frigidimarina NCIMB 400_Sfri 3684 1 ..., MERRSFLKASAALSCVATVTGCNTSSDDANV..IPP

Ferrimonas_lipolytica_strain_S7_HER31 _RS14690 1
1
1
1
1
1
1
1
1
1
1

S_sediminis_HAW-EB3_Ssed_ 0229 1 e MERRSFLKMSAAMGCAASVTGCKTSSDDANV. .VPP
1
1
1
1
1
1
1
1
1
1
1

Ferrimonas_lipolytica_strain_ S7_HER31 RS15965
Ferrimonas_lipolytica_strain_ S7_HER31_RS04980
S_sp.ISTPL2_CCLCJOKE_1_HUB64_RS13995
S_japonica_strain_ KCTC_22435_SJ2017_RS00815
S_sp.8A_M2897_RS06500
S_woodyi_ATCC_51908_Swoo_0233
Ferrimonas_balerica DSM 9799 Fbal 2476
Ferrimonas_balerica_DSM 9799 Fbal 3621

S_sediminis_HAW-EB3_Ssed_0350 1 e MERRSFLKMSAALSCAATVSGCNSSSKDVEV..VPP
S_sediminis_HAW-EB3_Ssed 0359 1 e MERRTFLKFSAAAAAVATVTGCESSSASNPLPAPSE
S_sediminis_HAW-EB3_Ssed_1307 1 e MQRREFLKLSAAASAVTCVTACGSK.KTETI.....
S_sediminis_HAW-EB3_Ssed_1404 1 e MQRRDFLKLSAAAGAVSCVTACGSKKTET....VIP
S_sediminis HAW-EB3_Ssed 2923 1 e MERRSFLKMSAAMGCAATVAGCNSSSSDVDV. .VPP
S_sp.KX20019_JK628_RS15600 L1 e MERRSFLKMSAALGCAATVTGCNSSSDDANV..IPP
S_sp.KX20019_JK628_RS20550 Ll e e MERRSFLKMSAALSCAATVSGCNSSSKDVEV..VPP
Ferrimonas_sp.SCSIO_43195_J8222 RS00580 1 ... u it MKRRDFLKVSAATAAAASVTGCSSDSADEAQPVEPP
Ferrimonas_sp.SCSIO_43195_J8222_RS11605 1 . ... iiiiienann. MERREFLKMSAAMSAAAAVTGCSSES..AQT..TPP
Pseudomonas_sp.SCT_BHD08_RS22425 (idrA) MSK...... PDEYLSS..NSVPLPPQDADVLTTACDYCIVACGYKVYRWPVGKEGGAK
Denitromonas_sp.IR12_I8J34_RS03780 (idrA) MSENIKQGGAGTFMQAPQDSVPLPPKDAEVMTTACDYCTVACGYKVYRWPVGKEGGMK



S_oneidensis_MR-1_dmsA
S_oneidensis_MR-1_SO_4358

S_sp._ LZH-2_JM642_14190

S_xiamenensis_NUITM-VS1_ NUITMVS1 29540
S_putrefaciens_strain_FDAARGOS_681_FOB89_20615
S_sp._MR-4_Shewmr4_3676

S_fidelis_ ATCC-BAA-318_ 1884_ 1884 _RS0114160
S_piezotolerans_WP3_SWP_RS15450
S_schlegeliana_ strain_ JCM JMA39_11561_RS09490
S_marisflavi_strain EP1_CFF01l_RS01175
S_sp.SUN_WT4_FJQ87_RS02760
S_sp.MBTL60-112-B2_K5Q73_RS09520
S_sp.MBTL60_112_B1_K5Q83_RS07010
S_enrypsychrophilus_strain_YLB-08_FM038_RS01260
S_enrypsychrophilus_strain_YLB-08_FM038_RS01535
S_enrypsychrophilus_strain_YLB-08_FM038_RS23490
S_enrypsychrophilus_strain_YLB-08_FM038_RS23525
S_sp.YLB_09_FS418_RS01245
S_sp.YLB_09_FS418_RS01520
S_sp.YLB_09_FS418_RS02865

S_sp.YLB_09_FS418 RS03140
S_sp.YLB_09_FS418_RS25020
S_sp.YLB_09_FS418_RS25055
S_sp._WPAGA9_IGBO07_RS19235
S_sp._ARC9_LZ_GUY17_RS19100
S_psychromarinicola_strain_M2_EGC80_RS00660
S_psychromarinicola_strain M2 EGC80_RS06745
S_psychromarinicola_strain_M2_ EGC80_RS11440
S_sp.Actino-trap-3_CXF80_RS10115
S_sp.Actino-trap-3_CXF80_RS15635
S_livingstonensis_strain_LMG_19866_EGC82_RS20515
Ferrimonas_lipolytica_strain_S7_HER31 _RS14690
Ferrimonas_lipolytica_strain_ S7_HER31 RS15965
Ferrimonas_lipolytica_strain_ S7_HER31_RS04980
S_sp.ISTPL2_CCLCJOKE_1_HUB64_RS13995
S_japonica_strain_ KCTC_22435_SJ2017_RS00815
S_sp.8A_M2897_RS06500
S_woodyi_ATCC_51908_Swoo_0233
Ferrimonas_balerica DSM 9799 Fbal 2476
Ferrimonas_balerica_DSM 9799 Fbal 3621
S_frigidimarina_ NCIMB_400_Sfri_ 3128
S_frigidimarina NCIMB_400_Sfri 3684
S_sediminis_HAW-EB3_Ssed_ 0229
S_sediminis_HAW-EB3_Ssed_ 0350
S_sediminis_HAW-EB3_Ssed 0359
S_sediminis_HAW-EB3_Ssed_ 1307
S_sediminis_HAW-EB3_Ssed_ 1404
S_sediminis_HAW-EB3_Ssed_2923
S_sp.KX20019_JK628_RS15600
S_sp.KX20019_JK628_RS20550
Ferrimonas_sp.SCSIO_43195_J8z22 RS00580
Ferrimonas_sp.SCSIO_43195_J8z22 RS11605
Pseudomonas_sp.SCT_BHD08_RS22425 (idrA)
Denitromonas_sp.IR12_I8J34_RS03780 (idrA)

35
34

35
35
35

35
35
35
35
35
35

37
37
37

37
35

37
37
35

35
35

35
35
35

31
32
35

35
35

31
35
35

35
37

33
35
35

37
33
51
59

KPPVGD.EVQT
VSPEQVPEISK
KPPVGD.EVQT
KPPVGD.EVQT
KPPIGD.EIQT
TPPVTDGEIQT
QPPVTD.EVVN
KPPVGD.EQVT
QPPVKD.EVVN
TPPVEE..NQT
QPPVSE.EAIN
QPPVTD.EVVN
QPPVTD.EVVN
KPPVGE.EQIT
ITDPIAGESHA
PVTPPTGEKIT
PVLPPVGEGVT
KPPVGE.EQIT
ITDPIAGESHA
KPPVGE.EQIT
ITDPIAGESHA
PVTPPTGEKIT
PVLPPVGEGVT
QPPV.D.EALT
EVPESSLEQLN
TPPVAG.EKLN
GVPESSLEQLN
VKELAPEEVTT
TAPVAA.EKLN
GVPESSLEQLN
AVPESSLEQLN|
TVPEVSEEQVN
APVAPAEEQLN
PTIPEVAEVET
KPPIGD.EIQT
QPPV.D.EALT
KPPVGD.EVQT
KPPVGE.EQIT
ELPVTQ....G
IPEVPADENVN|
TPPVAG.ENLN
TPPVSD.ETIT
QPPVGE.EQIT
TPPVAG.ENLN
PVLPPVGEGIT
IPEVPVSEKHF
EVPVA..EKIN
TPPVTEGETMN
KPPVGD.EQIT
TPPVVG.ENLN
LTNPTTGESFA
VIVPVE.EKLN
ASENALGADFP
AKDNAFNADFP

W]
1|
W]
W
Wi
Wi
Wi
Wi
W]
W
Wi
Wi
Al
Wi
W]
W
Wi
Wi
Nl
Wi
W]
W
Wi
Wi
Wi
Wi
W]
M
Wi
Wi
Wi
Wi
W]
L
Wi
Wi
Nl
Wi
W]
i
Wi
Wi
Wi
Wi
W]
W
Wi
Wi
Nl
Wi
W]
W

H
H

SSCLVNCGSNCPIKVFSRDGIITRIETDHET

....NDEYG

SACIGNCFQTCPLRVYSRNGIITRIESESGGDIKFVDNWSVDGA. .

SSCLVNCGSNCPIKVFSRDGIITRIEADHET. ..
SSCLVNCGSNCPIKVFSRDGIITRIEADHET. ...
SSCLVNCGSNCPIKVFSRDGVITRIEADHET. ...
SSCLVNCGSNCPIKVFSKDGVITRVEADNET. ...
SSCLVNCGSNCPIKVFTKDGIVTRVETDHEV. ...
SSCLVNCGSNCPVKVFSRDGVITRVETDHDI.. ..
SSCLVNCGSNCPIKVFTKDGIVTRVETDHEV. ...
SACLVNCGSNCPIKVFSRDGVITRVEADNET. ...
SSCLVNCGSNCPIKVFSRDGVITRVETDHEV. ...
SSCLVNCGSNCPIKVFTKDGIVTRVETDHEV. ...
SSCLVNCGSNCPIKVFTKDGIVTRVETDHEV. ...
SSCLVNCGSNCPVKVFSRDGVITRVETDHDV. .
AQCOSNCWAWCPLKVITKDGKIIRIEPHTE. ..
SNCASNCFQSCPLKVHSKDGVVTRIEAEQ. ..
GSCATNCWQACPLKVHSKDGVITRIETEG. ...
SSCLVNCGSNCPVKVFSRDGVITRVETDHDV. ..
AQCQSNCWAWCPLKVITKDGKIIRIEPHTE. ..
SSCLVNCGSNCPVKVFSRDGVITRVETDHDV. .
AQCOSNCWAWCPLKVITKDGKIIRIEPHTE. ..
SNCASNCFQSCPLKVHSKDGVVTRIEAEQ. ..
GSCATNCWQACPLKVHSKDGVITRIETEG. ..
SACLVNCGSNCPVKVYSRDGMITRVETDHEV. ..
SACLVNCGSNCPIKVFSKDGVITRIETDHET. ..
SACLVNCGSNCPVQVFSTDGVITRVESQFTT. .
SACLVNCGSNCPIKVFSKDGVITRIETDHET. .
SSCNVNCKATCPLVITTVDGIITKVTPETTTI.
SACLVNCGSNCPVQVEFSTDGVITRVESQFTT. ..
SACLVNCGSNCPIKVFSKDGVITRIETDHET. ..
SACLVNCGSNCPIKVFSKDGVITRIETDHET. ..
AACTCNCGASCPIKIVTQDGTITRVETDDMG. .
TACLVNCGSNCPLKVYSVDGVCTRVETDWAE. .
SACEANCAATCAFKVISQDGVLKRVEQEN. ..
SSCLVNCGSNCPIKVFSRDGVITRIEADHET. ..
SACLVNCGSNCPVKVYSRDGMITRVETDHEV. ..
SSCLVNCGSNCPIKVFSRDGIITRIEADHET. ..
SSCLVNCGSNCPVKVFSRDGVITRVETDHDV. ..
QSCYVNCGSNCPIKFTVQDGQITQLETDDHG. ..
SACLVNCGSNCPLKIFSQDGRIVRVETDHSG. ..
SACLVNCGSNCPVQVEFSTDGVITRVESQFTT. ..
SACLVNCGSNCPVKVFSSDGIITRVEADNET. ..
SSCLVNCGSNCPVKVFSRDGVITRVETDHDV. ..
SACLVNCGSNCPVQVFSTDGVITRVESEFTT. ..
...KATDDW. .
..YGEDSFD....
SSCTCNCGHSCPLKVVTRDGKIARIESDDLG. ..
SSCLVNCGSNCPVRVYSKDGVITRIESQFTT. ..
SACLVNCGSNCPVKVFSRDGVITRVETDHDI. ..
SACLVNCGSNCPVQVFSTDGVITRVESQFTT. ..
AQCQOGNCWAWCPLKVITKEGKIVRVEPHTE. ..
SACLVNCGSNCPVKVYSRDGIITRIETDYAV. ..
OMMMGAWASPAQHNVVSYRDQPHHVVVIADK. ..
QQIFGAWASPAQHNIVNHNGRSHHVLVLPDR. ..

GSCATNCWQACPLKVHSKDGVITRIETEG.
SACLGNCGSNCPLKVITVDGKITRIEPET. .

.SDEYG

.VDGDD

..VDGDD

.EDVYG

.. TDKYG

.TDKFG

..DDSWA
..SDDYG

.NDEYG
.EDVYG
.SDEYG
.VDGDD
.DDQYE
.TDQYG
.TDKYG

.ADGDD
.TDKYG

.DDSWE
.EDTYG
.TDGDD
.TDKYG

.EDDYG

.KEHDDW. .
KATDDW. .

.GDDNFD. ...
.GDDNFD. .
.KEHDDW. .
.KATDDW. .
.TDEYG. ...

..TDEYG. ...
DSEDGFV....

.TDEYG. ...
.TDEYG. ...

.FYEDGFD. ...

.TDEYG. ...

.GDDNFN. ...



S_oneidensis_MR-1_dmsA
S_oneidensis_MR-1_SO_4358

S_sp._ LZH-2_JM642_14190

S_xiamenensis_NUITM-VS1_ NUITMVS1 29540
S_putrefaciens_strain_FDAARGOS_681_FOB89_20615
S_sp._MR-4_Shewmr4_3676

S_fidelis_ ATCC-BAA-318_ 1884_ 1884 _RS0114160
S_piezotolerans_WP3_SWP_RS15450
S_schlegeliana_ strain_ JCM JMA39_11561_RS09490
S_marisflavi_strain EP1_CFF01l_RS01175
S_sp.SUN_WT4_FJQ87_RS02760
S_sp.MBTL60-112-B2_K5Q73_RS09520
S_sp.MBTL60_112_B1_K5Q83_RS07010
S_enrypsychrophilus_strain_YLB-08_FM038_RS01260
S_enrypsychrophilus_strain_YLB-08_FM038_RS01535
S_enrypsychrophilus_strain_YLB-08_FM038_RS23490
S_enrypsychrophilus_strain_YLB-08_FM038_RS23525
S_sp.YLB_09_FS418_RS01245
S_sp.YLB_09_FS418_RS01520
S_sp.YLB_09_FS418_RS02865

S_sp.YLB_09_FS418 RS03140
S_sp.YLB_09_FS418_RS25020
S_sp.YLB_09_FS418_RS25055
S_sp._WPAGA9_IGBO07_RS19235
S_sp._ARC9_LZ_GUY17_RS19100
S_psychromarinicola_strain_M2_EGC80_RS00660
S_psychromarinicola_strain M2 EGC80_RS06745
S_psychromarinicola_strain_M2_ EGC80_RS11440
S_sp.Actino-trap-3_CXF80_RS10115
S_sp.Actino-trap-3_CXF80_RS15635
S_livingstonensis_strain_LMG_19866_EGC82_RS20515
Ferrimonas_lipolytica_strain_S7_HER31 _RS14690
Ferrimonas_lipolytica_strain_ S7_HER31 RS15965
Ferrimonas_lipolytica_strain_ S7_HER31_RS04980
S_sp.ISTPL2_CCLCJOKE_1_HUB64_RS13995
S_japonica_strain_ KCTC_22435_SJ2017_RS00815
S_sp.8A_M2897_RS06500
S_woodyi_ATCC_51908_Swoo_0233
Ferrimonas_balerica DSM 9799 Fbal 2476
Ferrimonas_balerica_DSM 9799 Fbal 3621
S_frigidimarina_ NCIMB_400_Sfri_ 3128
S_frigidimarina NCIMB_400_Sfri 3684
S_sediminis_HAW-EB3_Ssed_ 0229
S_sediminis_HAW-EB3_Ssed_ 0350
S_sediminis_HAW-EB3_Ssed 0359
S_sediminis_HAW-EB3_Ssed_ 1307
S_sediminis_HAW-EB3_Ssed_ 1404
S_sediminis_HAW-EB3_Ssed_2923
S_sp.KX20019_JK628_RS15600
S_sp.KX20019_JK628_RS20550
Ferrimonas_sp.SCSIO_43195_J8z22 RS00580
Ferrimonas_sp.SCSIO_43195_J8z22 RS11605
Pseudomonas_sp.SCT_BHD08_RS22425 (idrA)
Denitromonas_sp.IR12_I8J34_RS03780 (idrA)

82
920
82
82
82
84
82
82
82
82
82
82
82
82
87
87
87
82
87
82
87
87
87
81
84
82
84
85
82
84
84
81
79
82
82
81
82
82
79
79
82
83
82
82
87
81
79
83
82
82
87
80
100
108

HHEIRPCLK[ERAQKQKAMSA . .
NHQIRACAR[ERSLRSRTMAP. .
NHQIRACAR[ERSLRSRTMAP . .
NHQIRACAR[ERSLRSRTRMAP . .
NHQIRACAR[ERSLRQRTRpAA . .
LHQVRACAR[ERSLRQRNpMAV . .
IYQVRACARERSLRQRTRAV . .
LHQVRACAR[ERSLRQRNpAV . .
NHQIRACAR[ERSLKQRTMAP . .
LHQVRACAR[GRSLRQRTMAP. .
LHQVRACAR[ERSLRQRNpMAV . .
LHQVRACAR[ERSLRQRNpMAV . .
IYQVRACARERSLRQRTRAV . .
FIHNKACAK[ELMLKELVp4SP . .
EHEIRPCLR[ERSMRQKAMNA. .
DHEIRPCPR[ERSMRQKVpMNH. .
IYQVRACARERSLRQRTRAV . .
FIHNKACAK[ELMLKELVpSP . .
IYQVRACARERSLRQRTRAV . .
FIHNKACAK[ELMLKELVp4SP . .
EHEIRPCLR[ERSMRQKAMNA. .

DHEIRPCPR[ERSMRQKVMNH
MHQVRACAR[ERSLRQRTMAL

NHQARACPR[ERSLRQRTPMAT . .

DHDVRACPR[§RSLRKRVpAP
NHQARACPR[RSLRQRTMAT

QQR. .PCAR[(HSAKQKIMNP . .

DHDVRACPR[ERSLRKRVpMAP
NHQARACPR[ERSLRQRTPMAT

NHQARACPR[ERSLRQRTRMAT . .

EHQSRACAR[RSFKRKVpAA
NHQVRACLR[§RSLRQRNMAP

QHR. .PCAK[(LAAFQKIp4SP. .

NHQIRACAR[ERSLRSRTPMAP
MHQVRACAR[ERSLRQRTMAL

NHQIRACAR[ERSLRSRTRMAP . .

IYQVRACAR[ERSLRQRTpAV
SRQIRACPR[ERSLRQRVp4SD

DHQVRACLR[ERSIKQRTpAA. .

DHDVRACPR[ERSLRKRVpMAP
NHQIRACAR[ERSLRQRTRMAA

VYQVRACARERSLRQRTRAV . .
DHDVRACLR[ERSLRKRVpAP . .
DHEIRPCPR[ERSMRQKVpNH . .
HIR..PCLR[{EHANRARVpNP . .

SHQSRACAK[ERSTKKKVMAA. . .KRGEGN.
NHDVRACLR[ERSLRKRVPAP . . .PRGSGQ.
IYQVRACAR[ERSLRQRTMAV. . .KRGEGK.
DHDVRACPR[ERSLRKRVpAP . . .PRGSGQ
FIHNKACAK[ELMLKELVp4SP . . .PRGSGQ.
NHQVRACLR[§RSLRKRV}AP .PRGSGQ.
.PGGNHSIR[(GTLAEKCMNP SNRTRERLOHIEIMIRIVN. . . ... GK
.PGGNHSIR[EGTLAQKCPNP SNRTSEIRLLYJYMIIAVR. . . . .. GT

.KRGEAK.
.PRGSGQ.
.KRGEAK.
.KRGEAK.
.KRGEAK.
.KRGEGK.
.ERGKAE.
.KRGEGK.
.ERGKAE.
.KRGEGK.
.KRGEGK.
.ERGKAE.
.ERGKAE.
.KRGEGK.
.KRGEGK.
.PRGSGE.
.RRGSDE.
.KRGEGK.
.KRGEGK.
.KRGEGK.
.KRGEGK.
.PRGSGE.
.RRGSDE.
.ARGEGK.
.KRGEAK.
.PRGSGQ.
.KRGEAK.
.ERGSGQ.
.PRGSGQ.
.KRGEAK.
.KRGEAK.
.FEEISQYEEINYDTI
.WEQISETE\FSE I

.KRGEAK.
.ERGEGK.
.KRGEAK.
.KRGEGK.
.FVRISDDE\LTE I
YEEITEQR\FAE I
.FERISEDERNLDLV
.FVPISIYDERASTI
.FVPISIYDERAKT I
.FERISQDEINLDLV
.FVRISPEERNVSSV
.FERISIYEQNTSE I

FVPISEDERNASTI
YVRISEDERNINTV
FVPISEDENASTI
FVPISEDEMNASTI
FVPITERDERNASTI
FVPITEDERASTI
FVPISEDEINTSITI
FVPITRDEAKTI
FVPISEDEINTSITI
FVPISPDEERASTV
FVPISEDERNTSIV
FVPISEDEMNTSITI
FVPISEDEINTSITI
FVPISEDEAKTI
FEEISQEQINASET
FVRIDQEERFSEV
FVRISPEEERVSSV
FVPISEDERAKTI
FEEISEQIASET
FVPISEDEAKTI
FEEISQEQINASET
FVRIDQEERFSEV
FVRISPEEERWVSSV
FVPITEDERNAETTI
FVPISPEQIYSET
FERISQRDEINLDLV
FVPISPEEQ\YSET
FEQISEDQI\FSETI
FERISEDEERLDLV
FVPISPREQIYSETI
FVPISPREQIYSET

FVPITERDERNASTI
FVPITEDERNAETTI
FVPISEDERASTI
FVPISEDEAKTI

FREISQEEMNFDTI
FERISEDEERLNTV
FVPITEDERNAKTI

.FERISQDEINLDLV

FKEISEDQE\AREV
FERISPDERNLNTV

.LTPVSEDLINTEVM
.LMPVSDLE\TEVM



S_oneidensis_MR-1_dmsA
S_oneidensis_MR-1_SO_4358

S_sp._ LZH-2_JM642_14190

S_xiamenensis_NUITM-VS1_ NUITMVS1 29540
S_putrefaciens_strain_FDAARGOS_681_FOB89_20615
S_sp._MR-4_Shewmr4_3676

S_fidelis_ ATCC-BAA-318_ 1884_ 1884 _RS0114160
S_piezotolerans_WP3_SWP_RS15450
S_schlegeliana_ strain_ JCM JMA39_11561_RS09490
S_marisflavi_strain EP1_CFF01l_RS01175
S_sp.SUN_WT4_FJQ87_RS02760
S_sp.MBTL60-112-B2_K5Q73_RS09520
S_sp.MBTL60_112_B1_K5Q83_RS07010
S_enrypsychrophilus_strain_YLB-08_FM038_RS01260
S_enrypsychrophilus_strain_YLB-08_FM038_RS01535
S_enrypsychrophilus_strain_YLB-08_FM038_RS23490
S_enrypsychrophilus_strain_YLB-08_FM038_RS23525
S_sp.YLB_09_FS418_RS01245
S_sp.YLB_09_FS418_RS01520
S_sp.YLB_09_FS418_RS02865

S_sp.YLB_09_FS418 RS03140
S_sp.YLB_09_FS418_RS25020
S_sp.YLB_09_FS418_RS25055
S_sp._WPAGA9_IGBO07_RS19235
S_sp._ARC9_LZ_GUY17_RS19100
S_psychromarinicola_strain_M2_EGC80_RS00660
S_psychromarinicola_strain M2 EGC80_RS06745
S_psychromarinicola_strain_M2_ EGC80_RS11440
S_sp.Actino-trap-3_CXF80_RS10115
S_sp.Actino-trap-3_CXF80_RS15635
S_livingstonensis_strain_LMG_19866_EGC82_RS20515
Ferrimonas_lipolytica_strain_S7_HER31 _RS14690
Ferrimonas_lipolytica_strain_ S7_HER31 RS15965
Ferrimonas_lipolytica_strain_ S7_HER31_RS04980
S_sp.ISTPL2_CCLCJOKE_1_HUB64_RS13995
S_japonica_strain_ KCTC_22435_SJ2017_RS00815
S_sp.8A_M2897_RS06500
S_woodyi_ATCC_51908_Swoo_0233
Ferrimonas_balerica DSM 9799 Fbal 2476
Ferrimonas_balerica_DSM 9799 Fbal 3621
S_frigidimarina_ NCIMB_400_Sfri_ 3128
S_frigidimarina NCIMB_400_Sfri 3684
S_sediminis_HAW-EB3_Ssed_ 0229
S_sediminis_HAW-EB3_Ssed_ 0350
S_sediminis_HAW-EB3_Ssed 0359
S_sediminis_HAW-EB3_Ssed_ 1307
S_sediminis_HAW-EB3_Ssed_ 1404
S_sediminis_HAW-EB3_Ssed_2923
S_sp.KX20019_JK628_RS15600
S_sp.KX20019_JK628_RS20550
Ferrimonas_sp.SCSIO_43195_J8z22 RS00580
Ferrimonas_sp.SCSIO_43195_J8z22 RS11605
Pseudomonas_sp.SCT_BHD08_RS22425 (idrA)
Denitromonas_sp.IR12_I8J34_RS03780 (idrA)

132
140
132
132
132
134
132
132
132
132
132
132
132
132
137
137
137
132
137
132
137
137
137
131
134
132
134
133
132
134
134
131
131
131
132
131
132
132
129
131
132
133
132
132
137
131
129
133
132
132
137
130
150
158

ASEIQRIAS..
AQELSTKIT. .
ASEIQRIAS. .
ASEIQRIAS..
ASEIQRIAS..

ASELQRITA.

AEKLSAVYAQ.

GNKLTSVIA.

AEKLSAVYAQ.
ASELARITE. .
AENLQRVIN. .
AEKLAAVYAQ.
AEKLAAVYAQ.
GTKLTSVIA. .
AQSLRSTID. .
ARMIQETTS. .
AAAMQKTYA. .
GTKLTSVIA. .
AQSLRSTID..
GTKLTSVIA. .
AQSLRSTID. .
ARMIQETTS. .
AAAMQKTYA. .
GSKLNSVIA. .
GTKLQAIKD. .
AEKLQDTIY..
GSKLQATIKD. .
GVKLKNIYD. .
AEKLQDTIY..
GSKLQAIKD. .
GTKLQAIKD. .
ADNLKRIID. .

GTKLAQLKA...DHGPRSIYHHYVSGAYYSFASG.NCIRR
AEKLTAIYD...NYGPRAVLNGGGS .NYGGSHSGF.WVTN
ASEIQRIAS...SYGNKSILKHYGTGAYYGFASS.ACFDR
GSKLNSVIA...EHGNKAIFRSYGSGAYYGFASN.GCFNR
ASEIQRIAS...SYGNKSILKHYGTGAYYGFASS.ACFDR
GTKLSSVIN...EHGNKATIFRSYGSGAYYGFASN.ACFNR
HORLEAIYQDSSQGGPESVFFPVSTGTSGMKTSGTGIWKR
GQKVMDLQG...TYGPRSIYHHYGSGAYYGFASS.SCVQR
AEKLQGTID...QYGNESIHFTYNSGARYHFSGK.QCLYR
ASELQRIAN...EYSNKSILKIYGTGAYYGFSSS.SCFNR
GTKLTSVIA...EHGNKAIFRSYGSGAYYGFASN.ACFNR

AEKLQGTID. .
ASAMEQTYS. .
GMKLKETYD. .
AAQLRRVID. .
AERLQGIID. .
ATKLTSVIA..
AEKLQGTID. .
AQSIQQTIE. .
ASELGRLRG. .
ADISQYIIA..
ADISQYILA..

.SYGNKSILKHYGTGAYYGFASS.
.TYGAQSIYLPVATGDYDYQVDGMYAAMM
.SYGNKSILKHYGTGAYYGFASS.
.SYGNKSILKHYGTGAYYGFASS.
.SYGNKSILKHYGTGAYYGFASS.
.EYTNRSILKLYGSGAYYGFSSS.
.ENGAKSVFRSYGSGAYYGFASN.
.EHGNKAIFRSYGSGAYYGFASN.
.ENGAKSVFRSYGSGAYYGFASN.
.QYGNRSILKLYGSGAYYGFASS.
.QYGNQAVFRSYGSGAYYGFASN.
.ENGAKSVFRSYGSGAYYGFASN.
.ENGAKSVFRSYGSGAYYGFASN.
.EHGNKAIFRSYGSGAYYGFASN.
.SCGNRAVMLGNGSGAAHSSYPIMGPHVR
.NYGKNSIYVPLGGGSHDLSAGAMIMGLR
.EYGKNAIFMPLGGGSHDLNTGVTQSSVR
.EHGNKAIFRSYGSGAYYGFASN.
.SCGNRAVMLGNGSGAAHSSYPIMGPHVR
.EHGNKAIFRSYGSGAYYGFASN.
.SCGNRAVMLGNGSGAAHSSYPIMGPHVR
.NYGKNSIYVPLGGGSHDLSAGAMIMGLR
.EYGKNAIFMPLGGGSHDLNTGVTQSSVR
.EHGNKAIFRSYGSGAYYGFASN.
.NYGPESIYMHYGTGAYYGFSSNTATWGR
.QYGNESTIHFTYNSGARYHFSGK.
.NYGPESIYMHYGTGAYYGFSSNTATWGR
.TYGSRSVFNLAGS.SLGAIHSPT.PINN
.QYGNESIHFTYNSGARYHFSGK.
.NYGPESIYMHYGTGAYYGFSSNTATWGR
.NYGPESIYMHYGTGAYYGFSSNTATWGR
.TYGNESVYCQYATGRLYSFFSGGHWINAGQWGGRLLN

.QYGNESTIHFTYNSGARYHFSGK.
.QYGKNAIFMPLGGGSHDLNTGVTQSSVR
.QYGPRAVYQNRGSGAFYDINGKY.AWGR
.TYGNESVYCQYASGRLYSFFSGGHWAYGGLWGAKLLN
.QYGNESIFDMTGTGTFGHFKSL.
.EHGNKAIFRSYGSGAYYGFASN.
.QYGNESTIHFTYNSGARYHFSGK.
.LYGNRALMLGNGSGSAHSSYPLMGPHVR
.QYGPECTHFTYHSGAYYSFAGF. .
.KYGEHAWAVKSHSYQYFENVYAITKLAMT ... ...t
.KYGEHAWAMKTYSYQYFENTYAITKLGMT . ... ..o

ACFDR
ACFDR
ACFDR

ACFDR
NCEFNR

ACFEFNR

ACFNR

GCFNR

QCLYR

QCLYR

QCLYR

AMVHR
GCFNR
QCLYR

NCLAR



S_oneidensis_MR-1_dmsA
S_oneidensis_MR-1_SO_4358

S_sp._ LZH-2_JM642_14190

S_xiamenensis_NUITM-VS1_ NUITMVS1 29540
S_putrefaciens_strain_FDAARGOS_681_FOB89_20615
S_sp._MR-4_Shewmr4_3676

S_fidelis_ ATCC-BAA-318_ 1884_ 1884 _RS0114160
S_piezotolerans_WP3_SWP_RS15450
S_schlegeliana_ strain_ JCM JMA39_11561_RS09490
S_marisflavi_strain EP1_CFF01l_RS01175
S_sp.SUN_WT4_FJQ87_RS02760
S_sp.MBTL60-112-B2_K5Q73_RS09520
S_sp.MBTL60_112_B1_K5Q83_RS07010
S_enrypsychrophilus_strain_YLB-08_FM038_RS01260
S_enrypsychrophilus_strain_YLB-08_FM038_RS01535
S_enrypsychrophilus_strain_YLB-08_FM038_RS23490
S_enrypsychrophilus_strain_YLB-08_FM038_RS23525
S_sp.YLB_09_FS418_RS01245
S_sp.YLB_09_FS418_RS01520
S_sp.YLB_09_FS418_RS02865

S_sp.YLB_09_FS418 RS03140
S_sp.YLB_09_FS418_RS25020
S_sp.YLB_09_FS418_RS25055
S_sp._WPAGA9_IGBO07_RS19235
S_sp._ARC9_LZ_GUY17_RS19100
S_psychromarinicola_strain_M2_EGC80_RS00660
S_psychromarinicola_strain M2 EGC80_RS06745
S_psychromarinicola_strain_M2_ EGC80_RS11440
S_sp.Actino-trap-3_CXF80_RS10115
S_sp.Actino-trap-3_CXF80_RS15635
S_livingstonensis_strain_LMG_19866_EGC82_RS20515
Ferrimonas_lipolytica_strain_S7_HER31 _RS14690
Ferrimonas_lipolytica_strain_ S7_HER31 RS15965
Ferrimonas_lipolytica_strain_ S7_HER31_RS04980
S_sp.ISTPL2_CCLCJOKE_1_HUB64_RS13995
S_japonica_strain_ KCTC_22435_SJ2017_RS00815
S_sp.8A_M2897_RS06500
S_woodyi_ATCC_51908_Swoo_0233
Ferrimonas_balerica DSM 9799 Fbal 2476
Ferrimonas_balerica_DSM 9799 Fbal 3621
S_frigidimarina_ NCIMB_400_Sfri_ 3128
S_frigidimarina NCIMB_400_Sfri 3684
S_sediminis_HAW-EB3_Ssed_ 0229
S_sediminis_HAW-EB3_Ssed_ 0350
S_sediminis_HAW-EB3_Ssed 0359
S_sediminis_HAW-EB3_Ssed_ 1307
S_sediminis_HAW-EB3_Ssed_ 1404
S_sediminis_HAW-EB3_Ssed_2923
S_sp.KX20019_JK628_RS15600
S_sp.KX20019_JK628_RS20550
Ferrimonas_sp.SCSIO_43195_J8z22 RS00580
Ferrimonas_sp.SCSIO_43195_J8z22 RS11605
Pseudomonas_sp.SCT_BHD08_RS22425 (idrA)
Denitromonas_sp.IR12_I8J34_RS03780 (idrA)

.FLKIYGNYSWAQQNEAAAATGFA. . . .. ... ... STSGSS
.YLMYHDSYSAAQMKDAVKSTFGWDD........ LWGTGNT
. .FLKIYGNYSWAQQONEAAAATGFG........... STSGSS
. .FLKIYGNYSWAQQONEAAAATGEG. .. ... ..... STSGSS
..FLKIYGNYSWAQQNEAAAATGFG........... STSGSS
..FLNIYGNYSWAQQIEAAAATWGGS.......... STNGSS
..CLNAYGNYSWAQQMEAAKHTFGTG. ......... STAGSS
..CLSYYGNYSWAQQQEAAAHTFGTG. ... ...... STKGSS
. .CLNAYGNYSWAQQOQMEAAKHTFGTG. ... ...... STAGSS
. .FLNIYGNYSWAQQIDAAYATWAGS.......... STNGSS
..CLNAYGNYSWAQQMEAAQHTFGTG. ......... STMGSS
..CLNAYGNYSWAQQMEAAKHTFGTG. ......... STSGSS
..CLNAYGNYSWAQQMEAAKHTFGTG. . ........ STSGSS
. .CLNAYGNYSWAQQOMEAAKHTFGTG. ... ...... STSGSS
. .FOKTYGYYSACMKEQAIPYTFGPSTKNL..AYGQGTGSSS
..CLFFHNDYSASQYREGSASMYGWLHYKVNDTVGFWNTGNR
..CLFFHNDYSASQYREGSAGMYGYLASNDGDTVGFWNTGSS
..CLNAYGNYSWAQQMEAAKHTFGTG. ......... STSGSS
. .FOKTYGYYSACMKEQAIPYTFGPSTKNL..AYGQGTGSSS
. .CLNAYGNYSWAQQOMEAAKHTFGTG. ... ...... STSGSS
. .FOKTYGYYSACMKEQAIPYTFGPSTKNL..AYGQGTGSSS
..CLFFHNDYSASQYREGSASMYGWLHYKVNDTVGFWNTGNR
..CLFFHNDYSASQYREGSAGMYGYLASNDGDTVGFWNTGSS
.CLOQYFGNYSWAQQTEAAKHTFGTG.......... STSGSA

........... LNGG. .
YIPEMDFTMELDASG. .

..FLDHHWDYSWAGVYPACMATYGDQW. ....... DSIGGSS
.. YLNAYGDYSWSQIYEAAGQTYGSAG........ PGWQGSS
. .FLDHHWDYSWAGVYPACMATYGDQW. ... .... DSIGGSS
.. YITGLFSSMSFSQVEKIMPYMYG............ TRPYSS
.. YLNAYGDYSWSQIYEAAGQTYGSAG........ PGWQGSS
..FLDHHWDYSWAGVYPACMATYGDQW. ....... DSIGGSS
. .FLDHHWDYSWAGVYPACIATYGDQW........ DSIGGSS
YTRQHNTYSSGQLANAGSLMFGTT............ SSSS
FLAYYSNYSWAALTETAGATFGHG. .. ....... ATSGTR
..CITTFGAMSFAQVARIMGHVFGG........ FDAERDFSS
.FLKIYGNYSWAQQNEAAAATGEG. . . .. ... .. STSGSS
.CLOQYFGNYSWAQQTEAAKHTFGTG.......... STSGSA
..FLKIYGNYSWAQQNEAAAATGFG........... STSGSS
.CLNAYGNYSWAQQOMEAAKHTFGTG. ......... STTGSS
.. YLGTRGSYSTHQVDTATQYTYGIGSVI...... LNGLGSS
. .HLNYYGNYSWAQLNVASPATFGTG.......... GTSGTR
.YLNAYGDYSWSQIYEAAGQTYGSAG........ PGWQGSS
.FLNIYGNYSWAQQTEAAAATGES . . . ... oo v .. STSGSN
.CLNAYGNYSWAQQMEAAKHTFGTG.......... STSGSS
.YLNAYGDYSWSQIYEAAGQTYGSAG........ PGWQGSS
..CLFFHNDYSAAQYREGSAGMYGYLASNAGDTVGFWNTGSS
..GLKHYGSYSSSMVRTIMPYIFG............ SRKSST
.YLGQYNTYSSGQASNAGQYTFGGR. . .......... PASG
.SLKRYGVYSYAQLFEASRYTYGTPF........ VGLQGST
..CLSYYGNYSWAQQQEAAAHTFGTG. ......... STKGSS
.YLNAYGDYSWSQIYEAAGQTYGSAG........ PGWQGSS
. .FOKTYGYYSASMKEQAIPYTFGDGTKNL..VYGQGTGSSS
. .ALGAYGDYSWAQLYQAANYTYGDAN. ....... HGWLGSS
........ TPAFAWHDKCSATNDATGLDDAG......IDSFASS
........ TPAFAWHDKASATNDATGLDDAG......VNSFASS



S_oneidensis_MR-1_dmsA
S_oneidensis_MR-1_SO_4358

S_sp._ LZH-2_JM642_14190

S_xiamenensis_NUITM-VS1_ NUITMVS1 29540
S_putrefaciens_strain_FDAARGOS_681_FOB89_20615
S_sp._MR-4_Shewmr4_3676

S_fidelis_ ATCC-BAA-318_ 1884_ 1884 _RS0114160
S_piezotolerans_WP3_SWP_RS15450
S_schlegeliana_ strain_ JCM JMA39_11561_RS09490
S_marisflavi_strain EP1_CFF01l_RS01175
S_sp.SUN_WT4_FJQ87_RS02760
S_sp.MBTL60-112-B2_K5Q73_RS09520
S_sp.MBTL60_112_B1_K5Q83_RS07010
S_enrypsychrophilus_strain_YLB-08_FM038_RS01260
S_enrypsychrophilus_strain_YLB-08_FM038_RS01535
S_enrypsychrophilus_strain_YLB-08_FM038_RS23490
S_enrypsychrophilus_strain_YLB-08_FM038_RS23525
S_sp.YLB_09_FS418_RS01245
S_sp.YLB_09_FS418_RS01520
S_sp.YLB_09_FS418_RS02865

S_sp.YLB_09_FS418 RS03140
S_sp.YLB_09_FS418_RS25020
S_sp.YLB_09_FS418_RS25055
S_sp._WPAGA9_IGBO07_RS19235
S_sp._ARC9_LZ_GUY17_RS19100
S_psychromarinicola_strain_M2_EGC80_RS00660
S_psychromarinicola_strain M2 EGC80_RS06745
S_psychromarinicola_strain_M2_ EGC80_RS11440
S_sp.Actino-trap-3_CXF80_RS10115
S_sp.Actino-trap-3_CXF80_RS15635
S_livingstonensis_strain_LMG_19866_EGC82_RS20515
Ferrimonas_lipolytica_strain_S7_HER31 _RS14690
Ferrimonas_lipolytica_strain_ S7_HER31 RS15965
Ferrimonas_lipolytica_strain_ S7_HER31_RS04980
S_sp.ISTPL2_CCLCJOKE_1_HUB64_RS13995
S_japonica_strain_ KCTC_22435_SJ2017_RS00815
S_sp.8A_M2897_RS06500
S_woodyi_ATCC_51908_Swoo_0233
Ferrimonas_balerica DSM 9799 Fbal 2476
Ferrimonas_balerica_DSM 9799 Fbal 3621
S_frigidimarina_ NCIMB_400_Sfri_ 3128
S_frigidimarina NCIMB_400_Sfri 3684
S_sediminis_HAW-EB3_Ssed_ 0229
S_sediminis_HAW-EB3_Ssed_ 0350
S_sediminis_HAW-EB3_Ssed 0359
S_sediminis_HAW-EB3_Ssed_ 1307
S_sediminis_HAW-EB3_Ssed_ 1404
S_sediminis_HAW-EB3_Ssed_2923
S_sp.KX20019_JK628_RS15600
S_sp.KX20019_JK628_RS20550
Ferrimonas_sp.SCSIO_43195_J8z22 RS00580
Ferrimonas_sp.SCSIO_43195_J8z22 RS11605
Pseudomonas_sp.SCT_BHD08_RS22425 (idrA)
Denitromonas_sp.IR12_I8J34_RS03780 (idrA)

204
236
204
204
204
207
206
205
206
205
205
206
206
205
219
221
221
205
219
205
219
221
221
204
210
207
210
203
207
210
210
209
207
205
204
204
204
205
210
204
207
205
205
207
221
202
207
208
205
207
219
205
221
229

LTALYD.SDLFLGIGYNI4SIHMROSGSGEGYDFLKALE ANA........ NLEVIMV
LLDVKNGTDLMICFGYNJEAMIISRMGGAGSAYDYTNLKRQF . ... ... ... .. GFKTIYI
LTALYD.SDLFLGIGYNJ4SIHMROQSGSGEGYDFLKALE. . .ANA. ... .... NLEVIMV
LTALYD.SDLFLGIGYNJ4SIYUMRQSGSGEGYDFLKALE. . .ANA. ... .... NLEVIMV
LTALYD.SDLFLGIGYNJESIYMMRQSGSGEGYDFLKALE. . .ANS........ NLEVIMV
MVCVAD.SDLFLGIGYNI4SIIMROQSGSGEGYDYLQAIQ. . .NNP. .. .. ... SIEVIMV
TITIED.SDFFLGVAYNJHSIHIROSGSGEGYDYLQALQ...RNN........ GLEVVMI
TVTLSN.SDFLLGIAYNJASIHIRQSGSGEGYDYLKALQ...KSN........ GLKVTMI
TITIED.SDFFLGVAYNIHSIHIROQSGSGEGYDYLQALQ...RNN. ... . ... GLEVVMI
VVCLED.SDLFIGIGYNI4SIHMMRQSGSGEGYDFLQALK. . .NNP.. ... ... SLEVIMI
TSTIAD.SDFFLGVAYNIESIHIRQSGSGEGYDFLQALQ. . .KNN........ DLKVVMI
TITIED.SDFFLGVAYNJHSIHTROSGSGEGYDYLQALQ...RNN........ GLEVVMI
TITIED.SDFFLGVAYNJASIHIROSGSGEGYDYLQALQ...RNN........ GLEVVMI
TVTLAN.SDFLLGVAYNJ4SIHIROQSGSGEGYDYLKALQ...KSN........ GLKVVMI
VTEMKH.SDYILSFGYNIHJLIMMFMTGGGEGHHFAQTLESN . . . ... ... ... DIKFVYV
LRDLEH.SDLMLCFGYNIIMIJARMGGAGSGYENAKLKQKN. . ... .. .. ... SYKTYYI
LRSLEN.SDLMVCFGYNIIMIJARLGGAGSGYEYLNVKKKN NFKTYYI
TVTLAN.SDFLLGVAYNIHSIHIRQSGSGEGYDYLKALQ GLKVVMI
VTEMKH.SDYILSFGYNJHJLIYMFMTGGGEGHHFAQTLESN DIKFVYV
TVTLAN.SDFLLGVAYNI4SIHIROQSGSGEGYDYLKALQ GLKVVMI
VTEMKH.SDYILSFGYNIHJLIMMFMTGGGEGHHFAQTLESN DIKFVYV
LRDLEH.SDLMLCFGYNIIMIJARMGGAGSGYENAKLKQKN SYKTYYI
LRSLEN.SDLMVCFGYNIIMIJARLGGAGSGYEYLNVKKKN NFKTYYI
TVTLES .SDFLLGFAYNI4SIHTROSGSGEGYDYLQALQ GLKVTMI
LSEIVN.SDLFIGFGFNIENIHTRMSGSGEGYDFVKSLE SIKVWMI
VSEMQN.SDLVLMVGYNI4SIHIRMSGSGEAYDFLVQKQ FKTILI
LSEIVN.SDLFVGFGFENIINIITRMSGSGEGYDFVKSLE NIKVWMV
IVESKF .SDLYLEFFGENJJLIMTGASGAGYGFEWQHVKG DTPVICF
VSEMQN.SDLVLMVGYNJ4SIHIRMSGSGEAYDFLVQKQ FKTILI
LSEIVN.SDLFVGFGFENIENIH TRMSGSGEGYDFVKSLE NIKVWMV
LSEIVN.SDLFVGFGFNIZNIHTRMSGSGEGYDFVKSLE SIKVWMI
YAEMGK.SDFILTFGFNJ4AIMMRASGAGGTYDYSVFETQ NVETVVV
HSHIRD.ADFFLGIGFEN4FIIMRMSGSGEQIDFMKAVEERRANGQ KFKAIMI
VVEMQN.SDFILSFGENHLIMTAANGSGMGFEYNHVVD GKPLIIF
LTALYD.SDLFLGIGYNJ4SIYMMRQSGSGEGYDFLKALE NLEVIMV
TVTLES .SDFLLGFAYNI4SIHTROSGSGEGYDYLQALQ GLKVTMI
LTALYD.SDLFLGIGYNI4SIHMROSGSGEGYDFLKALE NLEVIMV
TVTLSN.SDFLLGVAYNI4SIHIROQSGSGEGYDYLKALQ GLKVVMI
TREIER.SDLVLCFGYNIHJOIITFMSGGGVSYEWSEALH AEVIMI
LSEIRN.SDLVVGFGFNPFEIRMSGSGEQIDFLHAIETRRQTG DLEVIIV
VSEMQN.SDLVLMVGYNJJASIHIRMSGSGEAYDFLVQKQ. FKTILI
LLALND.SDLFIGLGYNI4SIIMROQSGSGEGYDFLNALQ GLEVIMI
TVTLAN.SDFLLGVAYNIHSIHIRQSGSGEGYDYLKALQ GLKVVMI
VSEMQN.SDLVLMVGYNI4SIHIRMSGSGEAYDFLMQKQ FKTILI
LRSLED.SDLMVCFGYNIIMIJARLGGAGSGYEYLNVKKKN NFKTYYI
PREMKY .SDLLVFFGYNIJLIMTRMSGSGEGFEVQTVTE. . GKKVIHI
YAELRN.SDLYLSFGHNJZJAIITEMSGAGGSYALSVVAK. . GVETYVV
YSEMQH.SDLVLFVGHNJ4SIHLRMSGSGQGYDFLNQKQ. . . FKTITII
TVTLAN.SDFLLGFAYNJ4SIHTROSGSGEGYDYLKALQ. . . GLKVTMI
VSEMQN.SDLVLMVGYNJ4SIHFIRMSGSGEAYDFLVQKQ. . . FKTILI
VTEMMH.SDYILSFGYNIHJIINIFMTGGGEGHHFSQTLERN. . ... ... .... DARFVYV
NAEMRK.SDLVLLIGHNJ4APMMRMSGSGESYDYLNIIQ. .. .DKQKQRAQDGTQFKTIII
YEDWAD .CEVAFLSGVDIHYIHTKTT ... .LFTSHMMPG. ... ... ... .... DKKFVFEV
DQDWAD.CEVAFLSGVDIJYIITKTT. .. .LFTQWMMPG. .. .. ... ... ... DKKFIFV



S_oneidensis_MR-1_dmsA
S_oneidensis_MR-1_SO_4358

S_sp._ LZH-2_JM642_14190

S_xiamenensis_NUITM-VS1_ NUITMVS1 29540
S_putrefaciens_strain_FDAARGOS_681_FOB89_20615
S_sp._MR-4_Shewmr4_3676

S_fidelis_ ATCC-BAA-318_ 1884_ 1884 _RS0114160
S_piezotolerans_WP3_SWP_RS15450
S_schlegeliana_ strain_ JCM JMA39_11561_RS09490
S_marisflavi_strain EP1_CFF01l_RS01175
S_sp.SUN_WT4_FJQ87_RS02760
S_sp.MBTL60-112-B2_K5Q73_RS09520
S_sp.MBTL60_112_B1_K5Q83_RS07010
S_enrypsychrophilus_strain_YLB-08_FM038_RS01260
S_enrypsychrophilus_strain_YLB-08_FM038_RS01535
S_enrypsychrophilus_strain_YLB-08_FM038_RS23490
S_enrypsychrophilus_strain_YLB-08_FM038_RS23525
S_sp.YLB_09_FS418_RS01245
S_sp.YLB_09_FS418_RS01520
S_sp.YLB_09_FS418_RS02865

S_sp.YLB_09_FS418 RS03140
S_sp.YLB_09_FS418_RS25020
S_sp.YLB_09_FS418_RS25055
S_sp._WPAGA9_IGBO07_RS19235
S_sp._ARC9_LZ_GUY17_RS19100
S_psychromarinicola_strain_M2_EGC80_RS00660
S_psychromarinicola_strain M2 EGC80_RS06745
S_psychromarinicola_strain_M2_ EGC80_RS11440
S_sp.Actino-trap-3_CXF80_RS10115
S_sp.Actino-trap-3_CXF80_RS15635
S_livingstonensis_strain_LMG_19866_EGC82_RS20515
Ferrimonas_lipolytica_strain_S7_HER31 _RS14690
Ferrimonas_lipolytica_strain_ S7_HER31 RS15965
Ferrimonas_lipolytica_strain_ S7_HER31_RS04980
S_sp.ISTPL2_CCLCJOKE_1_HUB64_RS13995
S_japonica_strain_ KCTC_22435_SJ2017_RS00815
S_sp.8A_M2897_RS06500
S_woodyi_ATCC_51908_Swoo_0233
Ferrimonas_balerica DSM 9799 Fbal 2476
Ferrimonas_balerica_DSM 9799 Fbal 3621
S_frigidimarina_ NCIMB_400_Sfri_ 3128
S_frigidimarina NCIMB_400_Sfri 3684
S_sediminis_HAW-EB3_Ssed_ 0229
S_sediminis_HAW-EB3_Ssed_ 0350
S_sediminis_HAW-EB3_Ssed 0359
S_sediminis_HAW-EB3_Ssed_ 1307
S_sediminis_HAW-EB3_Ssed_ 1404
S_sediminis_HAW-EB3_Ssed_2923
S_sp.KX20019_JK628_RS15600
S_sp.KX20019_JK628_RS20550
Ferrimonas_sp.SCSIO_43195_J8z22 RS00580
Ferrimonas_sp.SCSIO_43195_J8z22 RS11605
Pseudomonas_sp.SCT_BHD08_RS22425 (idrA)
Denitromonas_sp.IR12_I8J34_RS03780 (idrA)

250
282
250
250
250
253
252
251
252
251
251
252
252
251
264
266
266
251
264
251
264
266
266
250
257
252
257
246
252
257
257
252
257
248
250
250
250
251
255
253
252
251
251
252
266
245
250
253
251
252
264
259
260
268

DPRYTDSMAGKESQ. ...
EPRYTDTMVVCDDQ. ...
DPRYTDSMAGKESQ. ...
DPRYTDSMAGKESQ. ...
DPRYTDSMAGKESQ. ...
DPRYTDSMAGKEDH. ...
DPRYTDSMLGKESS. ...
DPRYTDSMLGKEST. ...
DPRYTDSMLGKESS. ...
DPRYTDSMAGKEDK. ...
DPRYTDSMLGKESM. ...
DPRYTDSMLGKESS. ...
DPRYTDSMLGKESS. ...
DPRYTDSMLGKESK. ...
DPRYTDTCLGREDD. ...
DPRFTDTAVAAHDE. ...
DPRFTDTAVTATDE. ...
DPRYTDSMLGKESK. ...
DPRYTDTCLGREDD. ...
DPRYTDSMLGKESK. ...
DPRYTDTCLGREDD. ...
DPRFTDTAVAAHDE. ...
DPRFTDTAVTATDE. ...
DPRYTDSMTGKESS. ...
EPRYTDSMRGNEDE. ...
DPRYTDSAVGKEDQ. ...
EPRYTDSMRGNEDE. . ..
DPRYTDSMLGREES. ...
DPRYTDSAVGKEDQ. ...
EPRYTDSMRGNEDE. ...
EPRYTDSMRGNEDE. ...
DPRCSDSALGDQHS. ...
DPRYTDSNLGKEDE. ...
DPRYTDSCLGREQE. ...
DPRYTDSMAGKENQ. ...
DPRYTDSMTGKESS. ...
DPRYTDSMAGKESQ. ...
DPRYTDSMLGKESK. ...
DPRYTESAGGKEQQ. ...
DPRYTDTTLGKEDQ. ...
DPRYTDSAVGKEDQ. ...
DPRYTDSMAGKEDN. ...
DPRYTDSMLGKESK. ...
DPRYTDSAVGKEDQ. ...
DPRFTDTAVTANDE. ...
DCRYSDSAMGRESE. ...
DPRYSDTAVSSQCH. ...
DPRYTDTAVGKEDQ. ...
DPRYTDSMLGKEST. ...
DPRYTDSAVGKEDQ. ...
DPRYTDSCLGREDD. ...

DPRYTDSALGKEDQ.

TPHMTMGVAWSVKAGRGL
TPHRTMGVAWAESTGRGM

.
WLPIREIEIAAFAEATIAYEMIS. ... ... SGWVDTHSKAF
WVPIRIMeEIIAATLAEAIAYVWIAEMD . . . .. .. EAPLDMAF
WLPIRIHeFIIAAFAEATIAYEMIS. . ... .. SGWVDTHSKAF
WLP IRpHeFIIAAFAEATIAYEMIS. . .. ... SGWVDTHSKAF
WLP IR|JeEIIAAFAEAIAYEMIS. . ... .. SGWVETHSKAF
WYP IR|JeEBIIAAFAEATIAYEMIS. .. .. .. SGWVDANSKAF
WLP IR|JEEIIAAFAEAVAHEMIN. . . .. .. HANFDSQSLPF
WLPIRIHeFIIAAMAEATIAYQMIS. ... ... SGWVDTNSLAF
WLPIRIHeFIIAAFAEAVAYEMIN. . .. ... HANFAAQSLPF
WLP IRpAeFIIAVLAEAIAYEMIN. . .. ... SGWVEQNSKAF
WLP IRJJeEIIAAFAEAVAYQMIS. .. .. .. TDWVAKNSLDF
WLP IR|JEEIIAAFAEAVAYVMIN. . .. ... HANFAGQSLPF
WLP IR|JERIIAAFAEAVAYVMIN. . . .. .. HANFAGQSLPF
WLPIRIHeFIIAAFAEATIAYQMIS. . .. ... SGWVDNNSLNF
WLGIRJAAIIGALIEAIFHQVLV . .. ... ... AYGYDSETN
WVPIRPABIIAALCEGIAHHLISND . . . .. ... .. LHEKEF
WVP IR|HAEIIAALCEAIAYVLIEDG. . . ... .. .. YANIPF
WLP IR|JeHBIIAAFAEATIAYQMIS. .. .. .. SGWVDNNSLNF
WLGIRJAFWIGALIEAIFHQVLV . .. ... ... AYGYDSETN
WLPIRIHeFIIAAFAEATIAYQMIS. . .. ... SGWVDNNSLNF
WLGIRJAAIIGALIEAIFHQVLV . ... ... .. AYGYDSETN
WVPIRPABIIAALCEGIAHHLISND . . . .. ... .. LHEKEF
WVP IR|HEIIAALCEAIAYVLIEDG. . . ... .. .. YANIPF
WLP IR|JeRBIIAATAEATAYLMIS. ... ... SGWVDANSIDF
WLAIR|HRIIAATLIEAVIYQMIS. ... ... SGWVDQHAKPF
WLAIRIHeFIAALFEALAYEWIT. . .. ... TNTVN...QAF
WLAIRJHeBIIAALIEAVIYQMIN. . .. ... SGWVDQNAKPF
HYF VRIAHIIAALCEAMAHHLIS . . . . . . ... TDQVD.TSF
WLAIR|JEESIAATLFEALAYEWIT. . ... .. TNTVN...QAF
WLAIRJHEIIAATLIEAVIYQMIN. . . .. .. SGWVDQNAKPF
WLAIR|HRIIAATLIEAVIYQMIS. ... ... SGWVDQHAKPF
WMAIRIHeFEIAALCEALAHEIIS. . .. ... ... RGAADDAF
WLPIRIAeEIIGAMAAAIAYEMMKGSDEDHSDSWVELNSRDF
FHE VRIARMIIAALIEGMAYHLIE. . . . . . . .. NNLIN.ETY
WLP IRJJeEIIAAFAEAIAYEMIS. .. .. .. SGWVDTHSKAF
WLP IR|JeRBIIAATAEATAYLMIS. ... ... EGWVDRNSIDF
WLP IR|JERIIAAFAEAIAYEMIS. .. . ... SGWVDTHSKAF
WLP IRIHeFIIAAFAEATIAYQMIS. . .. ... SGWVDANSLDF
WLP IR}AeEEIAATLVAGIVYALWE . . . . ... ... IGAVDDAH
WLPIRPAeFIIGALAEATIAYQMIS. . .. ... TGWVDQNSKAF
WLAIR|JEESIAATLFEALAYEWIT. . ... .. TNTVN...QAF
WEPIRIHeFIAALCEGIAYEMIS. ... ... SGWVDNHSKNF
WLP IR|JERIIAAFAEATIAYQMIS. . . . ... SGWVDQNSLSF
WLAIRIFeFIAALFEALAYEWIT. . .. ... TNTVD...QAF
WIPIRJAEIIAALCEAIAYVLIEDG. ... ... ... YADIPF
Y|YPCRIZHMIAALCEAMAYVLIT. .. ... ... EELLD.EQF
WLAIRJHEIIGALCEALAYEITIT. . . .. ... .. QGAADEAF
WIAIR|HEIIAATLFEALAYEWIT. .. ... . QGKVD...QAF
WLP IRIHRIIAATLAEAVAYQMIN. . . . ... SGWVDANSLDF
WLAIRIFeFIAALFEALAYEWIT. . .. ... TNTVD...QAF
WLGIRJAAIIGAF IEALFHEILTI . ... ... .. AYQYDEQAN
WIPVRIAeRIIAALMEALAFELIT. ... ... NNWID...QSF
WLPIT)Jed@TVLHMALARIIIEN. ... ... ... DWQDQPF
WLPIT) AR TVLHLALARIIVEN. . .. ... ... GWQDQAF




KTQYLPYIDVED. ..

S_oneidensis_MR-1_dmsA 297 LDKYCVGFDKASLEKLVAEFTASGDPK . N
S_oneidensis_MR-1_SO_4358 329 LOSKVYGYGAEAAFDHYPEL . .« v v vt ittt ettt e e ettt e e e e e e PLA...KS
S_sp._LZH-2_JM642_14190 297 LDKYCVGFDKASLEKLVAEFTASGDPK .KTQYLPYIDVED....N
S_xiamenensis_NUITM-VS1_NUITMVS1_29540 297 LDKYCVGFDKASLEKLVAEFTASGDPK .KTQYLPYIDVED....N
S_putrefaciens_strain_FDAARGOS_681_FOB89_20615 297 LDKYCVGFDKASLEKLVEEFTASGDPK .KTQYLPYIDVED....N
S_sp._MR-4_Shewmr4_3676 300 LDKYCVGYDKASLEKTKAEFEASGDAS .KVEYAKFIDVEE....N
S_fidelis_ATCC-BAA-318__ 1.884_ 1884_RS0114160 299 VLEHSVGFNKQSIEDQKAIFAASDDAT .KQEYAKVMNSDE....N
S_piezotolerans_WP3_SWP_RS15450 298 INKYAVGFDAASIQAQKDIFAASDDAT KQEYAAVMNPEE....N
S_schlegeliana_ strain_ JCM JMA39_11561_RS09490 299 VLENSVGFTKQSIEDQIAIFAASGDAT KQEYAKVMNSDD....N
S_marisflavi_strain EP1_CFFO01l_RS01175 298 LDKYCVGYDKASLEQAKADLEISNDSD .KRSYAQFIDIEE....N
S_sp.SUN_WT4_FJQ87_RS02760 298 INTHVVGYDAASIAVQQAKFEASNDAT .KQEYAKIMDSQD....N
S_sp.MBTL60-112-B2_K5Q73_RS09520 299 VLEHSVGEFNKKSIEDQKAIFAASSDAT .DQEYAKVMNSDE....N
S_sp.MBTL60_112_Bl_K5Q83_RS07010 299 VLEHSVGEFNKKSIEDQKAIFAASSDAT .DQEYAKVMNSDE....N
S_enrypsychrophilus_strain_YLB-08_FM038_RS01260 298 INKYAVGFDAASIAQQKEIFAASGDAT KQEYAKVMKPEE....N
S_enrypsychrophilus_strain_YLB-08_FM038_RS01535 309 TFADKRGNWANTAILGLTNKSLEEYKTKLELELESGEITDGNAQYAEHIEPED....N
S_enrypsychrophilus_strain_YLB-08_FM038_RS23490 310 LEKFCMGFTADTLPEGA PAN...GD
S_enrypsychrophilus_strain_YLB-08_FM038_RS23525 310 LEQY T Y G Y v ot it i e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e DK
S_sp.YLB_09_FS418 RS01245 298 INKYAVGFDAASIAQQKEIFAASGDAT KQEYAKVMKPEE....N
S_sp.YLB_09_FS418_RS01520 309 TFADKRGNWANTAILGLTNKSLEEYKTKLELELESGEITDGNAQYAEHIEPED....N
S_sp.YLB_09_FS418_RS02865 298 INKYAVGFDAASIAQQKEIFAASGDAT. ... .o eenn KQEYAKVMKPEE....N
S_sp.YLB_09_FS418 RS03140 309 TFADKRGNWANTAILGLTNKSLEEYKTKLELELESGEITDGNAQYAEHIEPED....N
S_sp.YLB_09_FS418_RS25020 310 LEKFCMGETADTLPEGA . &t it i i e e e e et e e e e e e e e e e e e e e e e e e PAN...GD
S_sp.YLB_09_FS418_RS25055 310 LEQYTYGY ¢ o vt et e e et e e e e e e e e e DK
S_sp._WPAGA9_IGB07_RS19235 297 INKNSVGYDAASIEAQKQIFLNSGDAK KIEYAAAMDSEE....N
S_sp._ARCY9_LZ_GUY17_RS19100 304 LDKYAVGYDEASLVNTKASVMLNADPF .IASHAEFIDPAQ....N
S_psychromarinicola_strain_M2_EGC80_RS00660 296 LDKYCVGYDEKTMPAG. o v v v v vttt it et ettt e e e et e e e e e IGYEE....S
S_psychromarinicola_strain M2 EGC80_RS06745 304 LDKYAVGYDKASLVNTKASVTLNADPF .IASHAEFIDPDQ....N
S_psychromarinicola_strain_M2_ EGC80_RS11440 290 LKEKCYGFWAEPEMPDPHNP .. ...t .SLTLPAVPYEE....C
S_sp.Actino-trap-3_CXF80_RS10115 296 LDKYCVGYDEKTMPAG . o v v v v v e e e e e e e e e e e e e e e e e e e e e e e IGYEE....S
S_sp.Actino-trap-3_CXF80_RS15635 304 LDKYAVGYDKASLVNTKASVTLNADPF .IASHAEFIDPDQ....N
S_livingstonensis_strain_LMG_19866_EGC82_RS20515 304 LDKYAVGYDEASLVNTKASVTLNADPF .IASHAEFIDPAQ....N
Ferrimonas_lipolytica_strain_S7_HER31 _RS14690 296 LAKYCVGYDQOSTLPDSARAEFE S . & v i i i it i ittt e e e et ettt e e e e e e e e D
Ferrimonas_lipolytica_strain_ S7_HER31 RS15965 311 LNSYTVGYDAASIRAAIAADPTL.QPK HDDGTIAITVDEMAANN
Ferrimonas_lipolytica_strain_ S7_HER31_RS04980 292 LREKCYGFFAEDEMVSPHDS . & v v v it i e e e et et e e ee DRVLPAVSEED....S
S_sp.ISTPL2_CCLCJOKE_1_ HUB64_RS13995 297 LDKYCVGFDKASLEKLVAEFTASGDPK KTQYLPYIDVED....N
S_japonica_strain_ KCTC_22435_SJ2017_RS00815 297 INKNSVGYDAASIEAQKQIFLNSGDAK .KIEYAAAMDSEE....N
S_sp.8A M2897_RS06500 297 LDKYCVGFDKASLEKLVAEFTASGDPK .KTQYLPYIDVED....N
S_woodyi_ ATCC_51908_Swoo_0233 298 INKYAVGFDADSIAAQQALFAASGDAT KQEYAKVMKPEE....N
Ferrimonas_balerica_DSM 9799 Fbal 2476 299 VDRYAVGWTEASLPESAK . « v i v ittt e et e e e e e e e e e e e e e e GKNA....S
Ferrimonas_balerica_DSM 9799 _Fbal_3621 300 LDKHAIGYDKASLEQAKVDNP. ..DYADLINSDE....N
S_frigidimarina_ NCIMB_400_Sfri_ 3128 296 LDKYCVGYDEKTMPEG . o v v v v vt e e e e e e e e e e e e e e e e e e e e e e VGYEE....S
S_frigidimarina NCIMB_400_Sfri 3684 298 LDKFCVGYDKESLINLKAEFEISEDPE .KKAYIPYINPND....N
S_sediminis_HAW-EB3_Ssed_ 0229 298 INKYAVGFDAASITAQKELFANSGDAT .KQEYAKVMKPEE....N
S_sediminis_HAW-EB3_Ssed 0350 296 LDKYCVGYDEKTMPAG . ¢ v v v v vttt it et ettt e e e et e ee e e VGYEE....S
S_sediminis_HAW-EB3_Ssed 0359 310 LEQYTHGY o v it it i e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e DK
S_sediminis_HAW-EB3_Ssed_ 1307 289 LSDKCYGFRAEPSIQDARDS. .. ..., .SKMLPEVVYED .S
S_sediminis_HAW-EB3_Ssed_ 1404 294 LAKYCVGYDOSTLPASAAANS & & v i i e e e e e e e e e e e e e e e e e e e e e e e e e e e D
S_sediminis_HAW-EB3_Ssed 2923 297 LNKYCVGYDEKTLPEG . ¢ v v v v ittt vt ettt ettt e et e e oo e VDYGE....S
S_sp.KX20019_JK628_RS15600 298 INKYAVGFDAASIQAQKEIFAASGDET KQEYAAVMNPEE....N
S_sp.KX20019_JK628_RS20550 296 LDKYCVGYDEKTMPAG . v v v v v vttt et et ettt e e e et e ee e e IGYEE....S
Ferrimonas_sp.SCSIO_43195_J8z22 RS00580 309 HFADPRGNWANAVILGLTKASLEAYAD....QLKDG...DGNYEFKDYIQPED....N
Ferrimonas_sp.SCSIO_43195_J8z22 RS11605 303 LNSHCLGFDEHTLPAG OQDYDA....T
Pseudomonas_sp.SCT_BHD08_RS22425 (idrA) 308 IDKWIANSWEVDSGYGRGTRNTGWQOWR . . v v v v v v vt e te e e nn TTWGTWQSDWQD

Denitromonas_sp.IR12_I8J34_RS03780 (idrA) 316 IDKWVANKWEVDSGYGRGTRNTGWOWR . . v v v v v v v v v te e e e e TTWGKWQSDWKD
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TAMKSAIEPMWD.CKSMYEAAALIAKYME.CEAEFTEGKTEE .QWLEELYQKTKDNSN
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TFMSTSLKPLGE.SQSMYEICAGIANAM[E.NGAEYTEGLNGQ.QWCEKLYQQTKAMNT
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