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Table S1. Primers used in this study for RTg-PCR and RNAi

Gene name Sense primers Anti-sense primers
5'- ggatcctaatacgactcactatag 5'-ggatcctaatacgactcactatag
dsCYP302A1 427
GAGACTGAGAAGCACATTTC -3 GCCATCTTCAGGTTGTTC-3
RTg-PCR 5'- TGAACAACCTGAAGATGGCG-3 5- AACCATGACTCCAATGACGTC-3 91
S30 CACCCTCGGTGTTAGACGTT CCACCGGGAAAGTGATACTGT 119
GAPDH CGGTGTCTTCACAACCACAG TTGACACCAACGACGAACAT 111

The small capital letter shows the T7 RNA polymerase promoter sequence.
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Fig. S1 Alignment of the deduced amino acid sequences of CYP302A1l (Spodoptera frugiperda),
(Spodoptera litura), (Spodoptera littoralis), (Spodoptera exigua) and (Helicoverpa armigera). Identical
amino acid residues, conserved residues and Conserved motifs of cytochrome P450 proteins are boxed.
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Fig. S2 A, B, C & D Consumption of rice plants (A) and corn plants (B) by S. frugiperda larvae after treated with diet
containing dsCYP302Aland DEPC-treated water followed by feeding on rice and host plants.



