Hs_SGCY1
M1l_sGC3
Oc_sGC3
M1_sGCl
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1l_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1l_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGCl
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
Ocg_Nitl
Ocg_Nitl2

Hs_SGCY1
M1_sGC3
Oc_sGC3
M1l_sGCl
Ca_sGCl
Pf_sGC2
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Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGC1l
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
Ocg_Nitl
Ocg_Nitl2




Hs_SGCY1
M1l_sGC3
Oc_sGC3
M1_sGCl
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1l_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1l_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGCl
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
Ocg_Nitl
Ocg_Nitl2

Hs_SGCY1
M1_sGC3
Oc_sGC3
M1l_sGCl
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGC1l
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
Ocg_Nitl
Ocg_Nitl2




Hs_SGCY1
M1l_sGC3
Oc_sGC3
M1_sGCl
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1l_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1l_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGCl
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
Ocg_Nitl
Ocg_Nitl2

Hs_SGCY1
M1_sGC3
Oc_sGC3
M1l_sGCl
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGC1l
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
Ocg_Nitl
Ocg_Nitl2

EIKDGNTDPFREDARKERTELYEEIFKGTAIKHHSRIVLLFGSQRMVRDMMLEAYDAGMM

NRKRCKTLRMHGQQYTNFTFLAGYKKDTLLFKVDIKINCRRDFCRKGLSRQIQLSKSLGL

PTNYFPLYNWTSVLDNVYYDLSQKERDEDARKAFQSAFIVTAEVDTKLFD

PTNYFPLYTWEGKDDDLYYNKSQKYRDEDARKAFQSAFIITADIDTSRFA



Hs_SGCY1
M1l_sGC3
Oc_sGC3
M1_sGCl
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1l_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1l_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGCl
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
Ocg_Nitl
Ocg_Nitl2

Hs_SGCY1
M1_sGC3
Oc_sGC3
M1l_sGCl
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGC1l
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
ch Nitl
Ocg_Nitl2

NFTEKVKERAKDAP.FEYEFSEGREVPLYAANYHDAVLLWSYAVEHHYNATDSTIDVPKL

EFEENVKERAKQPPFDYDFDKAKRQVPLYAANYHDAVLLWAYALRNHYNSAEKSINVSAL
. «eeeeee.. . FNYTFPPNRKLPLYAANYHDAVLLWAYAIKHHYDPEKKGLQVEEL

e eeeeeeeesssss MSRRKISSESFSSLGSDYLETSPEEEGECPLSRLCWNGSRS

YNRTYTKEDFHGIEPVTGNIKLNEFGDRVNSFVFWHLDQNSQ WEQVGRFANGEYTVLKA

YNRKFNASNFGGIEPITGDIELDEYGDRINRFKFWHLDADGQKWVEVGKYDGGEYKEIIP
YDKTFTKEHFNGIEPITGNIKLDANGDRENSFLFWHLDHNGE .WEKVGQYVNDKYEVLVN




Hs_SGCY1
M1l_sGC3
Oc_sGC3
M1_sGC1
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1l_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1l_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGCl
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
Ocg_Nitl
Ocg_Nitl2

Hs_SGCY1
M1_sGC3
Oc_sGC3
M1l_sGCl
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGC1l
Bi_Nitl
Dg_] Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
ch Nitl
Ocg_Nitl2

VRSSFPDKKSLNKATFSIQSKHAFSHRMTKGMTVEGLNAEMLWTMMYIYGNLDYPVVVTL

KLKDLKITGECPFSLLAPGQVPNESSEEAAGSSESCKATVPICQDIPEKNIQESLPQRKT
PPGPLEPSPAAAAAAAAPAPTPAASAAAAAATAGARRVQRRRRVNLDSLGESISRLTAPS

ENEIAWPNGGKSAPPYEPVCGFRNEKCPDRTSLVIGVSVGVSALLVLVAGLFVMTHMYRK

TDKIAWPNGGTKAPPAEPECGFDGKGC.KSKSQTIAISVGVGAAVILVAGFIVMAYMYRK
EADIAWPNAAKSAPQAEPECGFTGEKC.DN.TLTIAIGATTGAVAILVSGLAVMIYMYRK

1 10 20 30 a0 so
.MYGFVNHALELLVIRNYGPEVWEDIKKEAQLDEEGQFLVRIIYDDSKTYDLVAAASKVL

FAYKSKQPNVNQESFSSYIAPFQLSISSWPRTLETNYATKTQFFRDLENLRSQIDAQQLR

SRSRVYLHTLAESICKLIFPEFERLNVALQRTLAKHKIKESRKSLEREDFEKTIAEQAVA
POQTIQQTLKRTLQYYEHQVIGYRDAEKNFHNISNRCSYADHSNKEEIEDVSGILQCTANI

ARFEAALSAMSWKIPTSEMRDIGRDPLGSSVFGSRKSSLGTRSSLNSNPS.NLKKPTCQF

ARYEAELHAMNWKIQMTEIRNINNSKLGSSIFGT.RSRLTMDSQNSSNPSAKVNGRHTQY
VIYEAALAAMSWRIPINNVRDVARDPLGSSVFGSRRSMLATPDSSLSSQSTNLKGKTQQF




60 70 80 90 100 110
Hs_SGCY1 NLNAGEILQMFGKMFFVFCQESGYDTILRVLGSNVREFLQNLDALHDHLATIYPGMRAPS

Oc_sGC3
M1_sGC1
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1l_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1l_sGC4 .
Oc_sGC4 .
Hc_sGC4 .
Pp_sGC2 .
Pb_sGC4 e e ettt et ettt et e e e e e e e
Hs_SGCY3 AGVPVEVIKESLGEEVFKICYEEDENILGVVGGTLKDFLNSFSTLLKQSSHCQEAGKRGR
Hs_SGCY2 LGLKFEEIQKRFGEEFFNICFHENERVLRAVGGTLOQDFFNGFDALLEHIRTSFGKQATLE

cetessecccssees MTTTRFY

Pb_Nitl
Hc_Nitl FSKRAQYQNKVVALKTILPQYFTVNRELMIEMKTLKELRN. .ENVLTVYGAIIDHDVCYL
Pf_Nitl2

Pf_Nitl .
T T
Ca_Nitl FSKRAYYQNKVVAMKVVLPQYMTINRSLMVEMKALKELRN. .DNLLTVHGAISD.NLCYL
Bea_Nitl FSRRGQYENKIVALKTVLPQYMNITRELMVQMKTLKDLRN. .ENLLTVYGAIIERDISYL
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
Ocg_Nitl
Ocg_Nitl2

120 130 140 150 160 170

Hs_SGCY1l FRCT....DAEKGKGLILHYYSEREGLQDIVIGIIKTVAQQIHGTEIDMKVIQQRNEECD
M1l_sGC3 e et e e st e e et e e e sseasssecaassses MYGFVFDAIRLGCFKDFNKKTW

Ca_sGCl .

Pb_sGC2 NGTISLDIHNLFIGALKLHDYSLQFSQIYGGDTIRSKIYQSLIKYSGDLRTLLKQIRGNA
Oc_sGC2 «.MG....TSDFFDFVKLYKPNKKILGKVGKKSKGKRKGKNNGGLRPGTPESSSSDVGSV
M1_sGC2 e e e e et e e e e e e e et aesaassessaassees  MGTSYFAGSV
Vs_sGC2
Hc_sGCl
Dg_SGCl . ..ttt it ittt
Bea_sGCl
HC_SGC2 it ittt ittt iiniinn e
Oc_sGC1
M1_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3 LEDASILCLDKEDDFLHVYYFFPKRTTSLILPGIIKAAAHVLYETEVEVSLMPPCFHNDC
Hs_SGCY2 SPSF....LCKELPEGTLMLHYFHPHHIVGFAMLGMIKAAGKKIYRLDVEVEQVANEKLC
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl VTEY....CNKGSLOQDLLENDDVKLDDMLKYSLINDLAKGMRFLHSSVIESHGYLKSSNC
Pf_Nitl2 ettt e e e et e e e e eeesssseeeessssseeesees  MRELHSSVIESHGYLKSSNC
Pf_Nitl .. .MRFLHSSVIESHGYLKSSNC
Ca_Nitl VTEY....CNKGSLOQDILENEEIKLDDTFKFSLINDLVKGMAYLHSTDIGSHGYLKSSNC
Bea_Nitl VTEY....CSKGSLOQDILENDDVKLDDMLKFSLINDLAQGLKYIHESVIDSHGYLKSSNC
Bi_sGC1l
Bi_Nitl .
Dg_] Nitl .
Lt_Nitl .
M1 NIT-like .
Vs_Nitl .
Oc Nitl .

.. .ILDTKLPIRLRKFLDRGSNSASLRNLCKVKAEKITWSENEVNCKMFGFMFNA




Hs_SGCY1
M1l_sGC3
Oc_sGC3
M1_sGC1
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1l_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1l_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGCl
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
Ocg_Nitl
Ocg_Nitl2

Hs_SGCY1
M1_sGC3
Oc_sGC3
M1l_sGCl
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGC1l
Bi_Nitl
Dg_] Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
ch Nitl
Ocg_Nitl2

STYKc protein kinase domain

180 190 200 210 220

H.TQFL........IEEKESKEEDFYEDLDRFEENGTQESRISPYTFCKAFPFHIIFDRD
Q.DISKDSGCSGEFDYSVDYDSDIFYRLADDATTKMKYTRSAVLOQMFGRWYIAFIWDKWN

HVEQSHKIALFWINIGMSYDEHIKSIQDSVAATVNEKMASMIKQAILYQYATEVVLIILC
N.SWDR........IQEDFNDIVDSTGKDDKGGEYKRKSRNISVCIIIPILAVISYSCYH
N.SWDR........IQEDFNDIVDSTGKDDKGSEYKRKSRNISVCIIIPILAVISYSCYH

«ese+...YSDFEKRSWYIICTAASVPEDYDDYIDYEDQLFLELAVGLMYESYT
“eeeeseeeee..  MELDDVLPLTSLSILSLFPFFIYFDRYNEIHSVGSTLDQI

S.EFVN....... QPYLLYSVHMKSTKPSLSPSKPQSSLVIPTSLFCKTFPFHFMFDKD
S.DVSNPGNCSCLTFLIKECENTNIMKNLPQGTSQVPADLRISINTFCRAFPFHLMFDPS
c et e et e e s s s st cs s sessssssesssssees  MRERRINRVYR..PPEALADPT

V.INNH........FSLKLADFSRTIFMSDMDRLSRATEEARNDRLVYR..APELLRMQM
V.INNH........FSLKIADFSRTIFMSDMDRLSKATEEARNERLVYR..APELLRMQC
V.INNH........FSLKIADFSRTIFMSDMDRLSKATEEARNERLVYR..APELLRMQC
......................................................... MQC
I.INNL........FSLKISDFSRTIFMSDMERVSRMSAEARNERLVYR..APELLRMTT
I.INNQ........FALKISDFSKTIFMSDMERLSRATEEAMNERLVYR..APELLRMSC

. ceestecseesssssseessss MSDMERLNRANEEARNERLVYR..APELLRMQC

ceeeseceeesssssseeesss MSDMERLNRATEAARNERLVYR..APELLRMEC
“ et eeseececaseecaasssessss. . MSDMERLNRATEAARNERLVYR..APELLRMEC

239 249 259 260. 270_
LVVTQCGN.AIYRVLPQLOPGNCSLLSVFSLVRPHIDISFHGILSHI ..o 00 veeeonn
MGMIGRTPGEFFRNWSDFFEYKSQEYPLFIHDRFKIIRNLHIFYVLG. ...t

e ettt e e e et eeceeesseeeeeessseeee  MLWIMMYIYGNLD. .o oeenoaon

LILSVFAVIDIRKIKQIYLYLKVSTGHLLPPCIYLVDTIPSSRDSFVWLVETGGTMKVLK
IYQGHISHRQSRANHNLVGSSQQFSKAVEGLNAEMLWTMMYIYGNLD .« v v oo v e v von
IYQGHISHRQSRANHNLVGSSQQFSKAVEGLNAEMLWTMMYIYGTLD. . v v v e v v v v

VSKEDEQGFDL. . eeeteeeeeees s AMRCWAPNMAYFGLG . ¢ ¢ v v v v e veenn
MPNLVRTKLNKNFFLRKPKYGTLTWNYIRSNTHMIFELCTKASEGIT . .o v v eeeonn

MTILQFGNGIRRLMNRRDFQGKPNFEEYFEILTPKINQTFSGIMTML........c... ..
MSVLQLGEGLRKQL.RCDTHKVLKFEDCFEIVSPKVNATFERVLLRL .. e v o0 v e v enn
LIHQPST. .DVYSF.AIILVEIGDRTEISPPEETIFDPLWRPELPEL........c... ..

VPCKGTKEGDMYSF.AIIVHEIIVRYGPFGLSNMDCDLTATEVINMV. ..o 0o0teeeonn
IPCKGTREGDMYSF.AIIVHEIIVRYGPFGLSNMDADLTATEVINMV. ..ottt evenn
IPCKGTREGDMYSF.AIIVHEIIVRYGPFGLSNMDADLTATEVINMV.............
IPCKGTREGDMYSF.AIIVHEIIVRYGPFGLSNMDADLTATEVINMV. ..o 0eveveonn
VPCQGTKEADVYSF.GIILHEVLLREGPFGLSSMECDLTSTEVIHLV........... ..
VPCQGTREGDIYSF.GIVLHEILVREGPFGLSSMQSDLTATEVICMI. .ot vovveeeonn

IPCQGTKEGDVYSF.GIIVHEILVREGPFGLSSMECDLTAAEVMSMI . ..o oo v vnnnn

IPCKGTKEGDMYSF.GIIVHEILVREGPFGLSNMRCDLTATEVINLV. ... ... c00t.n
IPCKGTKEGDMYSF.GIIVHEILVREGPFGLSNMRCDLTATEVINLV. . v oo eeonn



Hs_SGCY1
M1l_sGC3
Oc_sGC3
M1_sGC1
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1l_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1l_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGCl
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
Ocg_Nitl
Ocg_Nitl2

Hs_SGCY1
M1_sGC3
Oc_sGC3
M1l_sGCl
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGC1l
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
Ocg_Nitl
Ocg_Nitl2
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STYKc protein kinase domain HNOB

310 320 330 340 350 360

Hs_SGCY1 MIYLPEADSILFLCSPSVMNLDDLTRRGLYLSDIPLHDATRDLVLLGEQFREEYKLTQEL
M1l_sGC3 MVTGMVDKSALFLCYPAVGCFLSR.RNAFYVGDLPPGPLKHTVIALICLKNSLVEHSLDL
Ml:sGCl ISTWPTTLETNYASKLEFIADLEKLRGLIDAQRLRAEEAFKAYHIMIKIIYEGVIQSLQG
Ca_sGCl .
28 =T c o
Pb_sGC2 ISSWPRTLETNYATKTQFFRDLENLRSQIDAQQLRAEEAFKAYHIMIKIIYEGVIQSLQG
Oc_sGC2 ISSWPKTLETNYATKTQFIHDLERLRGQIDAQQLRAEEAFKAYHVMIKIIYEGVIQSLQG
M1l_sGC2 ISSWPKSLETNYATKTQFIHDLERLRGQIDAKQLRAEEAFKAYHVMIKIIYEGVIQSLQG
Hc_sGCl

Dg_sGCl

Bea_sGCl

Hc_sGC2

Oc_sGC1

M1l_sGC4 VVEPQQVDGYIFQNNFRLQFDNTPFFRNSDEEDFSDNELDEIMPLTSLSILSLFPFFIYF
Oc_sGC4 IYVFEDTGDAIFLCSPRLESMSAC. .KSTFFGDLEAHDTTKNQLVSSTLRLHLIRRLLDE
Pp:sGCZ . “eeeeeeeeesseeeees MASFKSVYLSDMMAHDPIKSQVLAPSLRMHLTRRMLDE
Hs_SGCY3 MIYIVESSAILFLGSPCVDRLEDFTGRGLYLSDIPIHNALRDVVLIGEQARAQDGLKKRL
Hs_SGCY2 MIHVPESNSILFLGSPCVDKLDELMGRGLHLSDIPIHDATRDVILVGEQAKAQDGLKKRM
Ed_sGC4 «+...PEASKYVDLIVSCWQD.RPSARPTFEGVKKTLHIINP..YKENPVDMMMKLMEKYS
Pb_Nitl
Hc_Nitl FTTDVKQARVAAMCRDCWSE.DPLVRPTFPSLRSTLRSIGVE.SSGGIVGNLLSRMEKYA
Pf_Nitl2 FSTDSKQARLAAVAREAWHE .DPGMRPTFQSLRASFRSIGIE.SSGGIVGNLLSRMEKYA
Pf_Nitl FSTDSKQARLAAVAREAWHE .DPGMRPTFQSLRASFRSIGIE.SSGGIVGNLLSRMEKYA
Ps_Nitl FSTDSKQARLAAVAREAWHE .DPGMRPTFQSLRASFRSIGIE.SSGGIVGNLLSRMEKYA
Ca_Nitl FTNDSKLKRAIQMANECWNE .SAHQRPTFASLRGSMKYLKPE . ..ttt v v et e eeoeenn
Bea_Nitl FSTDLKIATVSALSRDCWKE.DPYQRPTIQSIRSSLRSIRTEGSSGGIVENLLSRMEKYA
Bi_Nitl
Dg_Nitl FSTDNKFSTISSMARSSWDE.DPLQRPTFSNIRTTLRAIRVD.TSGGIVENLLGRMEKYA
Lt_Nitl e et e e e e et s s e eeeesssseeassssees s MGGQRRVREVDSSGGIVENLLGRMEKYA
M1_NIT-like

Vs_Nitl

Oc_Nitl

Ocg_Nitl FSNDPKVSRIINMAREAWSE.EAQWRPNFQSIRSTLRSIRVD.ASGGIVENLLGRMEKYA

Ocg_Nitl2 FSNDPKVSRIINMAREAWSE.EAQWRPNFQSIRSTLRSIRVD.ASGGIVENLLGRMEKYA

domain
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Hs_SGCY1l EILTDRLOL ¢ ¢ ¢ o o o o oot o oo oo ssssoososssssocssssssscsssssoesssssse
M1l_sGC3 EKENMRYRE. ...ttt eeeeeeann T
M1l_sGCl GO F SLVWNT & ¢ ¢ v e e e o oo oo oo oo s ssoeaosssssoccsssoessssssssoscsssass
Ca_sGCl

Pb_sGC2 GSFSLVWNTLVTYETIIFSRYQLFLIESVGVMYFMNGTISLDIHNLFIGALKLHDYSLQF
Oc_sGC2 GSFSLVWNTLVTYETIIFSRYQLFLIESVGVMYFMNGTISLDIHSLFIGALKLHDYSLQF
M1l_sGC2 GO FE SLVWN T & &ttt et e e e oo oo o oo oo oooossessscsoesssscosesssssoosss
Vs_sGC2 .

Hc_sGCl .

Dg_sGC1 E T A

Bea_sGCl .

Hc_sGC2 e e e

Oc_sGC1

M1l_sGC4 DRENEIH SV . i i i ittt it e ittt o e oo oo ooaoossssscsoessscassssssecses
Oc_sGC4 EREQSMLON . ¢ ¢t v vt oot o oo oosossoosesssssoesssssssesssssoesssssse
Hc_sGC4

Pp_sGC2 ETMOGDIQA . . ¢t veeeeeeoooens

Pb_sGC4 ETMOGDIQA . .ttt v e eeeenooess

Hs_SGCY3 GKLKATLEQ . ¢ ¢ ¢ v o e s o e e o aaean

Hs_SGCY2 DRKLKATLER . ¢ ettt vttt v e eeenn

Ed_sGC4 KHLEMVVCE . . .ttt ittt eeeeaan

Pb_Nitl

Ed_Nitl

Hc_Nitl SNLEEVVEE . . e e oot eeeeeeenens

Pf_Nitl2 TNLEEVVEE . . e oottt

Pf_Nitl TNLEEVVEE. ... ...t

Ps_Nitl TNLEEVVEE ... ..ottt

Ca_Nitl

Bea_Nitl TNLEDVVEE ... ¢ oottt

Bi_sGC1l

Bi_Nitl

Dg_Nitl TNLEEVVEE . .. c ottt

Lt_Nitl SNLEELVEE . . ... ¢ttt

ML_NIT-1ike .. vvvvivvieennneenneennns

Vs_Nitl e e e e e

Oc_Nitl

Ocg_Nitl B N

Ocg_Nitl2 TNLEELVEE « « v e e v v oo e et ae e eaeanseneesaeenenseeeeeaeeeenesanens



Hs_SGCY1
M1l_sGC3
Oc_sGC3
M1_sGCl
Ca_sGCl
Pf_sGC2
Pb_sGC2 SQIYGGDTIRSKIYQSLIKYSGDLRTLLKQIRGNAHVEQSHKIALFWINIGMSYDEHIKS
Oc_sGC2 SQIYGGDTIRSKIYQSLIKYSGDLRTLLKQIRANAHVEQSHKIALFWINIGMSYDEHIKS
M1l_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1l_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGCl
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
Ocg_Nitl
Ocg_Nitl2

Hs_SGCY1
M1_sGC3
Oc_sGC3
M1l_sGCl
Ca_sGCl
Pf_sGC2
Pb_sGC2 IQDSVAATVNEKMASMIKQAILYQYATEVVLIILCLILSVFAVIDIRKIKQIYLYLKSQS
Oc_sGC2 IQDSVAASVNEKMASMIKKAILYQYATEVVLIILCLILSVFAVIDIRKIKQIYLYLKSQS
M1l_sGC2 LSQS
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGC1l
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
Ocg_Nitl . .
oo D B -




Hs_SGCY1
M1l_sGC3
Oc_sGC3
M1_sGC1
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1l_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGC1l
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1l_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGCl
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
Ocg_Nitl
Ocg_Nitl2

Hs_SGCY1
M1_sGC3
Oc_sGC3
M1l_sGCl
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
Pb_sGC4
Hs_SGCY3
Hs_SGCY2
Ed_sGC4
Pb_Nitl
Ed_Nitl
Hc_Nitl
Pf_Nitl2
Pf_Nitl
Ps_Nitl
Ca_Nitl
Bea_Nitl
Bi_sGC1l
Bi_Nitl
Dg_Nitl
Lt_Nitl
M1_NIT-like
Vs_Nitl
Oc_Nitl
Ocg_Nitl
Ocg_Nitl2

HNOB domai

n
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«....TLRALEDEKKKTDTLLYS
«+...SCLEAAAKEAELSDNLLNQ

HDYSLQFSQIYGGDSIRSKIYQS

DRTKVTMKVLKIQKDKSEALLFR|
ERTKVTMKVLKIQKDKSEALLFR
ERTKVTMKVLKIQKDRSEALLFR
«e....MKVLKIQKDRSEALLFR

«eeeeeee...GSTLDQ
QYLSVLNTEMRITEGLIRQ
«eseeeeee. . MTECLVRQ
.DYLSILSTEMKITECLVRQ
.EYLSILSTEMKITECLVRQ
.AHQALEEEKKKTVDLLCS
.THQALEEEKKKTVDLLYS
.RTFDLIEEKKKTDRLLYA]
e eeeeeeess . MOIIKIRTCSLK
.RTAQLQCEKKRTDDLIES
.RTAQLRCEKKRTDDLIES
.RTAQLRCEKKRTDDLIES
.RTAQLRCEKKRTDDLIES

.RTAQLQVEKKRTDDLLES

.RTSQLQAEKKRTDDLLES
.RTAQLQSEKKKTDDLLES

.RTAQLQVEKKKTDDLLES
«....RTAQLQVEKKKTDDLLES

VLpps
LMPPH
LFKYR
MLPYS

MLPYS
MLPYS
MLPYS
MLPYS

IMPNL
IMPRD
IMPRE
ILPKE
ILPRE
IFPCE
IFPGD
MLPAS
IICSK
MLPKS
MLPKS
MLPKS
MLPKS
MLPKS
MLPKS
MLPRA
MLPKS
MLPKS

AED
NKL
ADQ
ADQ
ADQ
ADQ
ADQ
ADQ
AEK
ADK
ADQ

R R I Il il R A I

<<~

<~

ADS

MLPKSV
VADS

MLPKS

LRHKR.....PVPAKR
VRVGRPY...GESCEL
ANESSHTRSPTGSERT
LRKCKD....TPYVGS

RKCRESD..NLYVGS
RKCRETN..TVYVGS
RKCRQTS..TLYVGS
RKCRQTS..TLYVGS

LINKNF.....SLRKPK
IKEGTPF...VNTCEE
MRDGESF...VNTCQE
IRDGTPF...VNTCQE
IRDGTPF...VNTCQE
LWQGQ.....VVQAKK
LWQGQ. . ... QVQARK
LKQGK.....AISATK
ILIG......DIGTWC
LKTGN.....IVPPEW
LRSGS.....VVPPEW
LRSGS.....AVPPES
LRSGS.....AVPPES
LRSGS..... AVPPES
.[.0GQ.....DVLPEW
LKSGN.....MPPPEW
MKQGQ.....SIRAEL
LKAGT.....VVPPEW
LKSGH.....VVPPEK
feeee.. .. .MVLPEK
S P MVPPEK
LKSGN.....MVPPEK
LKSGN.....MVPPEK

A A KA OK AR A .

A A .

S
v
\Y%
\Y%
v
M
M
I
v
I
I
I
I
I
I
I
\Y%

HHH -

HHH-
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GFNAFCSKHASGEGRAMKIV]
GFTSICSQ.IS...PMDVA
esle e e MoV
RHVRSSTVSDD. . .||. « -/
DFQRLAARDMS. . .[P[FAYV|
DFQRLAARDMS. . .[PFAYV
D|F QRLAARDMS . . . [PFAYWV
D|FQRLAARDMS . . .[PFAYV
DFQRLAARDMS. . .[P[FAY[V
. e....MS...PFAYV
1S P PP MS...[PFAYV
eoeev...MS.. . PFAYY
S[FS[VPHGWSLS. . .|.QLVA
GFTEICSS.LS...PMQVA
GFSTICKT.LT. ..PMQIA
GFNELCSS.LT. ..PMQVA
GFNELCSS.LT...[PMQ.|.
GFTAICSQ.CS...PLQV[I
GFTAICAQ.CT. . .[PMQV[T
GFTNLSSS.ST...PMEVV
AIGRFCLR.......QKVL
GFTHLCSK.SA...PIEVV
GFTAISSL.ST...[PQQVL
GFTAISSL.SS...PHQVL
GFTAISSL.SS...PHQVL
GFTAISSL.SS...PHQVL
GFT|SLSGD.ST. ..AMQVL
GFTAISSG.SK...[PIEVL
S[FTINLCSQ.ST. . .PMEVV
GFTAISSK.SK. .. PMEV[L
GFTAISSL.SK...PMEVL
GFTAISSL.SK...PMEVL
GFTAISSL.SK...PMEVL
GFTAISSL.SK...PMEVL
GFTAISSL.SK...PMEVL|

460

TRFDTL
MTFDSL
MTFDSL
KRDEAV
TRIAEV
PRIAEV
TRIAEV
ARIAEV
ARIAEV

MRIAEV
TRIAEV
TRIAEV
MTFDTL
MTFDTL
MTFDKL
MTFDKL
TRFDQQ
TRFDHQ
TAFDSI
TLFDTC
TLFDEC
TLFDTC
TLFDTC
TLFDTC
TLFDTC
TVFDEC
TLLDTC
TMFDSI
TLFDTC
TVFDTC
TVFDTC
TVFDTC
TVFDTC
TVFDTC

470 480
TD|SRKNPFVYK....VETVGDKYMTVSG
ISNRKS..VYKRNVQVETIGDGYMVVVG
LSKRKS..VYK....VETIGDGYMVVVG
LESH.R..VNE....IETAAGECLVVSG
LESH.N..VNE....IETAAGECLVVSG
LESH.T..VNE....IETAAGECLVVSG
LESH.S..VNE....IETAAGECLVVSG
LESH.S..VNE....IETAAGECLVVSG
LESH.S..VNE....IETAAGECLVVSG
LESH.K..VNE....IETAAGECLVVSG
LESH.K..VNE....IETAAGECLVVSG
LESH.K..VNE....IETAAGECLVVSG
TDANSN..VYK....VETIGDAYMLVSG
TDASPN..VYK....VETIGDAYMLVSG
VQSHPK..IYK....VETVGDAYLLVGG
VEQHTS..IYK....VETVGDAYLLVGG
<eleeveteeees  JVETVGDAYLLVGG
CGEL.D..VYK....VETIGDAYCVAGG
CGFL.D..IYK....VETIGDAYCVAAG
IDEH.D..VYK....VETIGDAYMVVSG
IEKY.D..CYK....VETIGDAYMVVSG
IEKY.D..CYK....IETIGDAYMVASG
IEKY.D..CYK....VETIGDAYMVVSG
IEKY.D..CYK....VETIGDAYMVVSG
IEKY.D..CYK....VETIGDAYMVVSG
IEKY.D..CYK....VETIGDAYMVVSG
IEKY.D..CYK....VETIGDAYMVVSG
IEKY.D..CYK....VETIGDAYMVVSG
IESY.D..VYK....VETIGDAYML. ..
..-Y.D..CYK....VETIGDAYMVVSG
IEKY.D..CYK....VETIGDAYMAVSG
IEKY.D..CYK....VETIGDAYMVVSG
IEKY.D..CYK....VETIGDAYMVVSG
IEKY.D..CYK....VETIGDAYMVVSG
IEKY.D..CYK....VETIGDAYMVVSG
IEKY.D..CYK....VETIGDAYMVVSG




CYCc
Adenylyl- / guanylyl cyclase, catalytic domain

499 509 519 520 530
Hs_SGCY1 TPEP[C|. . IHHARS[ICHLALIDMMEIRIGQVQVD.[.]. GESVIQITI|. . GIHTGEVVTGVIGQRM
M1_sGC3 IPNTQ. . ERHAEYAADMAIDMLAGLKKVELPFLEGK . MAVKL|. .|GI[NSGPIVAGVMGWKYV
Oc_sGC3 IPTY(Q. .EKHAEYAAEMA[IDMLIGLRSVELPFL|. EDNMRVKI. .GLN|SGPVVAGVMGWKV
M1_sGCl LPDR|S[PTTKHCSEIALTALGLRSVMCRGLQLGVHGDFV|CFRLIIQGIAISGS|T|e « v v« o] «
Ca_sGC1 LPDR|T|T . SKHCSEIAHTALGFRSIMCRGLOLGVHGDFV/CFRLIQGIATGPCAAGVIGVKL
Pf_sGC2 JRY P 8 R S PR PR O 0 P e eeen. e oo ele]e o]e o]s SGIRATGPICAAGIIGVKL
Pb_sGC2 T|. . PKHCSEIALTALGLRSVMCRGLQLGVHGDFVICFRLIQGIATGPCAAGIIGVKL
Oc_sGC2 I|..PKHCSEIAMTALGLRSVMCRGLQLGVHGDFV|CFRLIQGIATGPCAAGIIGVKL
M1_sGC2 I|. . PKHCSEIALTALGLRSVMCRGLQLGVHGDFV|CFRL|IIQGIATGPCAAGIIGVKL
Vs_sGC2 I|..PKHCSE[IALTALGLRSVMCRGLQLGVHGDFV|CFRLIQGIATGPCAAGIIGVKL
Hc_sGC1 ee]eeeee]eee e d]dle oo o \MCRGLQLGVHGDFVICFRLIIQGIATGP/CAAGI IGVKL
Dg_sGC1 deele oo e le]e o . \MCRGLQLGVHGDFV|CFRLIIQGIASGPCAAGVIGVKL
Bea_sGC1 LPDR|S|STSKHCSEIAHTALGLRSVMCRGLQLGVHGDFV|ICFRLIQGIASGPCAAGIIGVKL
Hc_sGC2 LPDR|S[PTSKHCAEIALTALGLRSVMCRGLOLGVHGDFVICFRLIQGIASGPCAAGIIGVKL
Oc_sGC1 LPDR|SPTSKHCSEIALTALGLRSVMCRGLQLGVHGDFV|CFRLIQGIASGPCAAGIIG.|. .
M1_sGC4 LPDR|T|. . EHHAKHAADVAMEMVQATIQKVKINFL . KEPLSVKL|. . GMHSGPVVAGVVGWKV
Oc_sGC4 LPDR|T|. . EHHAKHAADIAMEMIQATIQNVKIAFL . KEPLAVKL|. .GMHSGPVVAGVVGWKV
Hc_sGC4 LPIED|. .DNHARHAADIAIDMVQQIAEVKVDFL|. TEPI|SIKL|. .GIHTGPVVA....|.|. .
Pp_sGC2 LPTKD|. . DNHAKYAANIATIEMVQKIQQVKVDFL.KSSI|SVKL|. .GIHTGPVVAGVVGWKV
Pb_sGC4 LPTKD|. . NHAKYAANIAIEMVQK/IQQVKVDFL.KSS/ISVKL|. .GIHTGPVVA...GWKV
Hs_SGCY3 LHKE|S|. . DTHAVQIALMALKMMEL[SDEVMSPH|.|. GEP[IKMRI|. . GLH|SGS[V[FAGVVGVKM
Hs_SGCY2 LHRK|S|. . LICHAKP|IALMALKMMELSEEVLTPD|.|. GRPIQMRI|. . GI|HSGSVLAGVVGVRM
Ed_sGC4 VPNKN|G . DKHAEEITAMMAIKIVMFCRGFRVPHRADQIVNIRA|. . GVH|SGPV[VTGVVGLKM
Pb_Nitl LPIRNE.DRHAAQIALMSLDFLDNIRNFKIAHLPEEKLRIRI|. .GMHSGPVVAGIVGKKM
Ed_Nitl LPIRN|G.LRHAAQISLMSLEFLNKVESFVIRHFPEEKLKIRI|. .GMHISGPVICAGV. .|.|. .
Hc_Nitl LPIRN|G.DRHAAQIALMSLDFLDSIRNFKIAHLPEEKLRIRI|. .GMHSGPVVAGIVGKKM
Pf Nitl2 LPIQN|G.DRHAAQIALMSLDFLDS|ISNFKIAHLPNEKLRIRI|. .GMHSGPVVAGIVGKKM
Pf_Nitl LPIQN|G.DRHAAQIALMSLDFLDSISNFKIAHLPNEKLRIRI|. .GMHSGPVVAGIVGKKM
Ps_Nitl LPIQN|G.DRHAAQIALMSLDFLDSISNFKIAHLPNEKLRIRI|. .GMHSGPVVAGIVGKKM
Ca_Nitl LPIRNG.DRHAAQIALMSLDFLNNIXKNFVIRHKPDAQLMIRI . .[GIH|SGPVVAGIVGKKM
Bea_Nitl LPIRNG.ERHAAQIGLMSLDFLDNVNNFVIGHLPNEKIKIRI|. .GMHSGPVVAGIVGKKM
Bi_Nitl LPVRN|G . DRHAAQIALMSLNFLSCLKTFVISHLPEKKLNIRI|. .GMHSGPAVAGIVGKKM
Dg_Nitl LPIRN|G.DRHAAQIALMSLDFLTC/IKHFVVSHLPTERLKIRI|. .GMHSGPVVAGIVGKKM
Lt_Nitl LPVRN|G . NRHAAQIALMSLDFLGC|IKTFVISHLPEKKLMIRI|. .GMHSGPVVAGIVGKKM
M1_NIT-like LP[VRN|G.DRHAAQIALMSLIDFLSCLNTFVISHLPDKKLNIRI|..GMH[SGPV[VAGIVGEKKM
Oc_Nitl LPVRN|G . DRHAAQVALMSLDFLSSLKTFVISHLPDKKLNIRI|. .GMHSGPVVAGIVGKKM
Ocg_Nitl LPVRN|G . DRHAAQVALMSLDFLSSLNTFVISHLPDKKLNIRI|. .GMHSGPVVAGIVGKKM
Ocg_Nitl2 LPVRN|G.DRHAAQVALMSLDFLSSLNTFVISHLPDKKLNIRI|. .GMHSGPVVAGIVGKKM
540 550 560 570 580
Hs_SGCY1 PRYCL........FGNTVNLTS TTIGEKGKINV].......[SEYTYRCLMSPENSDPQF
M1_sGC3 PRYGV|........FGDTVNVVN ST|e v e afe v aleveeeefefeeeen]feeeeee. . SKNF
0Oc_sGC3 PRYGV|..+.....FGDTVNVVN STISKPNRIHI|e v v ve ofSES e ufeafevueennnnl
M1l_sGCl
Ca_sGC1 PRFCV|e v e v eens FGNTVNTAAR| STICLGMRIQTI|. + v oo . TEACKYVL|. ..... EEEF
Pf_sGC2 PRFCV|........FGDTINTAA| STAIGMRIQI.......TDVCCD[IL......EEEF
Pb_sGC2 PRFCV........FGDTINTAA| STAIGMRIQI.......TDVCCD[IL......EEEF
0c_sGC2 PRFCV|e+......FGDTVNTAA| STAIGMRIQI|.......TDVCSEVL......EEEF
M1_sGC2 PRFCV|........FGDTVNTAA STAIGMRIQI.......TDVCSEVL......EDEF
Vs_sGC2 PRFCV|e.......FGDTVNTAA| STAIGMRIQI|.......TDVCSEVL......EDEF
Hc_sGC1l PRFCV........FGDTINTAA| STAIGMRIQI.......TDVCCD[IL......EDDF
Dg_sGC1 PRFCV|e.......FGDTVNTAA| SS|ICLGMRIQI|.......TDICSV[ILl......EEGF
Bea_sGCl PRFCV........FGDTVNTAA| STCLGMRIQI.......TDICSIIL......EEGF
Hc_sGC2 PRFCV|........FGDTVNTAA| STCLGMRIQI.......TDICSF[IL......EEGF
M1_sGC4 PRYCL/........FGDTVNTAS SA|SEALKIHI.......SDSTNEHL....KRYGNY
0Oc_sGC4 PRYCL........FGDTVNTAS TASEALKIHI|.......SDSTNEHL|....KRYGNY
Pp_sGC2 PRYCLl........FGDTVNTAS TS|SEALKIHI|.......SDATNECL|....KRYGNY
Pb_sGC4 PRFCL|SLYLCLSVFGDINTWCD VSMSPMSVCLFVCLSLSLISTPFLOVWWDGRCRGN[Y
Hs_SGCY3 PRYCL|e v e v eess FGNNVTLAN| SC[SVPRKINV/. ... . SPTTYRLL|....KDCPGF
Hs_SGCY2 PRYCL/........FGNNVTLAS SG[SHPRRINV.......SPTTYQLL....KREESF
Ed_sGC4 PRFCL/........FGDTVNMAS STIGEALKIQV.......SPTTHRLL....KDREDF
Pb_Nitl PRYCL........FGDTVNTAS SN|GEAEKIQMf.......SSQSHD[IL|....KINGGF
Ed_Nitl
Hc_Nitl PRYCL........FGDTVNTAS SN|GEALKIQMf.......SLQSHDIL|....NIHGGF
Pf_Nitl2 PRYCL/........FGDTVNTAS SNGEALKIOM.......SSQSHD[IL....KIHGGF
Pf Nitl PRYCL|e e o v evss FGDTVNTA|S SNGEALKIOM. ...... SISQSHD[IL|....KIHGGF
Ps_Nitl PRYCL/........FGDTVNTAS SNGEALKIOM.......SSQSHD[IL....KIHGGF
Ca_Nitl PRYCL/.+.......FGDTVNTAS SN|GOALKIHM.......SEQTYN[IL....IKHGGF
Bea_Nitl PRYCL........FGDTVNTAS SN|GEALKIOQMf.......SEQSYKIL|....DNHGGF
Bi_sGC1l
Bi_Nitl PRYCL........FGDTVNTAS SN|GEPEKIQM.......SSQSYS[IL|....SSHGGF
Dg_Nitl PRYCL/........FGDTVNTAS SNGEPERIQOM.......SEQSYNIL....ASHGGF
Lt_Nitl PRYCLl........FGDTVNTAS SN|GEALKIOM.......SSQSYGIL|....SEHGGF
M1_NIT-like PRYCL[........FGDTVNTAS SNGEAKKIOM.......STQSYG[IL....SNHGGF
Vs_Nitl PRYCL/........FGDTVNTAS SNGEAKKIQOM.......STQSYG[IL....SNHGGF
Oc_Nitl PRYCL/........FGDTVNTAS SNGMAEKIOM.......SSQSYN[IL....ANHGGF
Ocg_Nitl PRYCL/........FGDTVNTS|S SNGIAGKIQOM.......SSQSYS[IL....SNHGGF
Ocg_Nitl2 PRYCL/........FGDTVNTS|S SNGIAGKIOM.......SSQSYS[IL....SNHGGEF




Hs_SGCY1 HLEHR|.[GPVSMKGKKEPMOVIWEL . « « SRKNT ¢ & vt v et v it eeeneneneenennnnnnn
M1l_sGC3 ISR e|e|efefe o o ofs oo ofe o o TYWL . .GRRTSDTNPFENEEAEDEALP ..+ttt v v v e
M1_sGC1
Ca_sGCl
Pf_sGC2
Pb_sGC2
Oc_sGC2
M1l_sGC2
Vs_sGC2
Hc_sGCl
Dg_sGCl
Bea_sGCl
Hc_sGC2
Oc_sGC1
M1l_sGC4
Oc_sGC4
Hc_sGC4
Pp_sGC2
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