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Pf_Nitl    ............................................................
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Ca_Nitl    ............................................................
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Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    LDELGKKNARGDLELLTAWDIERTEWDKAQTRKNLSTIIECGDEWKTERCLENLRSTGRQ
Pf_Nitl2   ............................................................
Pf_Nitl    ............................................................
Ps_Nitl    ............................................................
Ca_Nitl    ............................................................
Bea_Nitl   ............................................................
Bi_sGC1    ............................................................
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Ml_sGC3    ............................................................
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    ............................................................
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Hc_sGC4    ............................................................
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Pb_sGC4    ............................................................
Hs_SGCY3   ............................................................
Hs_SGCY2   ............................................................
Ed_sGC4    ............................................................
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    PTLIIGSHKDLASQTSSLHSFINSGLFVYCSADISNSAVVSGPTKDSKGLLNTVRMDNSV
Pf_Nitl2   ............................................................
Pf_Nitl    ............................................................
Ps_Nitl    ............................................................
Ca_Nitl    ............................................................
Bea_Nitl   ............................................................
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    ............................................................
Lt_Nitl    ............................................................
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Vs_Nitl    ............................................................
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Hs_SGCY1   ............................................................
Ml_sGC3    ............................................................
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    ............................................................
Pf_sGC2    ............................................................
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Ml_sGC2    ............................................................
Vs_sGC2    ............................................................
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Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ............................................................
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Oc_sGC4    ............................................................
Hc_sGC4    ............................................................
Pp_sGC2    ............................................................
Pb_sGC4    ............................................................
Hs_SGCY3   ............................................................
Hs_SGCY2   ............................................................
Ed_sGC4    ............................................................
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    FSGNVQAFLKHYGWTQHLFIISGVFQADYRSGAVWDDDTLNLVDTSSQKKRVRFYPFSFM
Pf_Nitl2   ............................................................
Pf_Nitl    ............................................................
Ps_Nitl    ............................................................
Ca_Nitl    ............................................................
Bea_Nitl   ............................................................
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    ............................................................
Lt_Nitl    ............................................................
Ml_NIT-like ............................................................
Vs_Nitl    ............................................................
Oc_Nitl    ............................................................
Ocg_Nitl   ............................................................
Ocg_Nitl2  ............................................................
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Ml_sGC3    ............................................................
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    ............................................................
Pf_sGC2    ............................................................
Pb_sGC2    NLSSPQHKYKVETNAQQFLLTGIMLMHKDHNLVIVEGGPKALRKFKRLMLLRIRWNEDVR
Oc_sGC2    ............................................................
Ml_sGC2    ............................................................
Vs_sGC2    ............................................................
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Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ............................................................
Oc_sGC1    ............................................................
Ml_sGC4    ............................................................
Oc_sGC4    ............................................................
Hc_sGC4    ............................................................
Pp_sGC2    ............................................................
Pb_sGC4    ............................................................
Hs_SGCY3   ............................................................
Hs_SGCY2   ............................................................
Ed_sGC4    ............................................................
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    EIKDGNTDPFREDARKERTELYEEIFKGTAIKHHSRIVLLFGSQRMVRDMMLEAYDAGMM
Pf_Nitl2   ............................................................
Pf_Nitl    ............................................................
Ps_Nitl    ............................................................
Ca_Nitl    ..........................................................MA
Bea_Nitl   ............................................................
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    ............................................................
Lt_Nitl    ............................................................
Ml_NIT-like ............................................................
Vs_Nitl    ............................................................
Oc_Nitl    ............................................................
Ocg_Nitl   ............................................................
Ocg_Nitl2  ............................................................

                                                            

Hs_SGCY1   ............................................................
Ml_sGC3    ............................................................
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    ............................................................
Pf_sGC2    ............................................................
Pb_sGC2    NRKRCKTLRMHGQQYTNFTFLAGYKKDTLLFKVDIKINCRRDFCRKGLSRQIQLSKSLGL
Oc_sGC2    ............................................................
Ml_sGC2    ............................................................
Vs_sGC2    ............................................................
Hc_sGC1    ............................................................
Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ............................................................
Oc_sGC1    ............................................................
Ml_sGC4    ............................................................
Oc_sGC4    ............................................................
Hc_sGC4    ............................................................
Pp_sGC2    ............................................................
Pb_sGC4    ............................................................
Hs_SGCY3   ............................................................
Hs_SGCY2   ............................................................
Ed_sGC4    ............................................................
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    EKNEYVFIIIPTNYFPLYNWTSVLDNVYYDLSQKERDEDARKAFQSAFIVTAEVDTKLFD
Pf_Nitl2   ............................................................
Pf_Nitl    ............................................................
Ps_Nitl    ............................................................
Ca_Nitl    QSNEYGFIIIPTNYFPLYTWEGKDDDLYYNKSQKYRDEDARKAFQSAFIITADIDTSRFA
Bea_Nitl   ............................................................
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    ............................................................
Lt_Nitl    ............................................................
Ml_NIT-like ............................................................
Vs_Nitl    ............................................................
Oc_Nitl    ............................................................
Ocg_Nitl   ............................................................
Ocg_Nitl2  ............................................................



                                                            

Hs_SGCY1   ............................................................
Ml_sGC3    ............................................................
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    ............................................................
Pf_sGC2    ............................................................
Pb_sGC2    GHVREHRFRRTVNQRDMDQSERGERETIINVVEDIKKTVRSFECIQLTMIHFLVVDLVKL
Oc_sGC2    ............................................................
Ml_sGC2    ............................................................
Vs_sGC2    ............................................................
Hc_sGC1    ............................................................
Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ............................................................
Oc_sGC1    ............................................................
Ml_sGC4    ............................................................
Oc_sGC4    ............................................................
Hc_sGC4    ............................................................
Pp_sGC2    ............................................................
Pb_sGC4    ............................................................
Hs_SGCY3   ............................................................
Hs_SGCY2   ............................................................
Ed_sGC4    ............................................................
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    NFTEKVKERAKDAP.FEYEFSEGREVPLYAANYHDAVLLWSYAVEHHYNATDSTIDVPKL
Pf_Nitl2   ............................................................
Pf_Nitl    ............................................................
Ps_Nitl    ............................................................
Ca_Nitl    EFEENVKERAKQPPFDYDFDKAKRQVPLYAANYHDAVLLWAYALRNHYNSAEKSINVSAL
Bea_Nitl   ...............FNYTFPPNRKLPLYAANYHDAVLLWAYAIKHHYDPEKKGLQVEEL
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    ............................................................
Lt_Nitl    ............................................................
Ml_NIT-like ............................................................
Vs_Nitl    ............................................................
Oc_Nitl    ............................................................
Ocg_Nitl   ............................................................
Ocg_Nitl2  ............................................................

                                                            

Hs_SGCY1   ............................................................
Ml_sGC3    ............................................................
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    ............................................................
Pf_sGC2    ............................................................
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Oc_sGC2    ............................................................
Ml_sGC2    ............................................................
Vs_sGC2    ............................................................
Hc_sGC1    ............................................................
Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ............................................................
Oc_sGC1    ............................................................
Ml_sGC4    ............................................................
Oc_sGC4    ............................................................
Hc_sGC4    ............................................................
Pp_sGC2    ............................................................
Pb_sGC4    ............................................................
Hs_SGCY3   ........................................................MFCT
Hs_SGCY2   ...................MSRRKISSESFSSLGSDYLETSPEEEGECPLSRLCWNGSRS
Ed_sGC4    ............................................................
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    YNRTYTKEDFHGIEPVTGNIKLNEFGDRVNSFVFWHLDQNSQ.WEQVGRFANGEYTVLKA
Pf_Nitl2   ............................................................
Pf_Nitl    ............................................................
Ps_Nitl    ............................................................
Ca_Nitl    YNRKFNASNFGGIEPITGDIELDEYGDRINRFKFWHLDADGQKWVEVGKYDGGEYKEIIP
Bea_Nitl   YDKTFTKEHFNGIEPITGNIKLDANGDRENSFLFWHLDHNGE.WEKVGQYVNDKYEVLVN
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    ............................................................
Lt_Nitl    ............................................................
Ml_NIT-like ............................................................
Vs_Nitl    ............................................................
Oc_Nitl    ............................................................
Ocg_Nitl   ............................................................
Ocg_Nitl2  ............................................................



                                                            

Hs_SGCY1   ............................................................
Ml_sGC3    ............................................................
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    ............................................................
Pf_sGC2    ............................................................
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Oc_sGC2    ............................................................
Ml_sGC2    ............................................................
Vs_sGC2    ............................................................
Hc_sGC1    ............................................................
Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ............................................................
Oc_sGC1    ............................................................
Ml_sGC4    ............................................................
Oc_sGC4    ............................................................
Hc_sGC4    ............................................................
Pp_sGC2    ............................................................
Pb_sGC4    ............................................................
Hs_SGCY3   KLKDLKITGECPFSLLAPGQVPNESSEEAAGSSESCKATVPICQDIPEKNIQESLPQRKT
Hs_SGCY2   PPGPLEPSPAAAAAAAAPAPTPAASAAAAAATAGARRVQRRRRVNLDSLGESISRLTAPS
Ed_sGC4    ............................................................
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    ENEIAWPNGGKSAPPYEPVCGFRNEKCPDRTSLVIGVSVGVSALLVLVAGLFVMTHMYRK
Pf_Nitl2   ............................................................
Pf_Nitl    ............................................................
Ps_Nitl    ............................................................
Ca_Nitl    TDKIAWPNGGTKAPPAEPECGFDGKGC.KSKSQTIAISVGVGAAVILVAGFIVMAYMYRK
Bea_Nitl   EADIAWPNAAKSAPQAEPECGFTGEKC.DN.TLTIAIGATTGAVAILVSGLAVMIYMYRK
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    ............................................................
Lt_Nitl    ............................................................
Ml_NIT-like ............................................................
Vs_Nitl    ............................................................
Oc_Nitl    ............................................................
Ocg_Nitl   ............................................................
Ocg_Nitl2  ............................................................
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Hs_SGCY1   .MYGFVNHALELLVIRNYGPEVWEDIKKEAQLDEEGQFLVRIIYDDSKTYDLVAAASKVL
Ml_sGC3    ............................................................
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    ............................................................
Pf_sGC2    ............................................................
Pb_sGC2    FAYKSKQPNVNQESFSSYIAPFQLSISSWPRTLETNYATKTQFFRDLENLRSQIDAQQLR
Oc_sGC2    ............................................................
Ml_sGC2    ............................................................
Vs_sGC2    ............................................................
Hc_sGC1    ............................................................
Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ............................................................
Oc_sGC1    ............................................................
Ml_sGC4    ............................................................
Oc_sGC4    ............................................................
Hc_sGC4    ............................................................
Pp_sGC2    ............................................................
Pb_sGC4    ............................................................
Hs_SGCY3   SRSRVYLHTLAESICKLIFPEFERLNVALQRTLAKHKIKESRKSLEREDFEKTIAEQAVA
Hs_SGCY2   PQTIQQTLKRTLQYYEHQVIGYRDAEKNFHNISNRCSYADHSNKEEIEDVSGILQCTANI
Ed_sGC4    ............................................................
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    ARFEAALSAMSWKIPTSEMRDIGRDPLGSSVFGSRKSSLGTRSSLNSNPS.NLKKPTCQF
Pf_Nitl2   ............................................................
Pf_Nitl    ............................................................
Ps_Nitl    ............................................................
Ca_Nitl    ARYEAELHAMNWKIQMTEIRNINNSKLGSSIFGT.RSRLTMDSQNSSNPSAKVNGRHTQY
Bea_Nitl   VTYEAALAAMSWRIPINNVRDVARDPLGSSVFGSRRSMLATPDSSLSSQSTNLKGKTQQF
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    ............................................................
Lt_Nitl    ............................................................
Ml_NIT-like ............................................................
Vs_Nitl    ............................................................
Oc_Nitl    ............................................................
Ocg_Nitl   ............................................................
Ocg_Nitl2  ............................................................

STYKc  protein kinase domain
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Hs_SGCY1   NLNAGEILQMFGKMFFVFCQESGYDTILRVLGSNVREFLQNLDALHDHLATIYPGMRAPS
Ml_sGC3    ............................................................
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    ............................................................
Pf_sGC2    ............................................................
Pb_sGC2    AEEAFKAYHIMIKIIYEGVIQSLQGGSFSLVWNTLVTYETIIFSRYQLFLIESVGVMYFM
Oc_sGC2    ............................................................
Ml_sGC2    ............................................................
Vs_sGC2    ............................................................
Hc_sGC1    ............................................................
Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ............................................................
Oc_sGC1    ............................................................
Ml_sGC4    .....................................................MTTTRFY
Oc_sGC4    ............................................................
Hc_sGC4    ............................................................
Pp_sGC2    ............................................................
Pb_sGC4    ............................................................
Hs_SGCY3   AGVPVEVIKESLGEEVFKICYEEDENILGVVGGTLKDFLNSFSTLLKQSSHCQEAGKRGR
Hs_SGCY2   LGLKFEEIQKRFGEEFFNICFHENERVLRAVGGTLQDFFNGFDALLEHIRTSFGKQATLE
Ed_sGC4    ............................................................
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    FSKRAQYQNKVVALKTILPQYFTVNRELMIEMKTLKELRN..ENVLTVYGAIIDHDVCYL
Pf_Nitl2   ............................................................
Pf_Nitl    ............................................................
Ps_Nitl    ............................................................
Ca_Nitl    FSKRAYYQNKVVAMKVVLPQYMTINRSLMVEMKALKELRN..DNLLTVHGAISD.NLCYL
Bea_Nitl   FSRRGQYENKIVALKTVLPQYMNITRELMVQMKTLKDLRN..ENLLTVYGAIIERDISYL
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    ............................................................
Lt_Nitl    ............................................................
Ml_NIT-like ............................................................
Vs_Nitl    ............................................................
Oc_Nitl    ............................................................
Ocg_Nitl   ............................................................
Ocg_Nitl2  ............................................................
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Hs_SGCY1   FRCT....DAEKGKGLILHYYSEREGLQDIVIGIIKTVAQQIHGTEIDMKVIQQRNEECD
Ml_sGC3    ......................................MYGFVFDAIRLGCFKDFNKKTW
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    ............................................................
Pf_sGC2    ............................................................
Pb_sGC2    NGTISLDIHNLFIGALKLHDYSLQFSQIYGGDTIRSKIYQSLIKYSGDLRTLLKQIRGNA
Oc_sGC2    ..MG....TSDFFDFVKLYKPNKKILGKVGKKSKGKRKGKNNGGLRPGTPESSSSDVGSV
Ml_sGC2    ..................................................MGTSYFAGSV
Vs_sGC2    ............................................................
Hc_sGC1    ............................................................
Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ............................................................
Oc_sGC1    ............................................................
Ml_sGC4    QQTG....ILDTKLPIRLRKFLDRGSNSASLRNLCKVKAEKITWSENEVNCKMFGFMFNA
Oc_sGC4    ............................................................
Hc_sGC4    ............................................................
Pp_sGC2    ............................................................
Pb_sGC4    ............................................................
Hs_SGCY3   LEDASILCLDKEDDFLHVYYFFPKRTTSLILPGIIKAAAHVLYETEVEVSLMPPCFHNDC
Hs_SGCY2   SPSF....LCKELPEGTLMLHYFHPHHIVGFAMLGMIKAAGKKIYRLDVEVEQVANEKLC
Ed_sGC4    ............................................................
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    VTEY....CNKGSLQDLLENDDVKLDDMLKYSLINDLAKGMRFLHSSVIESHGYLKSSNC
Pf_Nitl2   ........................................MRFLHSSVIESHGYLKSSNC
Pf_Nitl    ........................................MRFLHSSVIESHGYLKSSNC
Ps_Nitl    ............................................................
Ca_Nitl    VTEY....CNKGSLQDILENEEIKLDDTFKFSLINDLVKGMAYLHSTDIGSHGYLKSSNC
Bea_Nitl   VTEY....CSKGSLQDILENDDVKLDDMLKFSLINDLAQGLKYIHESVIDSHGYLKSSNC
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    ............................................................
Lt_Nitl    ............................................................
Ml_NIT-like ............................................................
Vs_Nitl    ............................................................
Oc_Nitl    ............................................................
Ocg_Nitl   ............................................................
Ocg_Nitl2  ............................................................

STYKc  protein kinase domain
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Hs_SGCY1   H.TQFL........IEEKESKEEDFYEDLDRFEENGTQESRISPYTFCKAFPFHIIFDRD
Ml_sGC3    Q.DISKDSGCSGEFDYSVDYDSDIFYRLADDATTKMKYTRSAVLQMFGRWYIAFIWDKWN
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    ............................................................
Pf_sGC2    ............................................................
Pb_sGC2    HVEQSHKIALFWINIGMSYDEHIKSIQDSVAATVNEKMASMIKQAILYQYATEVVLIILC
Oc_sGC2    N.SWDR........IQEDFNDIVDSTGKDDKGGEYKRKSRNISVCIIIPILAVISYSCYH
Ml_sGC2    N.SWDR........IQEDFNDIVDSTGKDDKGSEYKRKSRNISVCIIIPILAVISYSCYH
Vs_sGC2    ............................................................
Hc_sGC1    ............................................................
Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ............................................................
Oc_sGC1    ............................................................
Ml_sGC4    I.KLGF........YSDFEKRSWYIICTAASVPEDYDDYIDYEDQLFLELAVGLMYESYT
Oc_sGC4    ....................MELDDVLPLTSLSILSLFPFFIYFDRYNEIHSVGSTLDQI
Hc_sGC4    ............................................................
Pp_sGC2    ............................................................
Pb_sGC4    ............................................................
Hs_SGCY3   S.EFVN........QPYLLYSVHMKSTKPSLSPSKPQSSLVIPTSLFCKTFPFHFMFDKD
Hs_SGCY2   S.DVSNPGNCSCLTFLIKECENTNIMKNLPQGTSQVPADLRISINTFCRAFPFHLMFDPS
Ed_sGC4    ......................................MRERRINRVYR..PPEALADPT
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    V.INNH........FSLKLADFSRTIFMSDMDRLSRATEEARNDRLVYR..APELLRMQM
Pf_Nitl2   V.INNH........FSLKIADFSRTIFMSDMDRLSKATEEARNERLVYR..APELLRMQC
Pf_Nitl    V.INNH........FSLKIADFSRTIFMSDMDRLSKATEEARNERLVYR..APELLRMQC
Ps_Nitl    .........................................................MQC
Ca_Nitl    I.INNL........FSLKISDFSRTIFMSDMERVSRMSAEARNERLVYR..APELLRMTT
Bea_Nitl   I.INNQ........FALKISDFSKTIFMSDMERLSRATEEAMNERLVYR..APELLRMSC
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    ...........................MSDMERLNRANEEARNERLVYR..APELLRMQC
Lt_Nitl    ............................................................
Ml_NIT-like ............................................................
Vs_Nitl    ............................................................
Oc_Nitl    ............................................................
Ocg_Nitl   ...........................MSDMERLNRATEAARNERLVYR..APELLRMEC
Ocg_Nitl2  ...........................MSDMERLNRATEAARNERLVYR..APELLRMEC

 230        240       250       260       270               

Hs_SGCY1   LVVTQCGN.AIYRVLPQLQPGNCSLLSVFSLVRPHIDISFHGILSHI.............
Ml_sGC3    MGMIGRTPGEFFRNWSDFFEYKSQEYPLFIHDRFKIIRNLHIFYVLG.............
Oc_sGC3    ............................................................
Ml_sGC1    ..................................MLWTMMYIYGNLD.............
Ca_sGC1    ............................................................
Pf_sGC2    ............................................................
Pb_sGC2    LILSVFAVIDIRKIKQIYLYLKVSTGHLLPPCIYLVDTIPSSRDSFVWLVETGGTMKVLK
Oc_sGC2    IYQGHISHRQSRANHNLVGSSQQFSKAVEGLNAEMLWTMMYIYGNLD.............
Ml_sGC2    IYQGHISHRQSRANHNLVGSSQQFSKAVEGLNAEMLWTMMYIYGTLD.............
Vs_sGC2    ............................................................
Hc_sGC1    ............................................................
Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ............................................................
Oc_sGC1    ............................................................
Ml_sGC4    VSKEDEQGFDL.....................AMRCWAPNMAYFGLG.............
Oc_sGC4    MPNLVRTKLNKNFFLRKPKYGTLTWNYIRSNTHMIFELCTKASEGIT.............
Hc_sGC4    ............................................................
Pp_sGC2    ............................................................
Pb_sGC4    ............................................................
Hs_SGCY3   MTILQFGNGIRRLMNRRDFQGKPNFEEYFEILTPKINQTFSGIMTML.............
Hs_SGCY2   MSVLQLGEGLRKQL.RCDTHKVLKFEDCFEIVSPKVNATFERVLLRL.............
Ed_sGC4    LIHQPST..DVYSF.AIILVEIGDRTEISPPEETIFDPLWRPELPEL.............
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    VPCKGTKEGDMYSF.AIIVHEIIVRYGPFGLSNMDCDLTATEVINMV.............
Pf_Nitl2   IPCKGTREGDMYSF.AIIVHEIIVRYGPFGLSNMDADLTATEVINMV.............
Pf_Nitl    IPCKGTREGDMYSF.AIIVHEIIVRYGPFGLSNMDADLTATEVINMV.............
Ps_Nitl    IPCKGTREGDMYSF.AIIVHEIIVRYGPFGLSNMDADLTATEVINMV.............
Ca_Nitl    VPCQGTKEADVYSF.GIILHEVLLREGPFGLSSMECDLTSTEVIHLV.............
Bea_Nitl   VPCQGTREGDIYSF.GIVLHEILVREGPFGLSSMQSDLTATEVICMI.............
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    IPCQGTKEGDVYSF.GIIVHEILVREGPFGLSSMECDLTAAEVMSMI.............
Lt_Nitl    ............................................................
Ml_NIT-like ............................................................
Vs_Nitl    ............................................................
Oc_Nitl    ............................................................
Ocg_Nitl   IPCKGTKEGDMYSF.GIIVHEILVREGPFGLSNMRCDLTATEVINLV.............
Ocg_Nitl2  IPCKGTKEGDMYSF.GIIVHEILVREGPFGLSNMRCDLTATEVINLV.............

STYKc  protein kinase domain



                                                            

Hs_SGCY1   ............................................................
Ml_sGC3    ............................................................
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    ............................................................
Pf_sGC2    ............................................................
Pb_sGC2    IQKDKSEALLFRMLPYSVVRELRKCRESDNLYVGSYQSATVLFADLADFQRLAARDMSPF
Oc_sGC2    ............................................................
Ml_sGC2    ............................................................
Vs_sGC2    ............................................................
Hc_sGC1    ............................................................
Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ............................................................
Oc_sGC1    ............................................................
Ml_sGC4    ............................................................
Oc_sGC4    ............................................................
Hc_sGC4    ............................................................
Pp_sGC2    ............................................................
Pb_sGC4    ............................................................
Hs_SGCY3   ............................................................
Hs_SGCY2   ............................................................
Ed_sGC4    ............................................................
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    ............................................................
Pf_Nitl2   ............................................................
Pf_Nitl    ............................................................
Ps_Nitl    ............................................................
Ca_Nitl    ............................................................
Bea_Nitl   ............................................................
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    ............................................................
Lt_Nitl    ............................................................
Ml_NIT-like ............................................................
Vs_Nitl    ............................................................
Oc_Nitl    ............................................................
Ocg_Nitl   ............................................................
Ocg_Nitl2  ............................................................

                            280       290       300         

Hs_SGCY1   ...................NTVFVL....RSKEGLLDVEKLECEDELTGTEISCLRLKGQ
Ml_sGC3    ...................MSKTSTA.....................ELEYDTPLVLQGQ
Oc_sGC3    ............................................................
Ml_sGC1    ...................YPVVVV......................SDLRIKSNESLDL
Ca_sGC1    ............................................................
Pf_sGC2    ............................................................
Pb_sGC2    AYVRFLETFYTRIAEVLESHTVNEIETAAGECLTLFCIQIKAAQREPRMFQFLHRPISAE
Oc_sGC2    ...................YPV....VVV..................SDLRIKSNESLAE
Ml_sGC2    ...................YPV....VVV..................SDLRIKSNESLAE
Vs_sGC2    ............................................................
Hc_sGC1    ............................................................
Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ............................................................
Oc_sGC1    ............................................................
Ml_sGC4    ...................IIKFVL......................KNLFRLHEEGMSV
Oc_sGC4    ...................KLMKNE......................ETEIDLHFRLQGQ
Hc_sGC4    ............................................................
Pp_sGC2    ............................................................
Pb_sGC4    ............................................................
Hs_SGCY3   ...................NMQFVV..............RVRRWDNSVKKSSRVMDLKGQ
Hs_SGCY2   ...................STPFVI..............RTKPEASGSENKDKVMEVKGQ
Ed_sGC4    ...................N...........................EQDNDQDNKC...
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    ...................T...........................KTDRTTPFRPEFP
Pf_Nitl2   ...................I...........................KTDRVTPFRPEFP
Pf_Nitl    ...................I...........................KTDRVTPFRPEFP
Ps_Nitl    ...................I...........................KTDRVTPFRPEFP
Ca_Nitl    ...................T...........................KTDTAQPYRPTFP
Bea_Nitl   ...................R...........................KTGTTTPYRPEFP
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    ...................S...........................RSDLETPYRPEFP
Lt_Nitl    ............................................................
Ml_NIT-like ............................................................
Vs_Nitl    ............................................................
Oc_Nitl    ............................................................
Ocg_Nitl   ...................T...........................KLHSQVPYRPEFP
Ocg_Nitl2  ...................T...........................KLHSQVPYRPEFP

STYKc  protein kinase domain



310       320       330       340       350       360         

Hs_SGCY1   MIYLPEADSILFLCSPSVMNLDDLTRRGLYLSDIPLHDATRDLVLLGEQFREEYKLTQE L
Ml_sGC3    MVTGMVDKSALFLCYPAVGCFLSR.RNAFYVGDLPPGPLKHTVIALICLKNSLVEHSLD L
Oc_sGC3    ........................................................... .
Ml_sGC1    ISTWPTTLETNYASKLEFIADLEKLRGLIDAQRLRAEEAFKAYHIMIKIIYEGVIQSLQ G
Ca_sGC1    ........................................................... .
Pf_sGC2    ........................................................... .
Pb_sGC2    ISSWPRTLETNYATKTQFFRDLENLRSQIDAQQLRAEEAFKAYHIMIKIIYEGVIQSLQ G
Oc_sGC2    ISSWPKTLETNYATKTQFIHDLERLRGQIDAQQLRAEEAFKAYHVMIKIIYEGVIQSLQ G
Ml_sGC2    ISSWPKSLETNYATKTQFIHDLERLRGQIDAKQLRAEEAFKAYHVMIKIIYEGVIQSLQ G
Vs_sGC2    ........................................................... .
Hc_sGC1    ........................................................... .
Dg_sGC1    ........................................................... .
Bea_sGC1   ........................................................... .
Hc_sGC2    ........................................................... .
Oc_sGC1    ........................................................... .
Ml_sGC4    VVEPQQVDGYIFQNNFRLQFDNTPFFRNSDEEDFSDNELDEIMPLTSLSILSLFPFFIY F
Oc_sGC4    IYVFEDTGDAIFLCSPRLESMSAC..KSTFFGDLEAHDTTKNQLVSSTLRLHLIRRLLD E
Hc_sGC4    ........................................................... .
Pp_sGC2    ......................MASFKSVYLSDMMAHDPIKSQVLAPSLRMHLTRRMLD E
Pb_sGC4    ........................................................MLD E
Hs_SGCY3   MIYIVESSAILFLGSPCVDRLEDFTGRGLYLSDIPIHNALRDVVLIGEQARAQDGLKKR L
Hs_SGCY2   MIHVPESNSILFLGSPCVDKLDELMGRGLHLSDIPIHDATRDVILVGEQAKAQDGLKKR M
Ed_sGC4    ....PEASKYVDLIVSCWQD.RPSARPTFEGVKKTLHIINP..YKENPVDMMMKLMEKY S
Pb_Nitl    ........................................................... .
Ed_Nitl    ........................................................... .
Hc_Nitl    FTTDVKQARVAAMCRDCWSE.DPLVRPTFPSLRSTLRSIGVE.SSGGIVGNLLSRMEKY A
Pf_Nitl2   FSTDSKQARLAAVAREAWHE.DPGMRPTFQSLRASFRSIGIE.SSGGIVGNLLSRMEKY A
Pf_Nitl    FSTDSKQARLAAVAREAWHE.DPGMRPTFQSLRASFRSIGIE.SSGGIVGNLLSRMEKY A
Ps_Nitl    FSTDSKQARLAAVAREAWHE.DPGMRPTFQSLRASFRSIGIE.SSGGIVGNLLSRMEKY A
Ca_Nitl    FTNDSKLKRAIQMANECWNE.SAHQRPTFASLRGSMKYLKPE................. .
Bea_Nitl   FSTDLKIATVSALSRDCWKE.DPYQRPTIQSIRSSLRSIRTEGSSGGIVENLLSRMEKY A
Bi_sGC1    ........................................................... .
Bi_Nitl    ........................................................... .
Dg_Nitl    FSTDNKFSTISSMARSSWDE.DPLQRPTFSNIRTTLRAIRVD.TSGGIVENLLGRMEKY A
Lt_Nitl    ................................MGGQRRVREVDSSGGIVENLLGRMEKY A
Ml_NIT-like ........................................................... .
Vs_Nitl    ........................................................... .
Oc_Nitl    ........................................................... .
Ocg_Nitl   FSNDPKVSRIINMAREAWSE.EAQWRPNFQSIRSTLRSIRVD.ASGGIVENLLGRMEKY A
Ocg_Nitl2  FSNDPKVSRIINMAREAWSE.EAQWRPNFQSIRSTLRSIRVD.ASGGIVENLLGRMEKY A

370                                                           

Hs_SGCY1   EILTDRLQL.................................................. .
Ml_sGC3    EKENMRYRE.................................................. .
Oc_sGC3    ........................................................... .
Ml_sGC1    GSFSLVWNT.................................................. .
Ca_sGC1    ........................................................... .
Pf_sGC2    ........................................................... .
Pb_sGC2    GSFSLVWNTLVTYETIIFSRYQLFLIESVGVMYFMNGTISLDIHNLFIGALKLHDYSLQ F
Oc_sGC2    GSFSLVWNTLVTYETIIFSRYQLFLIESVGVMYFMNGTISLDIHSLFIGALKLHDYSLQ F
Ml_sGC2    GSFSLVWNT.................................................. .
Vs_sGC2    ........................................................... .
Hc_sGC1    ........................................................... .
Dg_sGC1    ........................................................... .
Bea_sGC1   ........................................................... .
Hc_sGC2    ........................................................... .
Oc_sGC1    ........................................................... .
Ml_sGC4    DRFNEIHSV.................................................. .
Oc_sGC4    EREQSMLQN.................................................. .
Hc_sGC4    ........................................................... .
Pp_sGC2    ETMQGDIQA.................................................. .
Pb_sGC4    ETMQGDIQA.................................................. .
Hs_SGCY3   GKLKATLEQ.................................................. .
Hs_SGCY2   DKLKATLER.................................................. .
Ed_sGC4    KHLEMVVCE.................................................. .
Pb_Nitl    ........................................................... .
Ed_Nitl    ........................................................... .
Hc_Nitl    SNLEEVVEE.................................................. .
Pf_Nitl2   TNLEEVVEE.................................................. .
Pf_Nitl    TNLEEVVEE.................................................. .
Ps_Nitl    TNLEEVVEE.................................................. .
Ca_Nitl    ........................................................... .
Bea_Nitl   TNLEDVVEE.................................................. .
Bi_sGC1    ........................................................... .
Bi_Nitl    ........................................................... .
Dg_Nitl    TNLEEVVEE.................................................. .
Lt_Nitl    SNLEELVEE.................................................. .
Ml_NIT-like ........................................................... .
Vs_Nitl    ........................................................... .
Oc_Nitl    ........................................................... .
Ocg_Nitl   TNLEELVEE.................................................. .
Ocg_Nitl2  TNLEELVEE.................................................. .

HNOBSTYKc  protein kinase domain

domain



                                                            

Hs_SGCY1   ............................................................
Ml_sGC3    ............................................................
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    ............................................................
Pf_sGC2    ............................................................
Pb_sGC2    SQIYGGDTIRSKIYQSLIKYSGDLRTLLKQIRGNAHVEQSHKIALFWINIGMSYDEHIKS
Oc_sGC2    SQIYGGDTIRSKIYQSLIKYSGDLRTLLKQIRANAHVEQSHKIALFWINIGMSYDEHIKS
Ml_sGC2    ............................................................
Vs_sGC2    ............................................................
Hc_sGC1    ............................................................
Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ............................................................
Oc_sGC1    ............................................................
Ml_sGC4    ............................................................
Oc_sGC4    ............................................................
Hc_sGC4    ............................................................
Pp_sGC2    ............................................................
Pb_sGC4    ............................................................
Hs_SGCY3   ............................................................
Hs_SGCY2   ............................................................
Ed_sGC4    ............................................................
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    ............................................................
Pf_Nitl2   ............................................................
Pf_Nitl    ............................................................
Ps_Nitl    ............................................................
Ca_Nitl    ............................................................
Bea_Nitl   ............................................................
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    ............................................................
Lt_Nitl    ............................................................
Ml_NIT-like ............................................................
Vs_Nitl    ............................................................
Oc_Nitl    ............................................................
Ocg_Nitl   ............................................................
Ocg_Nitl2  ............................................................

                                                            

Hs_SGCY1   ............................................................
Ml_sGC3    ............................................................
Oc_sGC3    ............................................................
Ml_sGC1    ..........................................................LL
Ca_sGC1    ............................................................
Pf_sGC2    ............................................................
Pb_sGC2    IQDSVAATVNEKMASMIKQAILYQYATEVVLIILCLILSVFAVIDIRKIKQIYLYLKSQS
Oc_sGC2    IQDSVAASVNEKMASMIKKAILYQYATEVVLIILCLILSVFAVIDIRKIKQIYLYLKSQS
Ml_sGC2    ........................................................LSQS
Vs_sGC2    ............................................................
Hc_sGC1    ............................................................
Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ............................................................
Oc_sGC1    ............................................................
Ml_sGC4    ............................................................
Oc_sGC4    ............................................................
Hc_sGC4    ............................................................
Pp_sGC2    ............................................................
Pb_sGC4    ............................................................
Hs_SGCY3   ............................................................
Hs_SGCY2   ............................................................
Ed_sGC4    ............................................................
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    ............................................................
Pf_Nitl2   ............................................................
Pf_Nitl    ............................................................
Ps_Nitl    ............................................................
Ca_Nitl    ............................................................
Bea_Nitl   ............................................................
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    ............................................................
Lt_Nitl    ............................................................
Ml_NIT-like ............................................................
Vs_Nitl    ............................................................
Oc_Nitl    ............................................................
Ocg_Nitl   ............................................................
Ocg_Nitl2  ............................................................



    380       390       400       410            420        

Hs_SGCY1                          V    V   L               Y   TI F  I V.....TLRALEDEKKKTDTLLYS LPPS ANE RHKR.....PVPAKR DNV  L SG  
Ml_sGC3                           L    I   V               Y   TV   DM V....SCLEAAAKEAELSDNLLNQ MPPH HKA RVGRPY...GESCEL NNA  LLS   
Oc_sGC3    ........................................................... .
Ml_sGC1                           L    L   A                   N  F DA  HDYSLQFSQIYGGDSIRSKIYQS FKYR NKN NESSHTRSPTGSERTNEDN ES E  E
Ca_sGC1                           M    V   L               Y   TV F DL A....................... LPYS VRE RKCKD....TPYVGS QSA  L A   
Pf_sGC2    ........................................................... .
Pb_sGC2                           M    V   L               Y   TV F DL ADRTKVTMKVLKIQKDKSEALLFR LPYS VRE RKCRESD..NLYVGS QSA  L A   
Oc_sGC2                           M    V   L               Y   TV F DL AERTKVTMKVLKIQKDKSEALLFR LPYS VRE RKCRETN..TVYVGS QSA  L A   
Ml_sGC2                           M    V   L               Y   TV F DL AERTKVTMKVLKIQKDRSEALLFR LPYS VRE RKCRQTS..TLYVGS QSA  L A   
Vs_sGC2                           M    V   L               Y   TV F DL A......MKVLKIQKDRSEALLFR LPYS VRE RKCRQTS..TLYVGS QSA  L A   
Hc_sGC1    ........................................................... .
Dg_sGC1    ........................................................... .
Bea_sGC1   ........................................................... .
Hc_sGC2    ........................................................... .
Oc_sGC1    ........................................................... .
Ml_sGC4                           I    V   L                        E L.................GSTLDQ MPNL RSK NKNF.....SLRKPKARSRCSKTR T  
Oc_sGC4                           I    V   I               F   TV F DL V....QYLSVLNTEMRITEGLIRQ MPRD ALQ KEGTPF...VNTCEE SEA  L S   
Hc_sGC4                           I    I   M               F   SV F DM V...............MTECLVRQ MPRE ADQ RDGESF...VNTCQE KEV  V S   
Pp_sGC2                           I    L   I               F   TV F DM V....DYLSILSTEMKITECLVRQ LPKE AQQ RDGTPF...VNTCQE SEV  V S   
Pb_sGC4                           I    L   I               F   TV F DM V....EYLSILSTEMKITECLVRQ LPRE AQQ RDGTPF...VNTCQE SEV  V S   
Hs_SGCY3                          I    V   L               F   TM F DI V.....AHQALEEEKKKTVDLLCS FPCE AQQ WQGQ.....VVQAKK SNV  L S   
Hs_SGCY2                          I    V   L               F   TM F DI V.....THQALEEEKKKTVDLLYS FPGD AQQ WQGQ.....QVQARK DDV  L S   
Ed_sGC4                           M    V   L               Y   TI F DI V.....RTFDLIEEKKKTDRLLYA LPAS AED KQGK.....AISATK DAS  F S   
Pb_Nitl                           I    V   I                    V     V...........MQIIKIRTCSLK ICSK NKL LIG......DIGTWCDPHTH WGSHK  
Ed_Nitl                           M    V   L               F   TI F DI V....................... LPKS ADQ KTGN.....IVPPEW DSV  Y S   
Hc_Nitl                           M    V   L               Y   SI F DI V.....RTAQLQCEKKRTDDLIES LPKS ADQ RSGS.....VVPPEW DCV  Y S   
Pf_Nitl2                          M    V   L               F   SI F DI V.....RTAQLRCEKKRTDDLIES LPKS ADQ RSGS.....AVPPES ECV  Y S   
Pf_Nitl                           M    V   L               F   SI F DI V.....RTAQLRCEKKRTDDLIES LPKS ADQ RSGS.....AVPPES ECV  Y S   
Ps_Nitl                           M    V   L               F   SI F DI V.....RTAQLRCEKKRTDDLIES LPKS ADQ RSGS.....AVPPES ECV  Y S   
Ca_Nitl                                                    F   TI F DI V..................................QGQ.....DVLPEW DAV  Y S   
Bea_Nitl                          M    V   L               F   SI F DI V.....RTAQLQVEKKRTDDLLES LPKS ADQ KSGN.....MPPPEW ECV  Y S   
Bi_sGC1                           M    V   M               F   TV F DV V....................... LPRA AEK KQGQ.....SIRAEL DTV  Y S   
Bi_Nitl    ........................................................... .
Dg_Nitl                           M    V   L               F   SI F DI V.....RTSQLQAEKKRTDDLLES LPKS ADK KAGT.....VVPPEW DCV  Y S   
Lt_Nitl                           M    V   L               F   TI F DI V.....RTAQLQSEKKKTDDLLES LPKS ADQ KSGH.....VVPPEK ECV  Y S   
Ml_NIT-like                                                 F   TI F DI V..........................................MVLPEK ECV  Y S   
Vs_Nitl    ........................................................... .
Oc_Nitl                                                    F   TI F DI V..........................................MVPPEK ECV  Y S   
Ocg_Nitl                          M    V   L               F   TI F DI V.....RTAQLQVEKKKTDDLLES LPKS ADS KSGN.....MVPPEK ECV  Y S   
Ocg_Nitl2                         M    V   L               F   TI F DI V.....RTAQLQVEKKKTDDLLES LPKS ADS KSGN.....MVPPEK ECV  Y S   

430       440       450       460       470           480    

Hs_SGCY1    FN               V  L   Y       D             VETV    M VS GG  AFCSKHASGEGAMKI NL NDL TRFDTLT SRKNPFVYK....    GDKY T   
Ml_sGC3     FT           P   A  L   Y      I              VETI    MVV GG  SICSQ.IS... MDV RM NAM MTFDSL SNRKS..VYKRNVQ    GDGY   V  
Oc_sGC3                      A  L   Y      L              VETI    MVV G...............MQV KM NEM MTFDSL SKRKS..VYK....    GDGY   V  
Ml_sGC1                         L          LE             IETA    LVVS GRHVRSSTVSDD........AL RS..KRDEAV  SH.R..VNE....    AGEC     
Ca_sGC1     FQ           P   V  L   Y      LE             IETA    LVVS GD  RLAARDMS... FAY RF ETF TRIAEV  SH.N..VNE....    AGEC     
Pf_sGC2    ........................................................... .
Pb_sGC2     FQ           P   V  L   Y      LE             IETA    LVVS GD  RLAARDMS... FAY RF ETF PRIAEV  SH.T..VNE....    AGEC     
Oc_sGC2     FQ           P   V  L   Y      LE             IETA    LVVS GD  RLAARDMS... FAY RF ETF TRIAEV  SH.S..VNE....    AGEC     
Ml_sGC2     FQ           P   V  L   Y      LE             IETA    LVVS GD  RLAARDMS... FAY RF ETF ARIAEV  SH.S..VNE....    AGEC     
Vs_sGC2     FQ           P   V  L   Y      LE             IETA    LVVS GD  RLAARDMS... FAY RF ETF ARIAEV  SH.S..VNE....    AGEC     
Hc_sGC1    ........................................................... .
Dg_sGC1    ........................................................... .
Bea_sGC1                 P   V  L   Y      LE             IETA    LVVS G.........MS... FAY RF EAF MRIAEV  SH.K..VNE....    AGEC     
Hc_sGC2                  P   V  L   Y      LE             IETA    LVVS G.........MS... FAY RF ETF TRIAEV  SH.K..VNE....    AGEC     
Oc_sGC1                  P   V  L   Y      LE             IETA    LVVS G.........MS... FAY RF EAF TRIAEV  SH.K..VNE....    AGEC     
Ml_sGC4     FS               A  L   Y       D             VETI    MLVS GS  VPHGWSLS....QLV AL NRM MTFDTLT ANSN..VYK....    GDAY     
Oc_sGC4     FT           P   A  L   Y       D             VETI    MLVS GG  EICSS.LS... MQV GL NRM MTFDTLT ASPN..VYK....    GDAY     
Hc_sGC4     FS           P   A  L   Y      V              VETV    LLV GG  TICKT.LT... MQI CL NSM MTFDKL QSHPK..IYK....    GDAY   G  
Pp_sGC2     FN           P   A  L   Y      VE             VETV    LLV GG  ELCSS.LT... MQV LL NSM MTFDKL  QHTS..IYK....    GDAY   G  
Pb_sGC4     FN           P                                VETV    LLV GG  ELCSS.LT... MQ..............................    GDAY   G  
Hs_SGCY3    FT           P   I  L   Y                     VETI     VA GG  AICSQ.CS... LQV TM NAL TRFDQQCGEL.D..VYK....    GDAYC  G  
Hs_SGCY2    FT           P   I  L   Y                     VETI     VA GG  AICAQ.CT... MQV SM NEL TRFDHQCGFL.D..IYK....    GDAYC  A  
Ed_sGC4     FT           P   V  L   Y      ID             VETI    MVVS GG  NLSSS.ST... MEV EL NQM TAFDSI  EH.D..VYK....    GDAY     
Pb_Nitl                      L  L   Y      IE             VETI    MVVS GAIGRFCLR.......QKV EM NDL TLFDTC  KY.D..CYK....    GDAY     
Ed_Nitl     FT           P   V  L   Y      IE             IETI    MVAS GG  HLCSK.SA... IEV SL NDL TLFDEC  KY.D..CYK....    GDAY     
Hc_Nitl     FT           P   L  L   Y      IE             VETI    MVVS GG  AISSL.ST... QQV EM NDL TLFDTC  KY.D..CYK....    GDAY     
Pf_Nitl2    FT           P   L  L   Y      IE             VETI    MVVS GG  AISSL.SS... HQV EM NDL TLFDTC  KY.D..CYK....    GDAY     
Pf_Nitl     FT           P   L  L   Y      IE             VETI    MVVS GG  AISSL.SS... HQV EM NDL TLFDTC  KY.D..CYK....    GDAY     
Ps_Nitl     FT           P   L  L   Y      IE             VETI    MVVS GG  AISSL.SS... HQV EM NDL TLFDTC  KY.D..CYK....    GDAY     
Ca_Nitl     FT               L  L   Y      IE             VETI    MVVS GG  SLSGD.ST...AMQV DL NDL TVFDEC  KY.D..CYK....    GDAY     
Bea_Nitl    FT           P   L  L   Y      IE             VETI    MVVS GG  AISSG.SK... IEV DM NDL TLLDTC  KY.D..CYK....    GDAY     
Bi_sGC1     FT           P   V  L   Y      IE             VETI    ML   S  NLCSQ.ST... MEV AF DDM TMFDSI  SY.D..VYK....    GDAY  .. .
Bi_Nitl                                                   VETI    MVVS G...................................Y.D..CYK....    GDAY     
Dg_Nitl     FT           P   L  L   Y      IE             VETI    MAVS GG  AISSK.SK... MEV DM NDL TLFDTC  KY.D..CYK....    GDAY     
Lt_Nitl     FT           P   L  L   Y      IE             VETI    MVVS GG  AISSL.SK... MEV DM NDL TVFDTC  KY.D..CYK....    GDAY     
Ml_NIT-like  FT           P   L  L   Y      IE             VETI    MVVS GG  AISSL.SK... MEV DM NDL TVFDTC  KY.D..CYK....    GDAY     
Vs_Nitl    ........................................................... .
Oc_Nitl     FT           P   L  L   Y      IE             VETI    MVVS GG  AISSL.SK... MEV DM NDL TVFDTC  KY.D..CYK....    GDAY     
Ocg_Nitl    FT           P   L  L   Y      IE             VETI    MVVS GG  AISSL.SK... MEV DM NDL TVFDTC  KY.D..CYK....    GDAY     
Ocg_Nitl2   FT           P   L  L   Y      IE             VETI    MVVS GG  AISSL.SK... MEV DM NDL TVFDTC  KY.D..CYK....    GDAY     

CYCc
HNOB domain
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Hs_SGCY1   LP      HH   I    L     A            V   I  GI TG  V GVIG RM  EPC..I  ARS CHLA DMMEI GQVQVD...GES QIT ..  H  EV T    Q  
Ml_sGC3    IP  Q   RH   AA   I     L       L    M  KL  GI SGP VAGVMG KV  NT ..E  AEY  DMA DMLAG KKVELPF EGK. AV  ..  N   I      W  
Oc_sGC3    IP  Q   KH   AA   I     L       L    M  KI  GL SGP VAGVMG KV  TY ..E  AEY  EMA DMLIG RSVELPF .EDN RV  ..  N   V      W  
Ml_sGC1    LP  S   KH   IA   L     M       V    V  RL  GI SG             DR PTT  CSE  LTA GLRSV CRGLQLG HGDF CF  IQ  A  ST.........
Ca_sGC1    LP  T   KH   IA   L     M       V    V  RL  GI TGP AAGVIG KL  DR T.S  CSE  HTA GFRSI CRGLQLG HGDF CF  IQ  A   C      V  
Pf_sGC2                                                GI TGP AAGIIG KL............................................  A   C      V  
Pb_sGC2    LP  T   KH   IA   L     M       V    V  RL  GI TGP AAGIIG KL  DK ..P  CSE  LTA GLRSV CRGLQLG HGDF CF  IQ  A   C      V  
Oc_sGC2    LP      KH   IA   L     M       V    V  RL  GI TGP AAGIIG KL  DRI..P  CSE  MTA GLRSV CRGLQLG HGDF CF  IQ  A   C      V  
Ml_sGC2    LP      KH   IA   L     M       V    V  RL  GI TGP AAGIIG KL  DRI..P  CSE  LTA GLRSV CRGLQLG HGDF CF  IQ  A   C      V  
Vs_sGC2    LP      KH   IA   L     M       V    V  RL  GI TGP AAGIIG KL  DRI..P  CSE  LTA GLRSV CRGLQLG HGDF CF  IQ  A   C      V  
Hc_sGC1                            M       V    V  RL  GI TGP AAGIIG KL........................ CRGLQLG HGDF CF  IQ  A   C      V  
Dg_sGC1                            M       V    V  RL  GI SGP AAGVIG KL........................ CRGLQLG HGDF CF  IQ  A   C      V  
Bea_sGC1   LP  S   KH   IA   L     M       V    V  RL  GI SGP AAGIIG KL  DR STS  CSE  HTA GLRSV CRGLQLG HGDF CF  IQ  A   C      V  
Hc_sGC2    LP  S   KH   IA   L     M       V    V  RL  GI SGP AAGIIG KL  DR PTS  CAE  LTA GLRSV CRGLQLG HGDF CF  IQ  A   C      V  
Oc_sGC1    LP  S   KH   IA   L     M       V    V  RL  GI SGP AAGIIG     DR PTS  CSE  LTA GLRSV CRGLQLG HGDF CF  IQ  A   C      ...
Ml_sGC4    LP  T   HH   AA   M     I       L    L  KL  GM SGP VAGVVG KV  DR ..E  AKH  DVA EMVQA QKVKINF .KEP SV  ..  H   V      W  
Oc_sGC4    LP  T   HH   AA   M     I       L    L  KL  GM SGP VAGVVG KV  DR ..E  AKH  DIA EMIQA QNVKIAF .KEP AV  ..  H   V      W  
Hc_sGC4    LP       H   AA   I     I       L    I  KL  GI TGP VA         IED..DN ARH  DIA DMVQQ AEVKVDF .TEP SI  ..  H   V  .......
Pp_sGC2    LP       H   AA   I     I       L    I  KL  GI TGP VAGVVG KV  TKD..DN AKY  NIA EMVQK QQVKVDF .KSS SV  ..  H   V      W  
Pb_sGC4    LP       H   AA   I     I       L    I  KL  GI TGP VA   G KV  TKD..DN AKY  NIA EMVQK QQVKVDF .KSS SV  ..  H   V  ... W  
Hs_SGCY3   L   S    H   IA   L                  I  RI  GL SG   AGVVG KM HKE ..DT AVQ  LMA KMMELSDEVMSPH..GEP KM  ..  H  SVF     V  
Hs_SGCY2   L   S    H   IA   L                  I  RI  GI SG  LAGVVG RM HRK ..LC AKP  LMA KMMELSEEVLTPD..GRP QM  ..  H  SV      V  
Ed_sGC4    VP  N   KH   IA   I                  V  RA  GV SGP V GVVG KM  NK G.D  AEE  MMA KIVMFCRGFRVPHRADQI NI  ..  H   V T    L  
Pb_Nitl    LP  N   RH   IA   L     I       L    L  RI  GM SGP VAGIVG KM  IR E.D  AAQ  LMS DFLDN RNFKIAH PEEK RI  ..  H   V      K  
Ed_Nitl    LP  N   RH   I    L     V            L  RI  GM SGP  AGV       IR G.L  AAQ SLMS EFLNK ESFVIRHFPEEK KI  ..  H   VC   .....
Hc_Nitl    LP  N   RH   IA   L     I       L    L  RI  GM SGP VAGIVG KM  IR G.D  AAQ  LMS DFLDS RNFKIAH PEEK RI  ..  H   V      K  
Pf_Nitl2   LP  N   RH   IA   L     I       L    L  RI  GM SGP VAGIVG KM  IQ G.D  AAQ  LMS DFLDS SNFKIAH PNEK RI  ..  H   V      K  
Pf_Nitl    LP  N   RH   IA   L     I       L    L  RI  GM SGP VAGIVG KM  IQ G.D  AAQ  LMS DFLDS SNFKIAH PNEK RI  ..  H   V      K  
Ps_Nitl    LP  N   RH   IA   L     I       L    L  RI  GM SGP VAGIVG KM  IQ G.D  AAQ  LMS DFLDS SNFKIAH PNEK RI  ..  H   V      K  
Ca_Nitl    LP  N   RH   IA   L     V            L  RI  GI SGP VAGIVG KM  IR G.D  AAQ  LMS DFLNN KNFVIRHKPDAQ MI  ..  H   V      K  
Bea_Nitl   LP  N   RH   I    L     V       L    I  RI  GM SGP VAGIVG KM  IR G.E  AAQ GLMS DFLDN NNFVIGH PNEK KI  ..  H   V      K  
Bi_sGC1    ............................................................
Bi_Nitl    LP  N   RH   IA   L     L       L    L  RI  GM SGP VAGIVG KM  VR G.D  AAQ  LMS NFLSC KTFVISH PEKK NI  ..  H   A      K  
Dg_Nitl    LP  N   RH   IA   L     I       L    L  RI  GM SGP VAGIVG KM  IR G.D  AAQ  LMS DFLTC KHFVVSH PTER KI  ..  H   V      K  
Lt_Nitl    LP  N   RH   IA   L     I       L    L  RI  GM SGP VAGIVG KM  VR G.N  AAQ  LMS DFLGC KTFVISH PEKK MI  ..  H   V      K  
Ml_NIT-like LP  N   RH   IA   L     L       L    L  RI  GM SGP VAGIVG KM  VR G.D  AAQ  LMS DFLSC NTFVISH PDKK NI  ..  H   V      K  
Vs_Nitl                                                               M........................................................... 
Oc_Nitl    LP  N   RH   VA   L     L       L    L  RI  GM SGP VAGIVG KM  VR G.D  AAQ  LMS DFLSS KTFVISH PDKK NI  ..  H   V      K  
Ocg_Nitl   LP  N   RH   VA   L     L       L    L  RI  GM SGP VAGIVG KM  VR G.D  AAQ  LMS DFLSS NTFVISH PDKK NI  ..  H   V      K  
Ocg_Nitl2  LP  N   RH   VA   L     L       L    L  RI  GM SGP VAGIVG KM  VR G.D  AAQ  LMS DFLSS NTFVISH PDKK NI  ..  H   V      K  
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Hs_SGCY1   PRYCL        FG TVN   R  TT    KINV       S      L         F     ........  N   LTS TE  GEKG    ....... EYTYRC MSPENSDPQ 
Ml_sGC3    PRY V        FGDTVN V  L ST                                F   G ........      V NV E  .............................SKN 
Oc_sGC3    PRY V        FGDTVN V  L ST    RI I       S                    G ........      V NV E  SKPN  H ....... ES...............
Ml_sGC1    ............................................................
Ca_sGC1    PRFCV        FG TVNTA RM ST    RIQI       T     VL         F     ........  N     A  K  CLGM    ....... EACKY  ......EEE 
Pf_sGC2    PRFCV        FGDTINTA RM ST    RIQI       T     IL         F     ........        A  K  AIGM    ....... DVCCD  ......EEE 
Pb_sGC2    PRFCV        FGDTINTA RM ST    RIQI       T     IL         F     ........        A  K  AIGM    ....... DVCCD  ......EEE 
Oc_sGC2    PRFCV        FGDTVNTA RM ST    RIQI       T     VL         F     ........        A  K  AIGM    ....... DVCSE  ......EEE 
Ml_sGC2    PRFCV        FGDTVNTA RM ST    RIQI       T     VL         F     ........        A  K  AIGM    ....... DVCSE  ......EDE 
Vs_sGC2    PRFCV        FGDTVNTA RM ST    RIQI       T     VL         F     ........        A  K  AIGM    ....... DVCSE  ......EDE 
Hc_sGC1    PRFCV        FGDTINTA RM ST    RIQI       T     IL         F     ........        A  K  AIGM    ....... DVCCD  ......EDD 
Dg_sGC1    PRFCV        FGDTVNTA RM SS    RIQI       T     IL         F     ........        A  K  CLGM    ....... DICSV  ......EEG 
Bea_sGC1   PRFCV        FGDTVNTA RM ST    RIQI       T     IL         F     ........        A  K  CLGM    ....... DICSI  ......EEG 
Hc_sGC2    PRFCV        FGDTVNTA RM ST    RIQI       T     IL         F     ........        A  K  CLGM    ....... DICSF  ......EEG 
Oc_sGC1    ............................................................
Ml_sGC4    PRYCL        FGDTVNTA RM S     KI I       S      L         Y     ........        S  E ASEAL  H ....... DSTNEH ....KRYGN 
Oc_sGC4    PRYCL        FGDTVNTA RM T     KI I       S      L         Y     ........        S  E ASEAL  H ....... DSTNEH ....KRYGN 
Hc_sGC4    ............................................................
Pp_sGC2    PRYCL        FGDTVNTA RM TS    KI I       S      L         Y     ........        S  E  SEAL  H ....... DATNEC ....KRYGN 
Pb_sGC4    PRFCL        FGD  T       S     V L              V         Y     SLYLCLSV   IN WCDPRQV MSPMS C FVCLSLSLSTPFLQ WWDGRCRGN 
Hs_SGCY3   PRYCL        FG NVT A K  S     KINV       S     LL         F     ........  N   L N FE CSVPR    ....... PTTYR  ....KDCPG 
Hs_SGCY2   PRYCL        FG NVT A K  S     RINV       S     LL         F     ........  N   L S FE GSHPR    ....... PTTYQ  ....KREES 
Ed_sGC4    PRFCL        FGDTVN A RM ST    KIQV       S     LL         F     ........      M S  E  GEAL    ....... PTTHR  ....KDRED 
Pb_Nitl    PRYCL        FGDTVNTA RM SN    KIQM       S     IL         F     ........        S  E  GEAE    ....... SQSHD  ....KINGG 
Ed_Nitl    ............................................................
Hc_Nitl    PRYCL        FGDTVNTA RM SN    KIQM       S     IL         F     ........        S  E  GEAL    ....... LQSHD  ....NIHGG 
Pf_Nitl2   PRYCL        FGDTVNTA RM SN    KIQM       S     IL         F     ........        S  E  GEAL    ....... SQSHD  ....KIHGG 
Pf_Nitl    PRYCL        FGDTVNTA RM SN    KIQM       S     IL         F     ........        S  E  GEAL    ....... SQSHD  ....KIHGG 
Ps_Nitl    PRYCL        FGDTVNTA RM SN    KIQM       S     IL         F     ........        S  E  GEAL    ....... SQSHD  ....KIHGG 
Ca_Nitl    PRYCL        FGDTVNTA RM SN    KI M       S     IL         F     ........        S  E  GQAL  H ....... EQTYN  ....IKHGG 
Bea_Nitl   PRYCL        FGDTVNTA RM SN    KIQM       S     IL         F     ........        S  E  GEAL    ....... EQSYK  ....DNHGG 
Bi_sGC1    ............................................................
Bi_Nitl    PRYCL        FGDTVNTA RM SN    KIQM       S     IL         F     ........        S  E  GEPE    ....... SQSYS  ....SSHGG 
Dg_Nitl    PRYCL        FGDTVNTA RM SN    RIQM       S     IL         F     ........        S  E  GEPE    ....... EQSYN  ....ASHGG 
Lt_Nitl    PRYCL        FGDTVNTA RM SN    KIQM       S     IL         F     ........        S  E  GEAL    ....... SQSYG  ....SEHGG 
Ml_NIT-like PRYCL        FGDTVNTA RM SN    KIQM       S     IL         F     ........        S  E  GEAK    ....... TQSYG  ....SNHGG 
Vs_Nitl    PRYCL        FGDTVNTA RM SN    KIQM       S     IL         F     ........        S  E  GEAK    ....... TQSYG  ....SNHGG 
Oc_Nitl    PRYCL        FGDTVNTA RM SN    KIQM       S     IL         F     ........        S  E  GMAE    ....... SQSYN  ....ANHGG 
Ocg_Nitl   PRYCL        FGDTVNT  RM SN    KIQM       S     IL         F     ........       SS  E  GIAG    ....... SQSYS  ....SNHGG 
Ocg_Nitl2  PRYCL        FGDTVNT  RM SN    KIQM       S     IL         F     ........       SS  E  GIAG    ....... SQSYS  ....SNHGG 

CYCc
Adenylyl- / guanylyl cyclase, catalytic domain
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Hs_SGCY1       R G    KGK    Q W                                       HLEH . PVSM   KEPM V FL...SRKNT.............................
Ml_sGC3    I                 T WL                                       SR............... Y  C...GRRTSDTNPFENEEAEDEALP.............
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    L   R G    KGKG   T WL                                       ISK . VIYV    EME H  I...GVRNN.............................
Pf_sGC2    L   R G    KGKG   T WL                                       ISK . TIFV    EME H  I...GNRNS..........NEDINN.............
Pb_sGC2    L   R G    KGKG   T WL                                       ISK . TIFV    EME H  I...GSRNSNEDMNSYSNNNNNNNNNGGGNKSGSGGGR
Oc_sGC2    I   R G    KGKG   T WL                                       VSK . IIFV    EME H  I...GVRNS...........NEDLS.............
Ml_sGC2    I   R G    KGKG   T WL                                       VSK . VIFV    EME Y  I...GVRNSTEDLTSYNNNSNNNNN.............
Vs_sGC2    I   R G    K                                                 VSK . VIFV ................................................
Hc_sGC1    L   R G    KGKG   T WL                                       IAK . TIFV    EME H  I...GNRTS.............................
Dg_sGC1    L   R G    KGKG   T WL                                       VTK . TIFV    EME H  I...GERN..............................
Bea_sGC1   V   R G    KGKG   T WL                                       VTK . TIFV    EME H  I...SERNS.............................
Hc_sGC2    V   R G    KGKG   T WL                                       ISR . IIFV    ELE H  I...GERNS.............NDD.............
Oc_sGC1    ............................................................
Ml_sGC4    I   R G    KGKG   T WL                                       TRQ . WHSH    QLP Y  C...GQGDNILPSYTQTELMEEEAK.............
Oc_sGC4    I   R G    KGKG   T WL                                       TRQ . WHAH    QLP Y  C...GQGDTILASYTKNELMEEEAK.............
Hc_sGC4    ............................................................
Pp_sGC2    I   R G    KGKG   T WL                                       TRQ . WHDH    QLP Y  C...GQGDTLLTSYTKEELTEEEAK.............
Pb_sGC4    I   R G    KGKG   T WL                                       TRQ . WHDH    QLP Y  C...GQGDT.............................
Hs_SGCY3   V   R        R      F                                        FTP .......S EELPPN PS.....................................
Hs_SGCY2       R        R      F                                       TFIP .......S EELPDN PK.....................................
Ed_sGC4        R G    KGKG   T WL                                      RFEY . KVEV    TQE H  L...GRDN..............................
Pb_Nitl    V   R G    K        Y                                        TES . LVEM VLEMLNDL TLFDTCIEKYDCYKVETIGDAYMVVS.............
Ed_Nitl    ............................................................
Hc_Nitl    V   R G    KGKG   T WL                                       TES . LVEM    KVP F  K...GVEND.............................
Pf_Nitl2   V   R G    KGKG   T WL                                       TEC . LVEM    KVE F  K...GVENN.............................
Pf_Nitl    V   R G    KGKG   T WL                                       TEC . LVEM    KVE F  K...GVENN.............................
Ps_Nitl    V   R G    KGKG   T WL                                       TEC . LVEM    KVE F  K...GVENN.............................
Ca_Nitl    V   R G    KGKG   T WL                                       IEY . LVEM    KLP Y  Q...GLDE..............................
Bea_Nitl   I   R G    KGKG   T WL                                       IEA . LIEM    LVQ Y  Q...GVDKA.............................
Bi_sGC1    ............................................................
Bi_Nitl    I   R G    KGKG   T WL                                       IDP E LVDM    KQQ Y  Q...GVEKD.............................
Dg_Nitl    V   R G    KGKG   T WL                                       IEP . LVEM    KIP Y  Q...SIEKD.............................
Lt_Nitl        R G    KGKG   T WL                                      EIDP E LIEM    LQQ Y  Q...GVEKD.............................
Ml_NIT-like V   R G    KGKG   T WL                                       IQP D LVDM    KQQ Y  Q...GVEKD.............................
Vs_Nitl    V   R G    KGKG   T WL                                       IQP D LVDM    KQQ Y  Q...GVEKD.............................
Oc_Nitl    V   R G    KGKG   T WL                                       IEP D LVDM    LQQ Y  H...GVEKY.............................
Ocg_Nitl   I   R G    KGKG   T WL                                       IEP D LVDM    LQQ Y  Q...GVEKY.............................
Ocg_Nitl2  I   R G    KGKG   T WL                                       IEP D LVDM    LQQ Y  Q...GVEKY.............................

                                                            

Hs_SGCY1   ............................................................
Ml_sGC3    ............................................................
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    ............................................................
Pf_sGC2    ............................................................
Pb_sGC2    NKKKQSNWSMESAARGVVRQIALTNPILVITHNLCSNPPFTFVKEAGVTEGLGGASADDG
Oc_sGC2    ............................................................
Ml_sGC2    ............................................................
Vs_sGC2    ............................................................
Hc_sGC1    ............................................................
Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ............................................................
Oc_sGC1    ............................................................
Ml_sGC4    ............................................................
Oc_sGC4    ............................................................
Hc_sGC4    ............................................................
Pp_sGC2    ............................................................
Pb_sGC4    ............................................................
Hs_SGCY3   ............................................................
Hs_SGCY2   ............................................................
Ed_sGC4    ............................................................
Pb_Nitl    ............................................................
Ed_Nitl    ............................................................
Hc_Nitl    ............................................................
Pf_Nitl2   ............................................................
Pf_Nitl    ............................................................
Ps_Nitl    ............................................................
Ca_Nitl    ............................................................
Bea_Nitl   ............................................................
Bi_sGC1    ............................................................
Bi_Nitl    ............................................................
Dg_Nitl    ............................................................
Lt_Nitl    ............................................................
Ml_NIT-like ............................................................
Vs_Nitl    ............................................................
Oc_Nitl    ............................................................
Ocg_Nitl   ............................................................
Ocg_Nitl2  ............................................................



                                                            

Hs_SGCY1   ............................................................
Ml_sGC3    ........VAVAKQPVTKTKKTTVP...................................
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    .........MTEEEMSVYAGNKMSST..................................
Pf_sGC2    ........YSNNNNSGGNTGHKQSGSR.................................
Pb_sGC2    KEGHKSKSKSSKSNAFQFLTTSVNIIFSLHHLSLAPQPISLYITQVSGSCEWTRLRSRSS
Oc_sGC2    ........NYNSGNNNSASKNTS.....................................
Ml_sGC2    ........NNNNNNNNNNNNNSGNKTSNR...............................
Vs_sGC2    ............................................................
Hc_sGC1    ...........NDEMNNYNNGSSGDSRQGATDPGREPVR.....................
Dg_sGC1    ............................................................
Bea_sGC1   ............................................................
Hc_sGC2    ........IQRLTNKSTITNHASAPAAA................................
Oc_sGC1    ............................................................
Ml_sGC4    ........KQVNQVLEQVNEGAQLSADVLNQLSNNP........................
Oc_sGC4    ........KQVNQVLEQVNEGALSVDVLQQLSNNPALQRQIN..................
Hc_sGC4    ............................................................
Pp_sGC2    ........KQVNDVLEQLPDGSTAAAEMIQQMGGFNPALQR...................
Pb_sGC4    ............................................................
Hs_SGCY3   ..........EIPGICHFLDAYQQG...................................
Hs_SGCY2   ..........EIPGICYFLEVRTGPKP.................................
Ed_sGC4    .........LSISNCLSPASHKRIFKGALP..............................
Pb_Nitl    ........GLPIRNEDRHAAQIALMSLDFLDNIRNFKIAHLPEEKLRIRIGMHSDNLTSR
Ed_Nitl    ............................................................
Hc_Nitl    .........INLNNPRHFTDQAALL...................................
Pf_Nitl2   .........INLTNPRTFTDQAVLA...................................
Pf_Nitl    .........INLTNPRTFTDQAVLA...................................
Ps_Nitl    .........INLTNPRTFTDQAVLA...................................
Ca_Nitl    ............................................................
Bea_Nitl   .........LNLTNPRQFTDQTTQK...................................
Bi_sGC1    ............................................................
Bi_Nitl    .........LNIDNPRHFTDRTALQ...................................
Dg_Nitl    .........LHVLNPRQFTDQATAL...................................
Lt_Nitl    .........LNVDNPRHFTDHTALL...................................
Ml_NIT-like .........LNIDNPRHFTDKTALL...................................
Vs_Nitl    .........LNIDNPRHFTDKTALL...................................
Oc_Nitl    .........LNVDNPRQFTDKATLM...................................
Ocg_Nitl   .........LNIGNPRHFTDKTALL...................................
Ocg_Nitl2  .........LNIGNPRHFTDKTALL...................................
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Hs_SGCY1   ...................................GTEETKQDDD...............
Ml_sGC3    ..................TDMGLDVMVDPESSSVISAEGVRSVEERWKIVVEKIRKFEKE
Oc_sGC3    ............................................................
Ml_sGC1    ............................................................
Ca_sGC1    ..................QKVQDIPNEDQVTSSKSSNKKQKDDKSKFSMNSKSLGPFS..
Pf_sGC2    ..................SQKKQSNWSMEEGLGGAGDEGKGGHKSKAKSSRSNG......
Pb_sGC2    IDQSEDCVTIPSGRPTTAPDTSQVSFRTSRQNSAAAGSRDFINLQEQSTKNVSMVNRSTH
Oc_sGC2    ..................NRKKASNWSGTDQTNGVGAEDSKSKSKTKPGRSNGGVNGR..
Ml_sGC2    ..................KQPVRTTWPGQPTSSTHTNEEAKSKNKPKAGHSNGGLNSR..
Vs_sGC2    ............................................................
Hc_sGC1    ..................KAKKQSSSWSIEEGLRGGATDDLKDGHKSKPKSDRSPKYG..
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