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Supplementary Figure Legends
Supplementary Figure 1. Pig NEC Model. Premature piglets were delivered via Cesarean section on day of life (DOL) 0. All piglets received bovine colostrum for the first 24 h. Piglets in Group 1, the colostrum-fed group, received colostrum for the remainder of the experiment. Piglets in Group 2, the formula-fed group, began receiving Neocate Junior formula after the first 24 h. Piglets were sacrificed when they met euthanasia criteria or at the end of the experiment on day 5. At the time of necropsy, internal organs, intestinal samples and stool samples were collected for further processing. 

Supplementary Figure 2. Regional Intestinal Injury. (A) Gross injury scores by region of intestine. (B) Histologic injury scores by region of intestine. Variability of sample means was reported as a standard error of the mean (SEM). 

Supplementary Figure 3. Additional Alpha Diversity Indices. (A) ACE Index within feeding regimen (p=0.002) and incidence of NEC (p=0.038). (B) Chao1 Index within feeding regimen (p=0.002) and incidence of NEC (p=0.038). (C) Faith Phylogenetic Diversity Index within feeding regimen (p=0.397) and incidence of NEC (p=0.500). (D) Simpson Diversity Index within feeding regimen (p=0.011) and incidence of NEC (p=0.003). Pairwise comparisons between groups were made using the Kruskal-Wallis test (p<0.05). Data are represented as box and whisker plots that denote minimum, maximum, and interquartile range values.

Supplementary Figure 4. Additional Alpha Diversity Indices. Principal coordinate analysis (PCoA) plots of beta diversity clustering. (A) Effects of feeding regimen (p=0.087) and incidence of NEC (p=0.148) derived from the unweighted UniFrac distance matrix. (B) Effects of feeding regimen (p=0.001) and incidence of NEC (p=0.029) derived from Jaccard distance matrix. (C) Effects of feeding regimen (p=0.008) and incidence of NEC (p=0.010) derived from Bray-Curtis dissimilarity matrix. All matrix distances were analyzed by PERMANOVA using 999 randomizations of the data.

Supplementary Figure 5. Taxonomic Relative Abundance Within Individual Samples Based on Treatment. (A) Class level taxa distribution within feeding regimen. Bars represent mean relative percentage of each corresponding bacterial class. (B) Family level taxa distribution within feeding regimen. Bars represent mean relative percentage of each corresponding bacterial families. (C) Genus level taxa distribution within feeding regimen. Bars represent mean relative percentage of each corresponding bacterial genera. For all relative abundance data, pairwise comparisons between groups were made using the Kruskal-Wallis test (p<0.05). 

Supplementary Figure 6. Taxonomic Relative Abundance Within Individual Samples Based on Incidence of NEC. (A) Class level taxa distribution within incidence of NEC. Bars represent mean relative percentage of each corresponding bacterial class (B) Family level taxa distribution within incidence of NEC. Bars represent mean relative percentage of each corresponding bacterial families. (C) Genus level taxa distribution within incidence of NEC. Bars represent mean relative percentage of each corresponding bacterial genera. For all relative abundance data, pairwise comparisons between groups were made using the Kruskal-Wallis test (p<0.05). 
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