A Pearson correlation between samples
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Supplementary Figure 2. Gene expression levels and their correlation among samples. (A) Heat
maps showing the correlations between the transcriptomes of four biological replicates for each
genotype among the two genotypes investigated at the 20" and 30" day after pollination.
IA2132_20 and PHW30 20 represent DEGs at the 20" day after pollination. Similarly,
IA2132_30 and PHW30_30 represent DEGs at the 30™ day after pollination. (B) gene expression
levels for 16 samples at the 20" and 30" day after pollination.



