Table S1 The information of overall breast cancer SNPs
	SNP
	effect allele
	other allele
	β
	MAF
	se
	pval
	R2
	F

	rs10012017
	T
	G
	0.055293
	0.256709
	0.009224
	2.04E-09
	0.001167
	399.8274

	rs10096351
	G
	A
	0.10384
	0.573188
	0.007946
	4.98E-39
	0.005276
	1815.488

	rs1027113
	A
	G
	0.086753
	0.919367
	0.014209
	1.02E-09
	0.001116
	382.3769

	rs10941679
	G
	A
	0.143762
	0.273067
	0.009072
	1.47E-56
	0.008205
	2831.803

	rs11205303
	C
	T
	0.047544
	0.411694
	0.008039
	3.33E-09
	0.001095
	375.2195

	rs11249433
	G
	A
	0.104255
	0.433067
	0.008001
	8.23E-39
	0.005337
	1836.698

	rs11571815
	A
	G
	0.297191
	0.010696
	0.041572
	8.75E-13
	0.001869
	641.003

	rs11684853
	T
	G
	-0.04434
	0.545598
	0.007934
	2.29E-08
	0.000975
	334.0444

	rs11948828
	A
	C
	0.05225
	0.25115
	0.009217
	1.44E-08
	0.001027
	351.8654

	rs11977670
	A
	G
	0.055486
	0.446184
	0.00796
	3.16E-12
	0.001521
	521.5962

	rs12366617
	A
	C
	-0.05009
	0.284456
	0.008681
	7.89E-09
	0.001022
	350.034

	rs12487185
	G
	A
	0.046989
	0.319642
	0.008505
	3.29E-08
	0.00096
	329.0365

	rs12594752
	T
	C
	-0.09096
	0.124605
	0.011705
	7.79E-15
	0.001805
	618.97

	rs1268974
	G
	A
	-0.07799
	0.59625
	0.008076
	4.57E-22
	0.002929
	1005.47

	rs12878491
	A
	C
	-0.06697
	0.202209
	0.009704
	5.16E-12
	0.001447
	496.0378

	rs13329835
	G
	A
	0.072201
	0.240655
	0.009349
	1.14E-14
	0.001905
	653.4003

	rs16991615
	A
	G
	0.092433
	0.068193
	0.016012
	7.80E-09
	0.001086
	372.0681

	rs170801
	A
	C
	-0.06998
	0.261691
	0.008874
	3.13E-15
	0.001892
	648.938

	rs17253058
	A
	G
	0.067207
	0.152936
	0.01117
	1.78E-09
	0.00117
	401.0482

	rs17356907
	G
	A
	-0.08143
	0.279588
	0.008677
	6.33E-21
	0.002671
	916.7756

	rs183371710
	T
	C
	0.24898
	0.009844
	0.044903
	2.94E-08
	0.001208
	414.1558

	rs2007981
	A
	C
	-0.07142
	0.323601
	0.008373
	1.48E-17
	0.002233
	765.9736

	rs2016394
	A
	G
	-0.04322
	0.460915
	0.007916
	4.76E-08
	0.000928
	318.0564

	rs2403907
	A
	C
	-0.07763
	0.300845
	0.008551
	1.10E-19
	0.002535
	870.0867

	rs244294
	G
	A
	-0.07076
	0.288106
	0.00865
	2.83E-16
	0.002054
	704.4072

	rs2506892
	A
	G
	-0.06553
	0.304193
	0.008504
	1.30E-14
	0.001818
	623.3048

	rs2813549
	T
	C
	0.053482
	0.769747
	0.009301
	8.93E-09
	0.001014
	347.4151

	rs2853669
	G
	A
	-0.07498
	0.294277
	0.008563
	2.02E-18
	0.002335
	801.2653

	rs2912780
	T
	C
	-0.24409
	0.533242
	0.008016
	1.00E-200
	0.029659
	10462.41

	rs2992756
	C
	T
	-0.05995
	0.499066
	0.007875
	2.69E-14
	0.001797
	616.1577

	rs332529
	A
	G
	-0.06878
	0.149279
	0.010936
	3.18E-10
	0.001202
	411.8054

	rs34636650
	A
	G
	-0.09587
	0.2438
	0.009059
	3.56E-26
	0.003389
	1163.942

	rs35383942
	T
	C
	0.114758
	0.062571
	0.016757
	7.47E-12
	0.001545
	529.6415

	rs3769821
	T
	C
	-0.05477
	0.650983
	0.008323
	4.68E-11
	0.001363
	467.2228

	rs4442975
	T
	G
	-0.12893
	0.465398
	0.00785
	1.29E-60
	0.008272
	2854.938

	rs4523132
	T
	C
	-0.046
	0.410036
	0.008026
	9.95E-09
	0.001024
	350.7698

	rs4703870
	A
	G
	0.050714
	0.757267
	0.009133
	2.81E-08
	0.000945
	323.9471

	rs4752537
	G
	A
	-0.05052
	0.317399
	0.008476
	2.52E-09
	0.001106
	378.9815

	rs4784227
	T
	C
	0.207132
	0.285011
	0.009009
	5.61E-117
	0.017486
	6091.856

	rs4971059
	A
	G
	0.047553
	0.358665
	0.008243
	7.98E-09
	0.00104
	356.4589

	rs56234354
	A
	G
	0.050665
	0.277998
	0.008838
	9.90E-09
	0.00103
	353.0832

	rs60869157
	C
	T
	0.054477
	0.236406
	0.009385
	6.44E-09
	0.001071
	367.1508

	rs61865231
	A
	G
	0.06655
	0.136193
	0.011626
	1.04E-08
	0.001042
	357.0733

	rs62355901
	C
	T
	0.167036
	0.183489
	0.010525
	1.00E-56
	0.00836
	2885.835

	rs62517052
	C
	T
	0.074856
	0.102712
	0.013579
	3.54E-08
	0.001033
	353.9071

	rs630965
	T
	C
	0.094517
	0.645672
	0.008184
	7.52E-31
	0.004088
	1404.909

	rs6440006
	A
	G
	0.052042
	0.444012
	0.007959
	6.21E-11
	0.001337
	458.3413

	rs6472903
	T
	G
	0.067464
	0.839158
	0.010561
	1.68E-10
	0.001229
	421.0726

	rs6597981
	G
	A
	0.044786
	0.522198
	0.007895
	1.41E-08
	0.001001
	342.9493

	rs67801543
	T
	C
	0.074061
	0.128613
	0.011989
	6.52E-10
	0.001229
	421.346

	rs6787229
	A
	G
	-0.09662
	0.096243
	0.01316
	2.11E-13
	0.001624
	556.7652

	rs6787391
	T
	C
	0.05368
	0.379314
	0.008168
	4.97E-11
	0.001357
	465.0685

	rs68056147
	A
	G
	0.049089
	0.306789
	0.008592
	1.11E-08
	0.001025
	351.1908

	rs6912323
	T
	G
	0.164809
	0.084549
	0.014838
	1.16E-28
	0.004205
	1445.336

	rs72755295
	G
	A
	0.125799
	0.034552
	0.022257
	1.59E-08
	0.001056
	361.7862

	rs7297051
	T
	C
	-0.11703
	0.221441
	0.00935
	6.10E-36
	0.004722
	1624.036

	rs7626742
	T
	G
	0.103684
	0.56146
	0.007956
	8.08E-39
	0.005294
	1821.755

	rs7697216
	C
	T
	0.094265
	0.893385
	0.012474
	4.12E-14
	0.001693
	580.3991

	rs78540526
	T
	C
	0.268911
	0.093307
	0.014531
	1.84E-76
	0.012235
	4240.053

	rs9833888
	T
	G
	0.054616
	0.230284
	0.009433
	7.04E-09
	0.001057
	362.35

	rs9952980
	C
	T
	-0.05931
	0.339757
	0.008263
	7.12E-13
	0.001578
	540.9999



Note: SNP: single-nucleotide polymorphism; MAF: minor allele frequency; SE: standard error; β: standard deviation change in breast cancer per copy of the effected allele.



Table S2 The information of triple-negative breast cancer SNPs
	SNP
	effect_allele
	other_allele
	beta
	eaf
	se
	pval
	R2
	F

	rs10757261
	G
	A
	-0.0705
	0.6304
	0.012
	4.58E-09
	0.002316
	276.2273

	rs11049414
	G
	A
	-0.0949
	0.3085
	0.0128
	1.26E-13
	0.003842
	458.9706

	rs11903787
	A
	G
	-0.1119
	0.2471
	0.0141
	1.82E-15
	0.004659
	556.9696

	rs17215231
	T
	C
	-0.1656
	0.0792
	0.0232
	8.57E-13
	0.004
	477.8426

	rs2008198
	C
	T
	0.0772
	0.3732
	0.0122
	2.40E-10
	0.002788
	332.6986

	rs2046210
	A
	G
	0.1428
	0.3557
	0.0121
	5.57E-32
	0.009347
	1122.638

	rs2464195
	A
	G
	-0.068
	0.3721
	0.0122
	2.48E-08
	0.002161
	257.6562

	rs3136587
	G
	A
	-0.0967
	0.1613
	0.0161
	1.76E-09
	0.00253
	301.8056

	rs35668161
	A
	C
	0.0838
	0.2758
	0.0131
	1.56E-10
	0.002805
	334.7295

	rs3824987
	G
	A
	-0.0982
	0.4333
	0.0119
	1.34E-16
	0.004736
	566.1867

	rs4245739
	A
	C
	-0.1293
	0.7303
	0.0129
	1.51E-23
	0.006586
	788.8276

	rs55872725
	T
	C
	-0.0776
	0.4169
	0.0119
	6.43E-11
	0.002928
	349.3855

	rs616402
	T
	C
	-0.0728
	0.3049
	0.0128
	1.35E-08
	0.002246
	267.9029

	rs7297051
	T
	C
	-0.1448
	0.2344
	0.014
	4.74E-25
	0.007525
	902.2157

	rs729982
	C
	T
	0.1102
	0.1269
	0.0172
	1.37E-10
	0.002691
	321.0645

	rs739874
	G
	A
	-0.0741
	0.2574
	0.0136
	4.52E-08
	0.002099
	250.2912

	rs78378222
	G
	T
	-0.3791
	0.0092
	0.0668
	1.36E-08
	0.00262
	312.5748

	rs8002929
	G
	A
	0.0887
	0.7582
	0.0139
	1.91E-10
	0.002885
	344.2509

	rs9918437
	T
	G
	0.149
	0.0728
	0.0217
	6.52E-12
	0.002997
	357.696



Note: SNP: single-nucleotide polymorphism; MAF: minor allele frequency; SE: standard error; β: standard deviation change in triple-negative breast cancer per copy of the effected allele.
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Figure S1. Funnel plot for the overall breast cancer of SNPs. IVW stands for inverse variance weighted; MR stands for Mendelian randomization; IV, instrumental variable
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Figure S2. Funnel plot for the triple-negative breast cancer of SNPs. IVW stands for inverse variance weighted; MR stands for Mendelian randomization; IV, instrumental variable
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