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Platycodin-D exerts its anti-cancer effect by promoting c-Myc protein ubiquitination and degradation in gastric cancer
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Supplementary Data

Supplementary S1. PD inhibits cell growth and self-renewal ability in GC cell lines. (A) The IC50 of PD treated BGC-823, MKN74, GES-1, MKN1, MKN7, NUGC3, AZ521, MGC803, and MKN28 cells with different concentrations for 24 h. (B) The IC50 of PD treated BGC-823, MKN74, GES-1, MKN1, MKN7, NUGC3, AZ521, MGC803, and MKN28 cells with different concentrations for 48 h. (C) The IC50 of PD treated BGC-823, MKN74, GES-1, MKN1, MKN7, NUGC3, AZ521, MGC803, and MKN28 cells with different concentrations for 72 h. (D) The heat map demonstrates that the cell viability of AZ521 and NUGC3 cells treated PD at different concentrations (0, 0.1, 1, 5, 10, 20, 50, and 100μM) for 48 h. Plate colony formation assay was performed to investigate the proliferation of AZ521 and NUGC3 cells after treatment with DMSO (control group) or the indicated concentrations of PD.
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Cell line 1Cs0 (M) Cell line 1Cs0 (uM) Cell line 1Cs0 (uM)

GES-1 15.14 GES-1 19.00 GES-1 25.02
MKN74 6.89 MKN74 14.74 MKN74 24 .39
BGC-823 16.37 BGC-823 19.75 BGC-823 25.29
MKN1 18.11 MKN 1 13.67 MKN1 15.97
MKN7 12.31 MKN7 11.82 MKN7 18.02
NUGC3 15.81 NUGC3 12.10 NUGC3 13.98
AZ521 9.94 AZ521 10.54 AZ521 /.69
MGC803 16.88 MGC803 18.03 MGC803 12.14
MKN28 18.52 MKNZ28 17.57 MKNZ28 15.21
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Supplementary S2. The schematic diagram of c-Myc overexpression  vector construction.
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Table S1 The detailed sequences of qRT-PCR used in this study.
	Primer name
	Sequences (5’-3’)

	c-Myc-qRT-PCR-F
	TCCCTCCACTCGGAAGGAC

	c-Myc-qRT-PCR-R
	CTGGTGCATTTTCGGTTGTTG

	GAPDH-F
	ACAACTTTGGTATCGTGGAAGG

	GAPDH-R
	GCCATCACGCCACAGTTTC


*The raw data of the RNA-seq can be acquired in NCBI GEO database, and the GEO accession code is GSE225649. 

*The raw data of this manuscript is showed in jianguoyun (https://www.jianguoyun.com/), please click the link (https://www.jianguoyun.com/p/Df4nk-YQo-OnCxinj_EEIAA) to view.

