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Supplementary Figure 1: The survival analysis of the disease-specific survival (DSS)
and progression-free survival (PFS) on the TCGA set(A-B).
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Supplementary Figure 2: C-index of risk score, age, gender stage.
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Supplementary Figure 3: Unsupervised consensus clustering of anoikis-related IncRNA
in ccRCC patients. (A-D) Consensus matrices of the training cohort for K = 1, 3,4,5. (E)
Cumulative distribution function (CDF). (F) Relative change of area under CDF curve.



