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Supplementary Figure 1. Additional correlations between retinal α-SYN, structure and function. Deming linear regression analysis of total alpha-synuclein (addition of mouse α-SYN, human α-SYN and phosphorylated α-SYN, denoted as ALL) and phosphorylated α-SYN (pSer129 α-SYN) levels with cone P3 amplitude (A, B) and ganglion cell inner plexiform layer (GCIPL) thickness with mouse α-SYN levels (C), respectively. Gray dots denote wildtype (WT; n = 18-37) controls and teal dots denote A53T homozygous (HOM; n = 18-34) mice. Spearman’s R (Rs) is given.
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Supplementary Figure 2. Western Blots of A53T and WT retinae. All quantitative Western blot data and analysis was obtained from two individual retinal sample (n = 6) blots (A-B) which were probed with human α-SYN (C), mouse α-SYN (D), phosphorylated (pSer129) α-SYN (E) and tyrosine hydroxylase (TH, F) as indicated by the red dotted rectangle on the provided representative blots (pooled n = 6 retinae per lane).

2

3

image1.tiff
-100

Amplitude (pV)

A

50
0.000

Cone P3 vs ALL a-SYN

y = -3449x - 58.44
P=0.05351 R,=-0.3239

0.005

0.010

2

B Cone P3 vs pSer129 a-SYN

_

13

. &

. 3, . Py

B ) @

c

x

y = -8969x - 48.19 0
=

P=0.0639 R, =-0.3035 -

0.015 0.000 0.002 0.004 0.006

Ratio relative to Total Protein (AU)

70
[

60

50

40

GCIPL vs Mouse a-SYN

J— TP Y

y =-252.5x + 49.59

P =0.9896 R, =0.08483

0.000

0.002 0.004 0.006




image2.tiff
62

18
14
kDa

Human a-SYN

Mouse a-SYN 4

E

pSer129 a-SYN

— - — o —





image3.jpeg
’ frontiers




