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Table S1: Breakaway analysis of the ITS1 dataset before and after merging PCR replicates.

SEE PCR replicate observed  estimated error lower upper breakaway model L B Pel,’:g:l/tsa ”
name observed remaining

Trap 1 K74PP_IGtrapl_G_1 371 371.23 0.50 371.04 372.24 Kemp 317 85%
K74PP_IGtrapl_G_2 361 361.59 5.87 361.01 392.00 Kemp
K74PP_IGtrapl_G_3 389 391.22 1.89 389.32 404.16 Negative Binomial

Trap 2 K74PP_IGtrap2_G_1 447 447.89 1.15 447.14 452.80 Negative Binomial 362 82%
K74PP_IGtrap2_G_2 462 462.98 1.18 462.16 468.18 Negative Binomial
K74PP_IGtrap2_G_3 417 421.30 2.69 417.61 447.11 Negative Binomial

Trap 3 K74PP_IGtrap3_G_1 376 376.22 0.47 376.04 377.11 Poisson 286 81%
K74PP_IGtrap3_G_2 335 335.72 0.96 335.12 339.26  Negative Binomial
K74PP_IGtrap3_G_3 348 348.25 0.74 348.03 350.06 Kemp

Trap 4 K74PP_IGtrap4d_G_2 8 8.25 0.57 8.04 9.51 Poisson 5 40%
K74PP_IGtrap4_G_3 17 22.51 9.37 17.20 165.91 Negative Binomial

Trap 6 K74PP_IGtrap6_G_1 307 307.03 0.17 307.01 307.15 Poisson 234 74%
K74PP_IGtrap6_G_2 366 366.95 1.10 366.16 371.62 Kemp
K74PP_IGtrap6_G_3 277 277.09 0.30 277.02 277.46 Poisson

Trap 7 K74PP_IGtrap7_G_1 282 293.84 5.65 283.26 393.44 Kemp 241 88%
K74PP_IGtrap7_G_2 270 272.05 1.61 270.35 282.06 Kemp
K74PP_IGtrap7_G_3 265 268.47 14.61 265.06 451.75 Kemp

Trap 8 K74PP_IGtrap8_G_1 233 233.03 0.16 233.00 233.13 Poisson 173 73%
K74PP_IGtrap8_G_2 239 239.21 0.49 239.04 240.16 Kemp
K74PP_IGtrap8_G_3 236 238.37 2.83 236.22 261.61 Negative Binomial



Trap 9

Trap 10

Trap 11

Trap 12

Trap 13

Trap 14

Trap 15

Trap 17

Trap 18

Trap 19

Trap 20

K74PP_IGtrap9 G _1

K74PP_IGtrap9_G_2

K74PP_IGtrap9_G_3

K74PP_IGtrap10_G_1
K74PP_IGtrap10_G_2
K74PP_IGtrap10_G_3
K74PP_IGtrapll_G_1
K74PP_IGtrapll_G_2
K74PP_IGtrapll_G_3
K74PP_IGtrap12_G_1
K74PP_IGtrapl2_G_2
K74PP_IGtrap12_G_3
K74PP_IGtrap13_G_1
K74PP_IGtrap13_G_2
K74PP_IGtrapl3 G 3
K74PP_IGtrapl4_G_1
K74PP_IGtrapl4 G_2
K74PP_IGtrapl4_G_3
K74PP_IGtrapl5_G_1
K74PP_IGtrapl5_G_2
K74PP_IGtrapl5 G 3
K74PP_IGtrapl7_G_1
K74PP_IGtrapl7_G_2
K74PP_IGtrapl7_G_3
K74PP_IGtrap18_G_1
K74PP_IGtrap18_G_2
K74PP_IGtrapl8 G 3
K74PP_IGtrap19_G_1
K74PP_IGtrap19_G_2
K74PP_IGtrap19_G_3
K74PP_IGtrap20_G_1

288
300
284
361
438
392
308
256
332

18

15

20
334
304
318

32

47

47

45

59

33
391
388
391
610
462
506
521
462
504
457

288.22
306.39
284.10
365.61
445.65
394.67
330.91
271.29
358.25

18.05

15.00

20.02
357.53
312.03
371.60

84.59

60.42

52.05

45.00

59.59

33.00
392.49
389.31
392.19
611.21
463.29
506.31
521.27
463.41
505.91
457.79

8.27
16.62
0.34
2.81
4.20
11.36
101.28
9.95
20.43
0.22
0.03
0.12
45.83
3.96
128.37
92.38
6.03
3.61
0.04
3.22
0.00
3.35
1.50
2.09
1.34
1.41
0.58
0.59
1.35
1.69
1.08

288.00
300.14
284.02
361.65
438.90
392.06
308.18
256.95
332.97
18.01
15.00
20.00
334.37
305.04
318.49
32.63
48.42
47.55
45.00
59.02
NA
391.08
388.18
391.10
610.19
462.19
506.06
521.05
462.24
504.29
457.12

312.35
590.11
284.55
393.61
503.31
519.95
3215.41
502.35
1040.67
18.25
15.01
20.08
1839.96
365.77
6166.76
4421.17
173.59
93.20
45.01
75.86
NA
417.30
397.30
404.57
617.86
470.57
507.66
522.62
470.37
516.46
462.10

Negative Binomial
Negative Binomial
Kemp

Negative Binomial
Kemp

Kemp

Kemp

Kemp

Kemp

Poisson

Poisson

Poisson

Kemp

Negative Binomial
Negative Binomial
Negative Binomial
Kemp

Negative Binomial
Poisson

Negative Binomial
Poisson

Negative Binomial
Kemp

Negative Binomial
Negative Binomial
Negative Binomial
Kemp

Negative Binomial
Negative Binomial
Negative Binomial
Negative Binomial

220

339

246

17

276

34

27

309

427

409

335
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76%

85%

82%

96%

87%

81%

59%

79%

81%

83%

77%



Trap 21

Trap 22

Trap 23

Trap 24

Trap 25

Trap 26

Trap 27

Trap 28

Trap 29

Trap 30

Trap 31

K74PP_IGtrap20_G_2
K74PP_IGtrap20_G_3
K74PP_IGtrap21_G_1
K74PP_IGtrap21_G_2
K74PP_IGtrap21_G_3
K74PP_IGtrap22_G_1
K74PP_IGtrap22_G_2
K74PP_IGtrap22_G_3
K74PP_IGtrap23_G_1
K74PP_IGtrap23_G_2
K74PP_IGtrap23_G_3
K74PP_IGtrap24_G_1
K74PP_IGtrap24_G_2
K74PP_IGtrap24_G_3
K74PP_IGtrap25_G_1
K74PP_IGtrap25_G_2
K74PP_IGtrap25_G_3
K74PP_IGtrap26_G_1
K74PP_IGtrap26_G_2
K74PP_IGtrap26_G_3
K74PP_IGtrap27_G_1
K74PP_IGtrap27_G_2
K74PP_IGtrap27_G_3
K74PP_IGtrap28_G_1
K74PP_IGtrap28_G_2
K74PP_IGtrap28 G 3
K74PP_IGtrap29_G_1
K74PP_IGtrap29_G_2
K74PP_IGtrap29_G_3
K74PP_IGtrap30_G_1
K74PP_IGtrap30_G_3
K74PP_IGtrap31_G_1

428
427
188
199
180
177
182
166
596
559
528
371
384
397
525
507
527
348
364
458
229
210
206
455
456
440
113
117
124
383
364
375

428.26
427.06
198.58
203.50
190.93
189.12
208.80
192.11
599.79
566.81
532.42
372.32
402.74
410.63
527.79
515.92
542.81
361.32
364.18
463.04
229.03
210.03
206.03
461.33
474.23
457.25
113.02
117.13
124.05
406.07
401.03
404.86

0.54
0.26
6.49
3.70
7.12
6.41
30.17
40.73
2.46
3.94
2.57
1.26
15.35
10.65
19.48
4.30
6.67
5.22
0.44
6.46
0.17
0.16
0.18
7.06
15.42
16.07
0.14
1.80
0.22
11.91
54.13
12.48

428.05
427.01
188.88
199.44
180.83
178.12
182.67
166.48
596.56
560.01
528.68
371.23
384.79
397.73
525.04
508.12
528.64
349.68
364.03
458.27
229.01
210.00
206.01
455.35
456.75
440.66
113.00
117.00
124.01
384.48
364.61
377.11

429.42
427.34
314.87
244.60
323.83
308.48
1260.81
1593.17
621.69
619.73
556.80
378.52
828.07
651.94
740.43
578.17
679.60
453.43
364.96
552.00
229.15
210.13
206.16
569.59
897.14
890.46
113.11
121.38
124.25
743.37
2606.78
797.55

Kemp

Kemp

Negative Binomial
Kemp

Negative Binomial
Negative Binomial
Negative Binomial
Negative Binomial
Negative Binomial
Negative Binomial
Negative Binomial
Kemp

Kemp

Negative Binomial
Kemp

Negative Binomial
Negative Binomial
Kemp

Kemp

Negative Binomial
Poisson

Poisson

Poisson

Kemp

Kemp

Kemp

Poisson

Negative Binomial
Poisson

Kemp

Kemp

Negative Binomial

171

144

495

339

469

345

156

389

78

243

296

90%

82%

88%

88%

90%

88%

73%

86%

66%

65%

82%



Trap 32

Trap 33

Trap 34

Trap 35

Trap 36

Trap 37

Trap 38

Trap 39

Trap 40

Trap 41

K74PP_IGtrap31_G_2
K74PP_IGtrap31_G_3
K74PP_IGtrap32_G_1
K74PP_IGtrap32_G_2
K74PP_IGtrap32_G_3
K74PP_IGtrap33_G_1
K74PP_IGtrap33_G_2
K74PP_IGtrap33_G_3
K74PP_IGtrap34 G 1
K74PP_IGtrap34_G_2
K74PP_IGtrap34 G 3
K74PP_IGtrap35_G_1
K74PP_IGtrap35_G_2
K74PP_IGtrap35_G_3
K74PP_IGtrap36_G_1
K74PP_IGtrap36_G_2
K74PP_IGtrap36_G_3
K74PP_IGtrap37_G_1
K74PP_IGtrap37_G_2
K74PP_IGtrap37_G_3
K74PP_IGtrap38_G_1
K74PP_IGtrap38_G_2
K74PP_IGtrap38 G 3
K74PP_IGtrap39_G_1
K74PP_IGtrap39_G_2
K74PP_IGtrap39_G_3
K74PP_IGtrap40 G 1
K74PP_IGtrap40_G_2
K74PP_IGtrap40_G_3
K74PP_IGtrap4l G_1
K74PP_IGtrap4l G_2

371
335
591
524
516
348
413
366
483
468
461
426
398
385
436
400
348
438
374
386
319
332
334
576
547
525

97
104
109

98
107

402.81
350.89
596.13
529.20
516.59
348.85
418.04
372.89
500.26
475.52
474.79
431.91
405.12
391.65
452.76
422.29
368.99
441.95
375.11
386.04
322.59
332.12
340.84
602.24
580.00
546.40
109.30
108.42
124.96
149.37
126.37

48.20
6.51
291
3.23

13.13
1.28
7.16
6.04
9.82
341
5.74
3.49
4.00
4.80
6.40

16.55
8.81
5.03
1.28
0.29

22.49

122.41
3.44

21.78

10.13

16.66

14.17
2.81
6.05

29.55
9.09

371.55
336.70
591.74
524.67
516.01
348.11
413.24
366.48
484.17
469.13
462.58
426.74
398.85
385.60
437.90
400.95
349.83
438.25
374.17
386.00
319.05
332.00
334.96
576.91
550.21
525.89

97.45
104.61
110.88

99.83
108.55

2227.11
483.28
626.44
564.59
579.31
354.49
518.94
464.31
737.38
517.93
581.29
473.03
457.77
458.18
584.16
921.22
588.27
501.33
381.20
386.33
600.68
428.13
382.69

1335.72
886.29

1041.19
433.71
136.13
24451

1536.45
349.31

Kemp
Negative Binomial
Negative Binomial
Kemp
Kemp
Kemp
Negative Binomial
Negative Binomial
Kemp
Negative Binomial
Negative Binomial
Negative Binomial
Negative Binomial
Kemp
Kemp
Kemp
Kemp
Negative Binomial
Negative Binomial
Kemp
Kemp
Kemp
Negative Binomial
Kemp
Kemp
Kemp
Kemp
Negative Binomial
Kemp
Negative Binomial
Negative Binomial

486

324

407

366

357

331

295

481

82

64
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89%

86%

86%

91%

90%

83%

90%

88%

79%

67%



Trap 42

Trap 43

Trap 44

Trap 45

Trap 46

K74PP_IGtrap4l_G_3
K74PP_IGtrap42_G_1
K74PP_IGtrap42_G_2
K74PP_IGtrap42_G_3
K74PP_IGtrap43 G_1
K74PP_IGtrap43_G_2
K74PP_IGtrap43_G_3
K74PP_IGtrap44 G_1
K74PP_IGtrap44 G_2
K74PP_IGtrap44 G_3
K74PP_IGtrap45 G_1
K74PP_IGtrap45 G 2
K74PP_IGtrap45 G_3
K74PP_IGtrap46 G 1
K74PP_IGtrap46_G_2
K74PP_1Gtrap46 G 3

82
341
307
340
295
301
335
54
50
51
38
45
47
219
197
239

83.61
351.99
312.73
350.68
305.93
310.35
373.74

57.49

54.76

52.95

43.06

54.03

49.76
246.96
217.96
662.05

1.50
5.99
3.29
4.79
5.29
9.67
52.01
2.45
3.27
1.65
5.77
10.94
2.04
8.60
7.67
1768.40

82.26 92.08
342.04 457.42
307.76 350.11
341.31 427.24
296.20 394.42

301.45 495.41
335.68 2548.56
54.49 78.75
50.57 89.93
51.31 63.18

38.31 120.43
45.37 265.44
47.42 65.10
222.01 478.89
199.17 399.04
240.22 147133.19

Kemp
Kemp
Negative Binomial
Negative Binomial
Negative Binomial
Kemp
Kemp
Kemp
Negative Binomial
Kemp
Negative Binomial
Negative Binomial
Negative Binomial
Kemp
Kemp
Negative Binomial

281

261

41

36

183

85%

84%

79%

83%

84%
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Table S2: Breakaway analysis of the TEF1a dataset before and after merging PCR replicates.

Sample . . Merged Percentage
name PCR replicate observed estimated error lower upper breakaway model observed AS}/§
remaining

Trap 1 K74PP_IGtrapl_G_1 123 123.07 0.26 123.01 123.35 Poisson 57 51%
K74PP_IGtrapl_G_2 101 101.02 0.15 101.00 101.12 Poisson
K74PP_IGtrapl_G_3 114 114.13 1.80 114.00 118.38 Negative Binomial

Trap 2 K74PP_IGtrap2_G_1 127 127.43 0.90 127.06 130.22 Negative Binomial 65 49%
K74PP_IGtrap2_G_2 141 141.06 2.23 141.00 144.79 Negative Binomial
K74PP_IGtrap2_G_3 128 128.06 0.24 128.01 128.30 Poisson

Trap 3 K74PP_IGtrap3_G_1 108 108.18 0.45 108.03 108.97 Poisson 61 55%
K74PP_IGtrap3_G_2 118 125.92 44.66 118.08 913.96 Negative Binomial
K74PP_IGtrap3_G_3 109 109.02 0.14 109.00 109.11 Poisson

Trap 4 K74PP_IGtrap4_G_1 15 15.02 0.15 15.00 15.11 Poisson 8 51%
K74PP_IGtrap4_G_2 20 20.06 0.26 20.01 20.33  Poisson
K74PP_IGtrap4_G_3 12 12.07 0.29 12.01 12.40 Poisson

Trap 5 K74PP_IGtrap5_G_1 20 20.01 0.09 20.00 20.04 Poisson 5 27%
K74PP_IGtrap5_G_2 16 16.02 0.14 16.00 16.10 Poisson
K74PP_IGtrap5_G_3 19 19.23 2.05 19.01 25.66 Negative Binomial

Trap 6 K74PP_IGtrap6_G_2 24 24.10 0.34 24.02 24.56 Poisson S 26%
K74PP_IGtrap6_G_3 14 14.00 0.06 14.00 14.02 Poisson

Trap 7 K74PP_IGtrap7_G_1 37 38.27 1.63 37.16 47.16 Negative Binomial 57 60%
K74PP_IGtrap7_G_2 121 122.45 1.82 121.17 133.29 Negative Binomial
K74PP_IGtrap7_G_3 125 129.25 6.98 125.19 220.60 Negative Binomial

Trap 8 K74PP_IGtrap8_G_1 24 24.06 0.25 24.01 24.30 Poisson 10 41%
K74PP_IGtrap8_G_2 23 23.02 0.12 23.00 23.08 Poisson
K74PP_IGtrap8_G_3 27 27.03 0.16 27.00 27.13 Poisson

Trap 9 K74PP_IGtrap9 G_1 18 18.03 0.17 18.01 18.15 Poisson 10 42%
K74PP_IGtrap9_G_2 26 26.01 0.12 26.00 26.07 Poisson
K74PP_IGtrap9_G_3 28 28.02 0.15 28.00 28.11 Poisson

Trap 10  K74PP_IGtrapl0_G_1 170 170.08 0.28 170.02 170.41 Poisson 86 50%



Trap 11

Trap 12

Trap 13

Trap 14

Trap 15
Trap 17

Trap 18

Trap 19

Trap 20

Trap 21

Trap 22

K74PP_IGtrap10_G_2
K74PP_IGtrap10_G_3
K74PP_IGtrapll_G_1
K74PP_IGtrapll_G_2
K74PP_IGtrapll_G_3
K74PP_IGtrap12_G_1
K74PP_IGtrap12_G_2
K74PP_IGtrap12_G_3
K74PP_IGtrap13_G_1
K74PP_IGtrapl3_G_2
K74PP_IGtrap13_G_3
K74PP_IGtrap14 G_1
K74PP_IGtrapl4_G_2
K74PP_IGtrapl4 G_3
K74PP_IGtrap15_G_2
K74PP_IGtrapl7_G_1
K74PP_IGtrapl7_G_2
K74PP_IGtrapl7_G_3
K74PP_IGtrap18_G_1
K74PP_IGtrap18_G_2
K74PP_IGtrap18_G_3
K74PP_IGtrap19_G_1
K74PP_IGtrap19_G_2
K74PP_IGtrapl9 G 3
K74PP_IGtrap20_G_1
K74PP_IGtrap20_G_2
K74PP_IGtrap20_G_3
K74PP_IGtrap21_G_1
K74PP_IGtrap21_G_2
K74PP_IGtrap21_G_3
K74PP_IGtrap22_G_1
K74PP_IGtrap22_G_2

154
193
147
151
174
13
11
16
142
135
162
49
51
48

37
24
48
118
110
87
108
84
102
82
81
70
175
125
141
240
212

154.72
193.27
147.86
151.32
179.95
13.01
11.01
16.07
142.13
138.72
162.57
49.17
51.53
48.02
3.00
37.01
24.00
48.01
118.13
110.03
87.16
108.02
84.01
102.02
82.04
81.07
70.00
175.16
125.16
141.17
240.21
215.55

3.39
3.32
1.16
3.04
8.20
0.09
0.09
0.29
0.39
11.81
3.55
2.03
1.19
0.15
0.03
0.12
0.00
0.09
1.80
0.18
0.43
0.14
0.11
0.14
0.21
0.26
0.04
0.46
0.41
0.42
0.48
10.70

154.03
193.01
147.13
151.01
174.27
13.00
11.00
16.01
142.02
135.09
162.02
49.01
51.06
48.00
3.00
37.00
24.00
48.00
118.00
110.01
87.03
108.00
84.00
102.00
82.01
81.01
70.00
175.03
125.03
141.03
240.04
212.09

NA

173.48
204.83
152.75
162.95
306.74
13.04
11.04
16.40
142.73
292.30
180.36
54.80
55.95
48.11
3.00
37.07

48.04
122.38
110.17

87.88
108.11

84.07
102.10

82.22

81.35

70.01
175.97
125.85
141.88
241.12
351.22

Negative Binomial
Negative Binomial
Kemp

Negative Binomial
Negative Binomial
Poisson

Poisson

Poisson

Kemp

Negative Binomial
Negative Binomial
Negative Binomial
Negative Binomial
Poisson

Poisson

Poisson

Poisson

Poisson

Negative Binomial
Poisson

Poisson

Poisson

Poisson

Poisson

Poisson

Poisson

Poisson

Kemp

Poisson

Poisson

Kemp

Kemp

88

11

73

29

NA
11

50

43

34

88

127

56%

83%

50%

59%

NA
30%

48%

44%

44%

60%

57%



Trap 23

Trap 24

Trap 25

Trap 26

Trap 27

Trap 28

Trap 29

Trap 30

Trap 31

Trap 32

Trap 33

K74PP_IGtrap22_G_3
K74PP_IGtrap23_G_1
K74PP_IGtrap23_G_2
K74PP_IGtrap23_G_3
K74PP_IGtrap24 G_1
K74PP_IGtrap24_G_2
K74PP_IGtrap24_G_3
K74PP_IGtrap25_G_1
K74PP_IGtrap25_G_2
K74PP_IGtrap25_G_3
K74PP_IGtrap26_G_1
K74PP_IGtrap26_G_2
K74PP_IGtrap26 G 3
K74PP_IGtrap27_G_1
K74PP_IGtrap27_G_2
K74PP_IGtrap27_G_3
K74PP_IGtrap28_G_1
K74PP_IGtrap28_G_2
K74PP_IGtrap28 G 3
K74PP_IGtrap29_G_1
K74PP_IGtrap29_G_2
K74PP_IGtrap29_G_3
K74PP_IGtrap30_G_1
K74PP_IGtrap30_G_3
K74PP_IGtrap31_G_1
K74PP_IGtrap31_G_2
K74PP_IGtrap31_G_3
K74PP_IGtrap32_G_1
K74PP_IGtrap32_G_2
K74PP_IGtrap32_G_3
K74PP_IGtrap33_G_1

214
159
151
162
129
117
152
183
175
189
102

84

51

22

11

18
181
190
196

10

193
200
262
197
182
202
154
154
128

222.40
159.02
151.45
162.09
129.77
117.06
152.87
183.08
175.07
189.61
102.03
84.52
51.02
22.02
11.07
18.00
181.23
190.36
196.09
9.02
10.00
7.00
194.29
200.65
264.78
200.11
182.13
202.08
154.06
154.90
128.07

12.20
0.15
1.07
0.30
2.81
0.24
6.28
0.28
0.28
4.31
0.18
1.15
0.16
0.15
0.29
0.03
0.49
0.72
0.32
0.15
0.00
0.01
1.24
0.87
2.39
2.50
0.38
0.30
0.26
1.21
0.27

214.29
159.00
151.05
162.02
129.04
117.01
152.02
183.02
175.01
189.02
102.01
84.06
51.00
22.00
11.01
18.00
181.04
190.06
196.02
9.00
10.00
7.00
193.23
200.12
262.35
197.40
182.02
202.02
154.01
154.13
128.01

NA

454.54
159.11
155.08
162.44
145.22
117.29
192.37
183.40
175.39
212.19
102.17
88.70
51.13
22.11
11.40
18.01
182.20
192.27
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Table S3: Analysis of storage time effect and batch-wise comparisons of breakaway richness
estimates for the ITS1 barcode. Cells with p-values below 0.05 are highlighted in red.

breakaway richness estimates
betta_random with storage time fixed and batch random
Estimates  Standard Errors p-values
(Intercept) 542.38 24.38 0
Storage time -0.67 0.06 0
betta_random with storage time fixed
Estimates  Standard Errors p-values
(Intercept) 478.56 20.53 0
Storage time -0.52 0.05 0
betta random with batch fixed
Estimates  Standard Errors p-values

(Intercept) = ACT 313.21 15.56 0
Batch NSW 1 -148.21 32.68 0
Batch NSW 2 122.75 58.53 0.036
Batch QLD 1 61.19 50.69 0.227
Batch QLD 2 -61.53 71.69 0.391
Batch SA 73.90 103.42 0.475
Batch TAS -150.22 45.34 0.001
Batch VIC 1 -160.40 71.69 0.025
Batch VIC 2 -225.95 102.05 0.027
Batch VIC 3 -37.55 71.72 0.601
Batch VIC 4 -238.78 71.69 0.001
Batch WA 1 86.73 50.69 0.087
Batch WA 2 16.98 58.53 0.772

Batch WA 3 166.37 103.33 0.107
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Table S4: Analysis of storage time effect and batch-wise comparisons of DivNet Shannon diversity
estimates for the ITS1 barcode. Cells with p-values below 0.05 are highlighted in red.

DivNet Shannon diversity
betta_random with storage time fixed and batch random
Estimates  Standard Errors p-values
(Intercept) 431 0.02 0
Storage time -0.003 0.00004 0
betta with storage time fixed
Estimates  Standard Errors p-values
(Intercept) 3.59 0.02 0
Storage time -0.001 0.00004 0
betta with batch fixed
Estimates  Standard Errors p-values

(Intercept) = ACT 3.51 0.02 0
Batch NSW 1 -0.69 0.02 0
Batch NSW 2 0.25 0.49 0.601
Batch QLD 1 -0.12 0.21 0.555
Batch QLD 2 -0.56 0.38 0.14
Batch SA 0.44 0.88 0.619
Batch TAS -1.65 0.32 0
Batch VIC 1 -2.41 0.54 0
Batch VIC 2 -1.04 0.52 0.05
Batch VIC 3 -0.09 0.34 0.79
Batch VIC 4 -3.07 0.60 0
Batch WA 1 -0.04 0.18 0.84
Batch WA 2 -0.85 0.34 0.01
Batch WA 3 0.87 0.86 0.313
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Table S5: Analysis of storage time effect and batch-wise comparisons of breakaway richness
analysis for the TEF1a barcode. Cells with p-values below 0.05 are highlighted in red.

breakaway richness estimates
betta_random with storage time fixed and batch random

Estimates Standard Errors p-values
(Intercept) 217.19 6.89 0
Storage time -0.36 0.02 0

betta_random with storage time fixed

Estimates Standard Errors p-values
(Intercept) 211.11 6.43 0
Storage time -0.33 0.02 0

betta random with batch fixed

Estimates Standard Errors p-values
(Intercept) = ACT 54.86 4.34 0
Batch NSW 1 -22.89 8.71 0.009
Batch NSW 2 36.47 16.16 0.024
Batch QLD 1 -20.11 13.99 0.151
Batch QLD 2 -26.16 19.80 0.187
Batch SA 65.67 28.10 0.019
Batch TAS 64.61 13.54 0
Batch VIC 1 52.98 19.79 0.007
Batch VIC 2 -49.69 28.59 0.082
Batch VIC 3 81.70 20.65 0
Batch VIC 4 10.64 19.79 0.591
Batch WA 1 38.86 13.99 0.005
Batch WA 2 40.85 18.78 0.03

Batch WA 3 89.38 28.07 0.001
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Table S6: Analysis of storage time effect on the DivNet Shannon diversity estimates for the TEF1a
barcode. Cells with p-values below 0.05 are highlighted in red.

DivNet Shannon diversity
betta_random with storage time fixed and batch random

Estimates Standard Errors p-values
(Intercept) 217.19 6.89 0
Storage time -0.36 0.02 0
betta_random with storage time fixed
Estimates Standard Errors p-values
(Intercept) 211.11 6.43 0
Storage time -0.33 0.02 0

14



Supplementary Figures

1) Geratocystiopsis sp. 1l (WY2ITX 1.2

Ceratocystiopsis sp. liii (WY?2 R0
im.m i A R
1

K74PP_Ophiol TSASV2
K74PP_Ophiol TSASV1
.7 Ceratodystiopsis sp.1 JADHKT000000000 @
s | Ceratocytiopts ranacalosi OMSOSTS
o L Ceratocystiopsis ranaculosa OMS01375
Ceratocystiopsis brevicomis PCDN0O0000000 ©
Coratocysiopss yintainsis MV98941
sfl | Ceratocystiopsis sp3i (S
| Ceratocy: wn,m sp3ii (S
Geratocptopss mamiobensis EUOL3TI4
Ceratocystiopsis norroenii
[ Ceratocystiopsis debeeria OLBU)‘MZ
Ceratocystiopsis wethaiensis MW989413
5| Ceratocystiopsis minuia LZPBO000000 &
Coratoysiopsisclaleos aphi Q1309930
w» Geratocstopss iroendelg O

Ceratocystiopsis neglecta MHS63
Ceraiogystiopsis ymmernata {IN3009RE.
Clirysosphaeria jan-nelii AGKRY 000000000 ©
00000 ©

Haum orthiomyces /lgm\m us N it MA0O0D0L
wksworthiomyces tay 396549

Havion ihiomyeos hibberii KX306550

K74PP_Ophiol ISASVS

Hawksworthiomyces sequentia ENAS HQG611296

Haoworthiomyces rousi KX396551

MO
es bonuliformis OMS01471
Masuyamyes lotiformis MK748185
Masuyamyes pallidulus JADHKO000000000
Masuyamyces jilinensis MH144094
200 [ Masuyamyces massoniana KY 094067
Masuyamyces acarorim MG205657
Ophiostoma angusticollis OMS01466
Ophiosioma angusticollis ADHKL.000000000
200 Ophiostoma angusticollis MW046030
[ K74PP_Ophiol TSASV1L

Ophiosiona dentiuatum OMS01480
Ophiostoma angusticollis MW046081

0 Ophiosionia fasciatum EU913720

ophiostoma fusciatum JADHKM000000000 &
Ophiostoma m)v‘r)-nllm AMZDO00000000 ¢
Ophiostoma ulmi (Kbeshrafie et al, 2013) ©
Ophiostoma himai- Hf/m OM501484
Ophiostoma quercus MT633064
Ophiostoma australiae JAKR(JJ(JOUOUOUOO "
Ophiostoma allaniosporum OMS(
t Ophiostoma tasmaniense ]AKR(‘KODOOOOOOH &

20

phiostona sots] OMSOLS
hiol TSASV12
O odonms i undiar JAKRGLO00O00000 &
Ophiostoma paragonicum OMS01505
Ophiosioma piceae 62
Ophiostonna tapionis OMS301516
— Ophiostoma manchongi MH121662
Opthiostoma ips JADHKNO00000000 ©
K74PP_OphioITSASVS
. Ophisioms ips NTMB00000000 ¢
o 0T TSASV'

“ (lphvux/am(l lleicas MT637227
) Opliostoma adjunci OVS01462
L. Ophistoma icolor OMS0147
Ophiostoma oo AY934522
o TL iosoma muliemmitm OMS01499
L Ophiostoma longiconidiatum OMS01494
———— Ophiostoma piliferum MT633063
Sporothrix lnnata OMSO01
Sporothrix cracoviensis MW763964
Sporothix euskadiensis JADIKQ000000000 &
Sporothix cantabriensis KF951554
Sporotri rossii OMSO1559
74PP_Ophiol ISASV14
Sorolremndbaernts JADHKS0000000000
A Sporothrix abietina OMS01526
o] . Sporothrix eucastancae OMS01539
5 sporoiix arieebatus JADMNI000000000 ¢
- Sporothri fraxini M
A alio e ombiotos OMSO1S67
Sporothrix protearum JADMNHO00000000 &
s | Sporothrix protearum OM301557
Sporaigffcang OMSO1528
Sporotix nsin T
¢ S stenoceras ARATAAGA
74P OphiolTSASV1s
sm s stnoceras AF484462
resoviensis MITA0962
KIE OphmlTSA SV
w Smrmhr ix phasma Jm\wrnonmnono ©
porothrix phasma WITH0000000
L.&)}m othrix globosa L UrD0000000
Sporothrix globosa VY W00000000
Sporothrix schenckii AXCRO0000000 ©
Sporotirix schenclii PGUU00000000 &
Sporothrix brasiliensis AWTV00000000 ©
=" Sporothris pallida TNEX00000000
Sporotiy infaa OMSO1 544
Sporathris fitmea OMS015:
Sporothriv ctrn'twmu!\DM\TOl)OOOOOOO o
pororivix nigrograna OM301
Shonaibrar ok ukvagpan JADHKR000000000 @
Sporothrix zhejiangensis KY094(
Sporothix nebularis KX390823
o | Iniubias oerlomansil JAGKRZ000000000 ©
Intubia macrotermitinarim MT63702:

2 Fragosphaeria purpurea PCDL. nonononn ©

3

Fragosphacria reniformis OMS01381
Lepiographium seifertii MT637224
Lepiographium gordoni MT637226
Leptographium owenii MT63T:

Leplographion radiaicola SADHKK 000000000 ¢

Lepl phium gﬂlel/or s RQWED000000 ©
3| K74PP_Ophiol TSASV
Leptogiaphium huntii JAnukmmmnonnn o
= Leptographiun dliger
Leptographium lundbergii LDEFOUD(!UOUO i
Leptographiun procerum 3 OMS0
e Dot OMS01358
Grosmanmia ucabpiophila OMS01393
o | Grosmannia dryocoetis OMS01392
K74PP_OphioI TSASVA
Grosmannia hughesii OMS01395
Grosmamnia penicillata PCDK00000000 ©
Grosmannia-eluensis MEI21683
Grosmannia prpurea OMS0L39)
Grosmannia abietina OMS01383
Grosmannia americana OMS01385
| Dryadomyces quercivorus MT633072
L Dryadomyces quercivorus PCDEOOO000
[~ Dryadomyces quercus-mongolicae NIPS00000000 &
Dryadomyces sulphirers PCDDOO0OO000
Esteya vermicola PCDM00000000 ©
Harringtonia ambr osiondes ONVAS69%
Harringtonia arthroconidialis ON145695
Harringtonia aguacate PCDFO0000000 ©
Harringionia lauricola PCDGO000000 &
55| Graphilbum sexdentatum MNS43915
Graphilum cresceicum OMSO01403
ul G uphtlbum firuicala NN
ASV3

G hv!bum rgva ndicollis ADHKH000000000 ¢
Graphilbum inerstitiale MN548909
Graphilbum fesiyae MG205669
Graphilbum fragrans JADHKGO00000000 ©
Graphilbum fragrans TTKO00000000 ©
Graphilbum cuividentis KYS68111
= Graphibum <f rectangalosporim 1ADUKI000000000 ©
raphilbum gorcense 919
Grap ibum acyminatum NINS45902
ucle (/ef/m(leosyora JADHKP000000000 ¢
K74

Rafadomigimoa K1 152602
Raffaelea ambrosiae PCDI00000000 &
lea albimanens PCDI00000000 9
| Newrospora crassa G 925.2 ¢
Sordaria macrospora GCA_ 00018280529

04

Figure S1: Phylogenetic placement of representative ITS1 ASVs recovered for the Ophiostomatales.
Environmental sequences generated in this study are in bold print. Maximum likelihood bootstrap
values >75% are recorded at nodes. G = representative sequence extracted from publicly available

genomes.
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Figure S2: Phylogenetic placement of representative TEF1a. ASVs recovered for the
Ophiostomatales. Environmental sequences generated in this study are in bold print. Maximum
likelihood bootstrap values >75% are recorded at nodes. G = representative sequence extracted from
publicly available genomes.
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