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Table S1. Chemical analysis of the petroleum hydrocarbons measured in the studied Ecopiles and sampling times along the
bioremediation process.

o Petroleum hydrocarbon fractions (ug/kg)

Samples . . . . . . . . . . . Total . . . . . . Total
Aliphatics Aliphatics Aliphatics Aliphatics Aliphatics Aliphatics>Ciz- Aromatics Aromatics Aromatics Aromatics Aromatics Aromatics>ECz-

>C10-C12 >C12-C16 >C16-C21 >C21-C3s >C35-Caa >EC10-EC12 >EC12-EC16 >EC16-EC21 >EC21-EC3s >EC35-ECa4

Cas ECus
E.1 Dec19 . 0 ’ 3,960 35,600 414,500 158,500 . 612,500 . 0 . 2,575 ) 34,450 552,500 317,000 . 906,000
E.2 Dec19 . 0 ’ 4,210 22,950 188,000 79,400 . 295,000 . 0 . 2,525 ) 19,100 213,000 124,500 . 359,000
E.3 Dec19 . 0 ’ 4,530 30,250 317,500 127,500 . 480,000 . 0 . 2,360 ) 26,250 387,500 227,000 . 643,500
E.4 Dec19 . 0 ’ 9,280 55,750 573,500 227,500 . 866,000 . 0 . 4,450 ) 51,100 775,000 448,000 . 1,280,000
E.5 Dec19 . 0 ’ 8,545 56,700 618,500 245,000 . 928,500 . 0 . 2,795 ) 41,100 690,500 339,500 . 118,000
E.6 Dec19 . 0 14,750 86,400 930,500 386,500 . 1,415,000 . 0 . 9,045 ) 81,900 1,017,000 562,000 . 1,670,000
E.7 Dec19 . 67 31,450 137,500 1,265,000 535,500 . 1,970,000 . 45 ) 20,550 145,500 1,545,000 935,000 . 2,640,000
E.1 June20 . 0 . 0 ’ 4,050 ’ 4,430 . 0 . 11,200 . 0 . 1,415 ) 15,650 143,000 ' 20,150 . 176,000
E.2 June20 . 0 ’ 3,010 ’ 9,335 ’ 7,730 ’ 1,260 . 7,910 . 0 . 3,260 ) 13,550 115,500 , 16,600 . 185,000
E.3 June20 . 0 ’ 5,620 35,050 80,175 22,800 . 20,300 . 0 . 5,255 ) 28,450 276,500 ' 42,000 . 152,000
E.4 June20 . 0 ’ 2,915 14,000 14,835 ’ 1,850 . 22,800 . 0 . 4,785 ) 31,550 258,000 , 45,400 . 145,000
E.5 June20 . 0 ’ 2,540 11,350 ’ 9,780 ’ 1,815 . 22,700 . 0 . 4,745 ) 39,700 340,500 ' 65,000 . 322,000
E.6 June20 » 4,270 23,500 66,350 198,500 6,415 . 118,000 . 1,840 ) 25,900 ) 85,150 527,500 , 99,050 . 382,000
E.7 June20 13,200 68,550 150,500 448,300 386,500 . 27,000 . 4,655 ) 52,300 131,500 764,000 , 29,100 . 326,000
E.1 Nov20 . 0 . 0 30,900 32,450 . 0 . 66,550 . 0 . 0 ) 28,300 454,500 , 91,650 . 573,500
E.2 Nov20 . 0 . 0 12,930 ’ 9,475 . 0 . 26,600 . 0 . 0 ) 10,760 258,500 ' 46,650 . 315,500
E.3 Nov20 . 0 . 0 17,750 15,900 . 0 . 35,200 . 0 . 0 ) 35,600 528,000 , 93,800 . 658,500
E.4 Nov20 . 0 . 0 . 0 ’ 6,955 . 0 . 25,000 . 0 . 0 ) 36,050 463,000 ' 67,050 . 566,000
E.5 Nov20 . 0 ’ 3,350 12,265 12,350 . 0 . 34,100 . 0 . 0 ) 44,400 507,500 , 96,500 . 649,000
E.6 Nov20 . 0 . 0 ’ 8,265 12,100 . 0 . 27,550 . 0 . 0 ) 63,700 668,500 120,500 . 854,500
E.7 Nov20 . 0 . 0 28,300 21,700 . 0 . 53,500 . 0 . 0 ) 54,150 724,000 143,000 . 924,500




Table S2. Relative abundances of bacterial genera along the different timepoints with the average at the end of each one.

. Samples

Genus

EA1 E.2 E.3 E.4 E.6 E.7 Avg. E.A1 E.2 E.3 E.4 E.5 E.6 E.7 Avg. EA1 E.2 E.3 E.4 E.5 E.6 E.7 Avg.

D19 D19 D19 D19 D19 D19 D19 J20 J20 J20 J20 J20 J20 J20 J20 N20 N20 N20 N20 N20 N20 N20 N20
Pseudomonas 162 1855 293 19.03 1877 1226 1659 096 035 08 141 245 042 175 116 377 143 1012 902 162 809 607 569
Luteimonas 101 233 424 458 005 609 305 871 1308 1051 1432 656 157 237 816 072 272 406 082 022 157 258  1.81
Bacillus 767 066 055 065 08 100 190 491 358 253 224 234 885 815 466 275 271 249 283 171 261 494 286
f.Acidithiobacilla
ceae; KCM-B- 881 108 441 178 142 28 339 208 160 269 209 273 240 152 216 057 254 316 103 044 208 201 1.69
112
Rheinheimera 046 055 006 002 2058 022 365 000 000 000 000 000 000 000 000 875 007 057 005 08 439 6690 305
Silanimonas 010 000 000 000 002 001 002 000 000 000 000 000 000 001 000 968 000 000 000 2941 034 023 566
Brevundimonas  1.07  1.01 236 171 806 180 267 077 082 068 061 221 034 061 086 328 092 130 138 238 348 488 252
zg’g?r"ba“e”ac 202 177 281 176 224 060 187 168 179 131 199 194 091 144 158 255 176 160 085 159 192 126 165
Z:::doxamhom 061 405 408 205 066 364 251 154 024 153 070 111 019 012 078 050 195 144 341 056 196 249 1.76
Lysobacter 065 073 048 007 009 038 040 185 409 245 129 197 118 833 302 061 123 129 119 005 139 044 088
Z:tzc’g"”am’c’b 020 812 0415 022 283 1413 427 037 013 003 026 130 005 0.01 0.31 066 018 040 008 012 014 012 024
Zy drogenophag 133 006 006 017 215 004 064 036 041 032 031 040 133 195 072 702 016 049 027 980 127 106 287
Neochlamydia 018 079 112 034 116 090 075 132 113 212 178 213 209 150 173 047 082 151 403 141 157 123 158
Rhodanobacter ~ 017  2.65 167 1144 000 139 289 098 109 125 294 010 053 063 108 002 075 080 029 001 014 009 030
Sphingomonas 075 061 114 032 075 042 067 410 137 225 174 273 034 027 183 075 248 157 112 088 131 129 134
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Figure S1. Schematic representation of the ecopile structure. The contaminated soil was stacked in a trapezoidal structure on top of a
layer of heavy-duty polyethilene liner up to a height of 2m. Every 0.5 m, 50 mm perforated pipes were inserted to allow passive ventilation
of the system. Nutrients were added in the form of nitrogen:phosphorus fertilizer (25:4) and the hydrocarbon degrading consortium was

added. Finally, the structure was covered with an uncontaminated layer of soil (~5 cm) on which a mixture of clover and ryegrass seeds were
planted.
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Figure S2. Bacterial rarefaction curves and Shannon index across Ecopiles and timepoints. Rarefaction curves of 16S ASVs observed
over the total reads from the different Ecopiles over the three sampling times, December 2019, June 2020 and November 2020. Each curve
represents the merged sequences from the three Ecopile replicates. Shannon index values are indicated at the end of each curve, respectively.
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Figure S3. Relative abundances at the levels of genus and class for the t0 sampling time. Barplot represents the average relative abundance
of ASVs in the bulk polluted soil used for building the Ecopiles
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Figure S4. Fungal rarefaction curves across Ecopiles and timepoints. Rarefaction curves of 18S fungal ASVs observed over the total reads
from the different Ecopiles over the three sampling times, July 2019, February 2020 and November 2020. Each curve shows the evolution for

each sample replicate.



