
   

 

Supplementary Figure 1. Phenotypic distribution of relative saline-alkali damage of measured traits 

in nine rice subgroups. The population structure of 3KRG and the division of the nine subgroups 

were reported by Wang et al. (Wang et al., 2018b). Different letters above the boxplot indicate 

significant differences among subgroups based on Duncan’s multiple range post-hoc test (P < 0.05). 
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Supplementary Figure 2. Correlations between saline-alkali tolerance-related traits in four 

subpopulations. (A) The upper and lower diagonals show the correlation coefficients in Aus and 

Basmati, respectively. (B) The upper and lower diagonals show the correlation coefficients in 

Xian/indica and Geng/japonica, respectively. *P < 0.05, **P < 0.01, and ***P < 0.001. 
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