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Supplementary Figure S1. Expression pattern of soybean DMPs retrieved from Genevestigator database. Colors represent the intensity of the expression (percentage of expression potential), from white (0%) to dark brown (100%).  a. Expression profiles tissue in different tissues. b. Expression profiles during plant development. c. Expression during abiotic and biotic stress. Samples used for analysis are shown in parentheses. hpi- hours post-inoculation, hyp-hypocotyl, trilea-trifoloalate leaf, flob-flower bud. 







6

5

image1.png
288828888 2328[g]lesa8
2282888888888 88 S EEEE R IR Y-
RS EEEE R R OO0 Wuanooolalsass
coadaaauoeaa=&205 C OO 000000 oo oo
a O O O O OO OO OO OO OO N~ MMM OO 0DIM © © N
==86c5====8=28 =09 R B B BB R = MR Rl
iiiiziiiizizie Bioticstress < i ciiflYEEEE
______________ 1011C stress Coocoo0o000o0looo oo
. O O O O O O OO OO OO OO . . L=
Tissue/organ Glyma.17G020800 P. Sojae-0Ohpi (hyp) N |
cotyledon culture Glyma.17G020900 P. Sojae-24hpi (hyp) ]
2::;‘::‘?"“”” Glyma.07G2526800 Aphid-24hpi (sho) = O
cotyledon Glyma.07G252500 Aphid-48hpi (shot) Il
shoot apex Glyma.07G201500 Nemtode-48dpi (root) H R ]
shoot apical meristem Glyma.13G235100 Abiotic stress
:;):(::::tzlm | = Glyma.12G212400 Dehydration-Oh (trilea) = #%
adide — Glyma.18G098200 Dehydration-6h (trilea) [l
maturation zone Glyma.18G097400 Dehydrat;on-th (trﬂea) ]
root hair ol Dehydration-24h (trilea) B
radicle tip o yma. Dehydration-48h (trilea) [}
: Glyma.12G175000 Salt-
elongation zone alt-con (root) L]
flower | . Glyms.08G283300 Salt-6h (root) O
anther H PEEEE Glyma.18G157800 Salt-12h (roo) ]
ovary O Glyma.02G075800 Salt-NaCl-24h (roo) [
ovule Salt-NaCl-48h (roo)
pod ? wi¥. e T ¥ Al toxicity-6h (rad tip) 1 |
seed Al toxicity-6h (rad tip) ] |
Stage of development % x A, A Y p
:x'?sbwo ) E AT R RS AL AL Heat-con (flob) ErEEEe
embryonic leaves | ‘ Heat-heat(flob) |
SR : Heat-heat(flob) B
shoot apical meristem e —
radicle o + g g éo S o o1y
shoot + 3 = i = 9 9 E
stem g o T T Q = = &
; o0 T o
internode = TR - 2 = = 3. 0% 100%
leat E 8 5 & £ £ =2 .
um_fOIIOIate leaf 5o o Q) — o LE LE TU Percent of Expression Potential (log2 scale)
petiole ] © < g 3 2 2 &
upper abscission zone ] v 13) o = 9] .—
o —~ L
trifoliolate leaf = & 3 C m
petiole B § 7!
blade (lamina) S_"’
shoot apex o
shoot apical meristem =
axillary meristem —_

roots

primary root

lateral root |
roottip

root hair

nodule

Fig. 6 Expression pattern of soybean DMPs retrieved from Genevestigator database. Colors represent the intensity of the
expression (percentage of expression potential), from white (0%) to dark brown(100%). a. Expression profiles tissue in
different tissues. a. Expression profiles during plant development. c. Expression during abiotic and biotic stress. Sample

used for analysis are shown in parentheses. hpi- hours post inoculation, hyp-hypocotyl, trilea-trifoloalate leaf, flob-flower
bud.
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