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Table S1
	Category
	Number

	Total of Raw Reads
	2761310

	Total of Clean Reads
	2758386

	OTUs
	3292

	Phyla
	25

	Classes
	43

	 Orders
	81

	Families
	130

	 Genera
	259












Table S2

	ID
	Genus
	4L
	6L
	FP
	MP
	FA
	MA
	Egg

	OTU000004
	Sediminibacterium
	1563
	1265
	1491
	1429
	5329
	3945
	27752

	OTU000002
	Ralstonia
	1383
	1718
	1639
	1492
	11427
	3908
	25409

	OTU000005
	Acinetobacter
	1403
	230
	62
	67
	1105
	993
	5999

	OTU000008
	Bradyrhizobium
	354
	349
	259
	334
	1648
	1264
	5111

	OTU000009
	Brevundimonas
	187
	114
	140
	235
	947
	446
	2878

	OTU000010
	Pseudomonas
	366
	43
	47
	23
	77
	95
	2493

	OTU000012
	Prauserella
	152
	103
	90
	78
	481
	372
	2186

	OTU000011
	Rubrobacter
	118
	118
	69
	98
	217
	313
	2034

	OTU000001
	Enterococcus
	70608
	91854
	53940
	89152
	53002
	61290
	1118

	OTU000016
	Alteribacillus
	59
	52
	39
	20
	184
	178
	948

	OTU000003
	Enterobacter
	36943
	18913
	43440
	1804
	39223
	36166
	696

	OTU000007
	Providencia
	307
	654
	13881
	25567
	6828
	10870
	243






















