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1 Supplementary Data 

Supplementary Data include two files: 

Supplementary_Data_File_1_RNASeq_contigs.fasta 

Supplementary_Data_File_2_concat83_13845.fasta 

2 Supplementary Figures and Tables 

There are two Supplementary tables: 

Supplementary_Table_1.xlsx 

Supplementary_Table_2.xlsx 

2.1 Supplementary Figure 

 

 

 

 

 

Supplementary Figure 1. Schematic representation of the rRNA locus from “Ca. M. girerdii”. Red 
square indicates the region targeted for PCR by the generic bacterial 16S rRNA forward primer 338F 
and “Ca. M. trichamica”-specific 23S rRNA reverse primer. Adapted from the NCBI sequence 
viewer (Sayers, et al. 2019)..  
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