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Supplementary Figure 1. Venn diagram showing number DEGs of the Kuroshio vs. Tsushima snail population (A) up regulated and (B) down regulated under continuous exposure to the different salinity (13, 23, 33, and 43 PSU). Result shown are with (|fc| ≥2, p <0.05). 
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Supplementary Figure 2. GO enrichment plot of DEGs of Kuroshio vs. Tsushima lineage snail populations under 13 PSU salinity condition.
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Supplementary Figure 3. Venn diagram showing number DEGs of the introduced vs. native snail population (A) up regulated and (B) down regulated under continuous exposure to the different salinity (13, 23, 33, and 43 PSU). Result shown are with (|fc| ≥2, p <0.05). 
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Supplementary Figure 4A. Plot showing GO enrichment of in the Biological Process (BP) category, up regulated DEGs of Introduced vs. Native snail populations under 13, 23, and 33 PSU salinity condition. Up regulated GO enriched genes under 43 PSU in BP category are not found.
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Supplementary Figure 4B. Plot showing GO enrichment of in the Biological Process (BP) category, down regulated DEGs of Introduced vs. Native snail populations under 13, 23, 33, and 43 PSU salinity condition.
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Supplementary Figure 4C. Plot showing GO enrichment of in the Molecular Function (MF) category, up regulated DEGs of Introduced vs. Native snail populations under 13, 23, 33, and 43 PSU salinity condition.
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Supplementary Figure 4D. Plot showing GO enrichment of in the Molecular Function (MF) category, down regulated DEGs of Introduced vs. Native snail populations under 13, 23, 33, and 43 PSU salinity condition.












[image: ]

Supplementary Figure 5A. Plot showing GO enrichment of up and down regulated DEGs of Japan vs. Korea snail populations.






[image: ]
Supplementary Figure 5B. Plot showing GO enrichment of up and down regulated DEGs USA vs. Korea and Japan snail populations.
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Supplementary Figure 6. Plot showing GO enrichment of up and down regulated DEGs of snail populations exposed to salinity (13, 23 and 43) vs. 33 PSU salinity.
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Supplementary Figure 7A. Bubble plot showing GO enrichment of up and down regulated DEGs of the Japan Kuroshio snail population exposed to 13PSU in comparison to the control (33 PSU). 
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Supplementary Figure 7B. Bubble plot showing GO enrichment of up and down regulated DEGs of the Japan Tsushima snail population exposed to 13 PSU in comparison to the control (33 PSU). 
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Supplementary Figure 7C. Bubble plot showing GO enrichment of up and down regulated DEGs of the Korea snail population exposed to 13 PSU in comparison to the control (33 PSU). 


































Supplementary Figure 7D. Bubble plot showing GO enrichment of up and down regulated DEGs of the USA snail population exposed to 13 PSU in comparison to the control (33 PSU). 
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