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Supplementary Table S3
GO and KEGG pathway functional enrichment for ERVFRD-1 related DEGs.
	ONTOLOGY
	ID
	Description

	BP
	GO:0006959
	humoral immune response

	BP
	GO:0006910
	phagocytosis, recognition

	BP
	GO:0006958
	complement activation, classical pathway

	BP
	GO:0002455
	humoral immune response mediated by circulating immunoglobulin

	CC
	GO:0019814
	immunoglobulin complex

	CC
	GO:0042571
	immunoglobulin complex, circulating

	CC
	GO:0072562
	blood microparticle

	CC
	GO:0009897
	external side of plasma membrane

	MF
	GO:0003823
	antigen binding

	MF
	GO:0034987
	immunoglobulin receptor binding

	MF
	GO:0030280
	structural constituent of skin epidermis

	MF
	GO:0004866
	endopeptidase inhibitor activity

	KEGG
	hsa04080
	Neuroactive ligand-receptor interaction

	KEGG
	hsa04610
	Complement and coagulation cascades

	KEGG
	hsa04950
	Maturity onset diabetes of the young

	KEGG
	hsa04975
	Fat digestion and absorption


[bookmark: OLE_LINK68][bookmark: OLE_LINK69]Abbreviations: GO, Gene Ontology; KEGG, Kyoto Encyclopedia of Genes and Genomes; DEGs, differentially expressed genes; BP, biological processes; CC, subcellular localizations; MF, molecular functions.
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