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*

x 100

ATGCCAGAGGCAAGCAGAGTTGATTCTTTTTGTTTGTCCGACTTTGATCAATCAATTGCGARATCACTTGGAGAATGCTGTCGAATTGAGTGGARAATCCTGTARAATAACTCACTGAAAGTAACGTAGCCAGACGATTTCTCCTGGTCCTGTT

o

200 X 30

CACCTTGGCACTTCTGATAGGTTGCCAATTTICAGTTGATAGAAGCTCATTTATGTACCTAGAAGACCGACTGAGTTTGCTGGCACAARAGGTACAATCARCARATCACATTATAATACCRAAGTGGTGATACAGAARACCAGGAAGGGTCT

*

3 400

GCCATGGCTGATGCCAGTCCTAGAACTGATATTTCTACAGATGCCGATACTGATGATAAGAATCAGCGGTTTGATGGAAGTCAATCCCTTGCTGC GTGGCTTCAGACTCAAGTCGACAGATCARAGGATAAAACAGATCAGAAGACTCTC

o

500 - 60

CGCAGGCTTGCTCAGAATCGTGAGGCTGCAAGGARAAGCCGATTGCGARAGRAAGTAGGATTTATCCCCTTGAAGTTCCTCCAGGGTAGCAGGTCTGGCTATGGTAACTCTTCATTCGTTAGTAGTGGACGAATGCAGAATCCAGCTTAT

*

i 700

GTTCAACAATTGGARAAGTAGTCGTTTGAAGTTGACGCAATTGGAGCAAGAGCTTCAGCGAGCCAGGCAGCAGGGAATCTTCATATCARGTTCAGGTGATCARAGCACATTCAATGAGCGGCAATCGGGCCATGCAATTCGATGTCGAATAT

o

800 "' S0

GCAAGGTGGCTGGARGAGCAGAATCGACARATTAATGAGCTTAGAGCTGCTGTAAATTCTCATGC AAGTGATACAGAACTTCGRAATGATTATTGATGGTATATTGGCGCATTATGATGACATATTTCGGCTGAAGGGCGTTGCAGCTAAG

*

* 1000

GCTGATGTCTTCCACCTGTTGTCTGGCATGTGGARAAACCCCAGCTGAGAGEGTCGTTTTCTGTGGCTCCGGTEGCTTTCGGTCATCTGAACTCCTTAAGCTCCTGGTAAATCAGTTGCAGCCTCTCACTGAGCAGCAGTTGGTGGGTATTACC

1100 e 1200

AACTTACAACAGTCTTCTCAARCAGGCAGAGGATGCATTGTCTCAGGGCATGGRAGCACTGCAACAATCTCTTGCAGAGACTTTGTCCTCTGGATCACTTGGCTCATCCGGTTCATCAGGGAATGTCGCARATTACATGGGTCAARATGGCC

*

x 1300

ATGGCCATGGGTAAGCTAGGGACACTCGAGGGGTTTATTCGGCAGGCTGACAATTTGCGCCAGCAGACATTGCARCARAATGCACCGCATATTGACTACTCGCCAATCGGCTCGTGC CTCCTTGCAATACACGACTATTTTTCAAGGCTG
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Figure S5 The coding region gene sequence of the orthologous gene AhTGA 11-Tifrunner (reference genome) was
aligned with the alleles of AhTGA11-FH18.



