


Figure S4 Expression profiles of 20 AhTGAs in 22 different tissues.  Heat-map clustering based on 
FPKM expression of 20 AhTGA genes in different peanut tissues. Log2-transformed values are used in a 
color-coded heatmap, with bars representing normalized FPKM (Log2) expression levels, and red for 
higher expression , green means low. 


