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Supplementary Figure 4 The immune filtration of LIHC based on TCGA database. (A) The
correlations of different immune cells of LIHC. (B) The significantly positive correlation between
CD206, the biomarker of M2 macrophages, and ARL4C expression of LIHC. (C) The significantly
positive correlation between a-SMA, the biomarker of cancer-associated fibroblasts, and ARL4C

expression of LIHC.
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