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AATCAAAACCACCAAAAGTAACGACTACCAAGATACGCATAGTGATTCGATCTTTTGATCACCCATTT

ACGACTACCAAGATACGCATAGTGATTCGATCTTTTGATCACCCATTTSyzygium_samarangense_contig1(1>333)

AATCAAAACCACCAAAAGTAACGACTACCAAGATACGCATAGTGATTCGATCTTTTGATCACCCATTT

gDNA-rps10-start.ab1(161>402) 

AATCAAAACCACCAAAAGTAATGACTACCAAGATATGCATAGTGATTCGATCTTTTGATCACCCATTT

cDNA-rps10-start.ab1(162>403) 

70 80 90 100 110 120 130

TTGGAAAACCATTTTTTGGGGCTTCCGCCTTACACACGGAAGATTGGATTGCCTGAATCACGAGTATT

TTGGAAAACCATTTTTTGGGGCTTCCGCCTTACACACGGAAGATTGGATTGCCTGAATCACGAGTATTSyzygium_samarangense_contig1(1>333)

TTGGAAAACCATTTTTTGGGGCTTCCGCCTTACACACGGAAGATTGGATTGCCTGAATCACGAGTATT

gDNA-rps10-start.ab1(161>402) 

TTGGAAAACCATTTTTTGGGGCTTCCGCCTTACACACGGAAGATTGGATTGCCTGAATCACGAGTATT

cDNA-rps10-start.ab1(162>403) 

140 150 160 170 180 190 200

ATATACTGTGTTACGATCACCTCATATTGATAAAAAGTCCAGAGAACAATTTGAAATGGAAATCAAGA

ATATACTGTGTTACGATCACCTCATATTGATAAAAAGTCCAGAGAACAATTTGAAATGGAAATCAAGASyzygium_samarangense_contig1(1>333)

ATATACTGTGTTACGATCACCTCATATTGATAAAAAGTCCAGAGAACAATTTGAAATGGAAATCAAGA

gDNA-rps10-start.ab1(161>402) 

ATATACTGTGTTACGATCACCTCATATTGATAAAAAGTCCAGAGAACAATTTGAAATGGAAATCAAGA

cDNA-rps10-start.ab1(162>403) 

210 220 230 240 250 260 270

AAGAATTTCTGGTCATAAAAACAGAAAGGCATGAATTGCGCAAGAAGTTCTTTCGGTTAAAACGCCAG

AAGAATTTCTGGTCATAAAAACAGAAAGGCATGAATTGCGCAAGAAGTTCTTTCGGTTAAAACGCCAGSyzygium_samarangense_contig1(1>333)

AAGAATTTCTGGTCATAAAAACAGAAAGGCATGAATTG

gDNA-rps10-start.ab1(161>402) 

AAGAATTTCTGGTCATAAAAACAGAAAGGCATGAATTG

cDNA-rps10-start.ab1(162>403) 



280 290 300 310 320 330 340

CGAATATTTGGAGCTCAATATGAAATCCTATTTTCTTGCAAGACTCGTTCGGATAAGGGAAAACTCCA

CGAATATTTGGAGCTCAATATGAAATCCTATTTTCTTGCAAGACTCGTTCGGATAAGGGAAAACTCCASyzygium_samarangense_contig1(1>333)

350

GAGATTGCTTCGA

GAGATTGCTTCGASyzygium_samarangense_contig1(1>333)


