Supplementary

Figure S1. Full-length nucleotide sequence and deduced amino acid sequence of the PcASTA (Gene accession is OR514599). The gray box indicates the predicted zinc metallopeptidase domain, and the conserved domain is marked in red.
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CCGGGGACATTTCCTGCCATTAGCATCATGCTGTGCATTGTATTGCTGGGGGTCTTGGGGGTGGTGACAGCATCGCCCATCATCCCAGAG
MmLCcIvVLLGVLGVYVTASPTITIPE
GCAGCTCGGGCCCTCTACTACAACGATGGAATGT TTGAAGGAGACATTAAGCTTCGTGCTGGACAGCAACCTGCGAGGGTCGGCTCAGCC
AARALYYNDGMTFEGDTIZKTILRAG QQPARVGS A
ATCTTGGGAGATCAATACCTCTGGCCAGGTGGTGTCATACCTTACACCTTTGCAGGTGTTAGCAGTGCAGATCAAAGTGCAATCCTAAGT
Ioe66bpDQYLWPGGVIPYTTFAGVYSSADA QS ATITLS
GGGATGCAAGAACTGGAGGATAAAACATGCATCCGCTTTGTGCCTAGAACCTCCGAGTCAGACTACATTGAAATTTTCACCAGTGGTTCA
GMQELEDI KT CTIRTEFVPRTSES STDYTIETITFTSGS
GGATGTTGGTCATATGTGGGAAAAATAGGAGGAGCGCAGCAGGTGTCACTTCAAGCCAATGGTTGCATTTACCATGGCACCATCATCCAT
GCWSYVGKIGGAQQVSLQANGCTIYHGTTITIH
GAGCTCATGCATGCCATTGGCTTCTACCATGAGCACACCCGTATGGACCGAGACAACTACGTCTACATTAACTATGAAAACGTTGACCCC
ELMHATITOGPFYHEUHTIRMDIRDNYVYTINYE ENVDTFP
TCGATGACGTCCAACTTCGACATTGATACGTACTCGCGCTATGTGGGTGAAGGCTACCAGTACTACAGCATAATGCACTATGGCAAGTAC
SMTSNFDTIDTYSRYVGEGYQYYSTITITMHYGK K.Y
TCCTTCTCCATTCAATGGGGAGTCCTTGAGACCATTGTTGCTCTGCAAGATGGGATTGATCTCACCGACCCTTATGATAAAGCTCACATG
SFSITQWGVLETTIVALAQDGTIDLTD®PYDIKATHM
TTGCAAACTGATGCAAACCAGATCAACAATCTATACACAGGTGTGTGCAACTGAAGGCATTAGACATTACATGGCTAACCTCTACGGACA
L Q TDANRQINNLYTSGVCN *
TCATGAGCTGAAGCCATCTTTAATGTAACCATTTATTTAAAGAATCAAAGAAATCATAAAATGTTTACTTTCATTACCCAAACATGTTGT
AATCCTCTTAAGTGCAATGTTAACAAGATTATGAAATAAGTAGAAGGCGGTGGTTAGATGTTTCCTACCAGGTCAGCGAGGAAGGTTGAG
CCTGAGTTGACATAGGGTGCGAAGCCAAGCTTCCCCCTTTTTAACAGGGAAGGAGAGTTAGTGTTCATCAAAAGATCCTTGTTACAAACA
CCAAGAGTAATATAAGCAATGGTAGTACAACCTCCTTCATCCAAATAAAATTCTTTATGAATATTACCATTTTCTAAAGTACTGTATTGA
TTAATACCCCAGCCACACTAAAGGTAGAATTTTTGTAATAAGATTTATTATTGTAATAATGAAGATAACTGAACAATAAAAATAAATAAG
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