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Figure S1: Study population, bacteriologically confirmed TB cases from each study zone, and detection of first- and second-line anti-TB drug resistance. Abbreviations:
FLQ-r: Fluoroquinolone-resistance; INH-MR: Isoniazid-monoresistance; INH-r: Isoniazid-resistance; LJ: Lowenstein-Jensen; MDR: Multidrug-resistance (i.e., RIF-r +
INH-r); PTB: Pulmonary tuberculosis; RIF-r: Rifampicin-resistance; SLIDs: Second-line injectable drugs; MTBDRplus v2.0 (GenoType®MTBDRplus VER2.0); MTBDRsl|
v2.0 (GenoType®MTBDRsl| VER2.0).



