A Bacteria

BS1
1.0 4 BS2
M BS3
094 M BS5
0.84 BS4
& r HR1
s 79 mR2
3 064 M R4
(3]
o 0.5 HR5
- R3
8 0.4 W RS1
(] RS2
0.3 RS3
0.2 W RS4
0.1+ M RS5
0.0 T T
0 10,000 20,000
Number of tags sampled
B Fungi
_ BS1
LIIE T — BS2
0.9 M BS3
mBS4
0.8+ BS5
[
D 0.7 HR1
o M R2
[
2 0.6 B R3
o
° 051 H R4
E R5
8 0.4 M RS1
O 3 RS2
RS3
0.2 W RS4
014 M RS5
0.0 T T T
0 20,000 40,000 60,000

Number of tags sampled

Figure S1. Rarefaction curves for the sequencing data of Phellodendron amurense
roots (R), rhizosphere soil (RS) and bulk soil (BS). (A) Bacteria. (B) Fungi.
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Figure S2. Alpha diversity of microbial communities associated with Phellodendron
amurense (Kruskal-Wallis test). (A) Bacteria. (B) Fungi. BS, RS and R represent bulk
soil, rhizosphere soil and roots, respectively.
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Figure S3. Linear discriminant analysis (LDA) aross roots (R), rhizosphere soil (RS)
and bulk soil (BS) samples of Phellodendron amurense. All linear discriminant
analysis (LDA) scores > 4. (A) Bacteria. (B) Fungi.



