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Two-component sysbem

PFuring metabolism

Aminoacyl IRMA biogynthesis

Aming sugar and nucleatide sugar metabolism
Starch and suciose metabolism
Pyrimidine metabolism

Fruclase and mannose metabohsm
Ribosome

Peptidoghcan bosyniess

Galactose metabolism

R deggradation

Cther ghycan degradation

Porphyrin and chionophiyll metabolism
HOMOGoUS recombination

Ouadative phosphorylation
Arginine and proline metabolism
Nitrogen metabolism

Alanine, aspartate and glutamate metabolism
Mismatch repair

Nucleotide excision repair

Cysteine and methionine metabolism
Pyruvate metabolism

Lysane: Biasyrihe sis

Glycolysis | Gluconsogenesis

Pemose and glecuronate iMerconversions
Histiding medaboksm

Carbon Tation pathways in prokanoles
Bactenal SecreBon System
Glycerophospholipid metabolism
Pentose phosphale pathway)

Protein expon

Hicotinate and nicotinamide metaboksm
ren replication

Pamoathenate and CoA biosynthe sis
Lipopolysacchande bosynihess
Sphingolipid metabolism

Folat: beosynthe sis
Phosphotranslerase system (PTS)
Glutahagne metabalsm

One carbon pool by folate

Base extision repair

Bacterial chemoaxis

Glyceralipid metabolism
Selenscompound meabolism

Bigtin metabolism

LySosome

Carbon fixation in photosynihelic organisms,
Tyrosing metabolism
Glycosamndgivcan degradaton

Sullur metabolism

D Metabolism - oher enzymes
Sultur relay system

Propancale metabolism

Witamin B6 metabolism

Cyanoaming acid metabolism
Riboflavin metaboksm

Flagellar assembly

Streptomycin biosynihesis

Benzoate degradation

De-Adaning medalolsm

Phenylalanine metabolism
Phenylpropandsd biosynilesis
Photosynihesis

Plant-pathogen inleraction
Aminobenzoate degradaton

RMNA st

Protein digesien and absorption
Epithelial cell signaling in Helicobacter pylosi infection
Polyketide Sugar unil Biosynthesis

RiaA polymerase,

Palycychc aromatic hydrocarbon degradation
Ingsitol phosphate metabolism

D-Glutamine and D-glutamate metabolism)

Staphyiccoccus aureus inbmionl

Peroxisome

Tubsticubsis

Ascorbate and akdarate metabolism
Glycasphingolipid Biosynihesis - globo and isoghobo semes
Fary acil degradation

Lipoic acid metabolism

N-Glycan bosynihess

Phosphonate and phosphinale melabolism
Insuln sgrahng pathway

Pariussis

Limanene and pinene deqgradation

Meisis - yeast

Steroid hormone biosynthesis
CS-Branched dibasic acid metaboksm
Bactenial invasion of epithelial calls
Carbohydrate digesson and absorpiion
Salmonelia infection

PPAR signaling pativay

Zeatin biosynthesis,

Taurine and hypotauring metabolsm
Blosynihesis of ansamycins

Ethylenzens deqgradation

BFIOBEE G adaton

Biosymhesis of unsaturated fatty nci-:lﬂl
Naphthalene degradation

Alzheimers disease

beta-Lactam resistante

Honnbgsgmal peplide structures
Biosynihesis of siderophore group nonribosomal peplides

Tryptophan metaboksm
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0.00011
0.00423
000144
000062
A2teb
000107
0.00083
0.00086
0.00380
4.36e-5
000503
000019
000041
002798
002553
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000014
0.00095
0.00479
000055
0.00035
1.96e-5
3.83e-7
B.58e-6
A.79e-6
0.00021
D.000GD
0.00773
0.00028
8.04-7
1.4%e-5
0.00086
000040
002470
000111
000048
0.02879
0.00020
0.00015
0.00024
000024
001591
4. 2505
0.00958
0.007T0
0.00061
T.8e-6
0.00044
000037
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0.00104
000066
0.01949
000082
0.00050
0.00135
000212
0.00101
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0.00164
3.08e-5
0.00060
1.76a-5
000020
0.56e-8
3805
0.00130
1.28e-6
0.00073
0.00036
0.00482
0.00065
002056
1.6e-7
000281
1.3e-8
0.00167
0.00019
0.01526
003211
0.00058
000104
0.00089
000220
7.0le-8
0.00239
0.00196
1.4%-5
1.38e-5
0.00047
1.082-5
0.00300
0.00081
000062
0.00265
L4le-8
0.02012
5.4Be-6
0.00057
G.B2e-6
B.1Ge-8
2.35e-11
4. 2208

2.14e-7

P value



