Two-component system

Purine metabolism

Aminoacyl-tRNA biosynthesis

Pyrimidine metabolism

Ribosome

Peptidoglycan biosynthesis

Homologous recombination

RMNA degradation

Arginine and proline metabolism
Phosphotransferase system (PTS)
Galactose metabolism

Nucleotide excision repair

Glycolysis / Gluconeogenesis

Cell cycle - Caulobacter

Alanine, aspartate and glutamate metabolism
Lysine biosynthesis

Other glycan degradation

Methane metabolism

Mitrogen metabolism

Pentose phosphate pathway

Terpenoid backbone biosynthesis
Bacterial secretion system

DMNA replication

Carbon fixation pathways in prokaryotes
Glycerolipid metabolism

Protein export

Glutathione metabolism

Base excision repair

Fatty acid biosynthesis

Thiamine metabolism

Glyoxylate and dicarboxylate metabolism
Butanoate metabolism

Staphylococcus aureus infection

Folate biosynthesis

One carbon pool by folate

Carbon fixation in photosynthetic organisms
Citrate cycle (TCA cycle)

Ubiquinone and other terpenoid-quinone biosynthesis
Sulfur relay system

Drug metabolism - other enzymes
Propanoate metabolism

Bacterial chemotaxis

Phenylalanine metabolism

Valine, leucine and isoleucine degradation
Aminobenzoate degradation

Lysine degradation

Flagellar assembly

RNA transport

Ascorbate and aldarate metabolism
RMA polymerase

Inositol phosphate metabolism
D-Glutamine and D-glutamate metabolism
Bisphenol degradation

Tuberculosis

Limonene and pinene degradation

Lipoic acid metabolism

C5-Branched dibasic acid metabolism
Phosphonate and phosphinate metabolism
Insulin signaling pathway

Biofilm formation - Vibrio cholerae
Linoleic acid metabolism

Taurine and hypotaurine metabolism
Mitrotoluene degradation

Alzheimers disease

Ethylbenzene degradation

Biosynthesis of unsaturated fatty acids
Carbohydrate digestion and absorption
Zeatin biosynthesis

Salmonella infection

beta-Alanine metabolism

Protein processing in endoplasmic reticulum
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