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Supplementary Figures S1–S8. Results of leave-one-out analyses for specific metabolites and CHD. The red line indicates the MR results of the IVW analysis, with no significant difference in causal estimates between blood metabolites and CHD after removal of either IV.
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Supplementary Figures S9–S16. Regional association plots for the colocalization analysis of metabolites with Coronary Heart Disease (CHD). The lead single nucleotide polymorphism (SNP) is marked as a purple diamond. SNPs within ± 1000 kb of the protein quantitative trait locus are included, with a prior probability (p12) of 1e-5, indicating the likelihood of a SNP being associated with metabolites and CHD.
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