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Supplementary Figure 1. Verification of the expression patterns of RNA-seq results using qRT-PCR. One-way ANOVA was used for analysis. *p<0.5, **p< 0.01, ***p< 0.001, ****p< 0.0001.
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Supplementary Figure 2. The GO enrichment analysis of differential expression genes. (A) Scatterplot of the GO enrichment by differential expression genes for the immunization-challenged group versus the challenged group. (B) Scatterplot of the GO enrichment by differential expression genes for the challenged group versus the mock group. (C) Scatterplot of the GO enrichment by differential expression genes for the immunization-challenged group versus the mock group.
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