
Case: HLA ambiguous genotype input to Haplostats for imputation
SIRE information: African American (AFA)
HLA genotype:
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Table S1. Example input HLA genotype

Haplostats© (haplostats.org) is used as an interface for imputation to resolve ambiguities in the input HLA genotype. 
Scenario 1: SIRE information is not provided and instead all populations are selected. 
Result: Haplostats produces the following result:
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Figure S1. Haplostats bar chart showing the estimated genotype frequency of the imputed genotypes in multiple populations. Please refer to table 1 for SIRE abbreviations.
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Figure S2. Genotype predictions of the input ambiguous HLA genotype in multiple populations. The SIRE information was not input to Haplostats. Haplostats allele predictions differ among populations. Please refer to table 1 for SIRE abbreviations.

Scenario 2: AFA race is input to haplostatst.org. 
Result: Haplostats produces the following result:
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Figure S3. Haplostats bar chart showing the estimated genotype frequency of the imputed genotype in the AFA population.

[image: A screenshot of a computer screen

Description automatically generated]
Figure S4. Genotype predictions of the input ambiguous HLA genotype in the AFA population only, based on the SIRE input to Haplostats. Haplostats allele predictions are more concordant with genotypes expected in the AFA population.
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HLAType A'GE01+A8B:02 A'GE01+A8B:02 A'GE01+A8B:02 A'GE01+A8B:02 A'GE01+A8B:02 ABE:01+A"6B:02
C*04:01+C 0401 C*04:01+C 0401 C*04:01+C 0401 C*04:01+C 0401 C*04:01+C 0401 C"04:01+C°04:01
B°35:01+8'53.01 B°35:01+8'53.01 B°35:01+8'53.01 B°35:01+8'53.01 B°35:02+8'53.01 B'35:02+B'53:01
DRB111:02+DRB1*13:02 DRB111:02+DRB1*13:02 DRB111:02+DRB1*13:02 DRB1*11:01+DRB1*13:03 DRB111:04+DRB1*13:02 DRB1*11:01+DRB1"13:02
DQB1*03:01+DQB1'06:09 DQB1*03:01+DQB1'06:09 DQB1"03:01+DQB1'06:04. DQB1*03:01+DQB1'06:02 DQB1*03:01+DQB1'06:04. DQB1°03:01+DQB1'06:04.
HLAtype freq Likelihood | 1.580E-7 19.4% | 1.843E7 1THET 25.8% || B.OTSES 16.2% | 1.750E-10 1.887E-8 62.4%
HLAType A'GE01+A8B:02 A'GE01+A8B:02 A'GE01+A8B:02 A'GE01+A8B:02 A'66:02+A"6B:01 ABE:01+A"6B:02
C*04:01+C 0401 C*04:01+C 0401 C*04:01+C 0401 C*04:01+C 0401 C*04:01+C 0401 C"04:01+C°04:01
B°35:01+8'53.01 B°35:01+8'53.01 B°35:01+8'53.01 B°35:01+8'53.01 B°35:03+8'53.01 B'35:02+B'53:01
DRB111:02+DRB1*13:02 DRB111:02+DRB1*13:02 DRB111:02+DRB1*13.01 DRB1*11:01+DRB1*13:02 DRB111:04+DRB1*13.01 DRB1*11:04+DRB1"13:02
DQB1"03:01+DQB1'06:04. DQB1"03:01+DQB1'06:04. DQB1*03:01+DQB1'06:04. DQB1"03:01+DQB1'06:09 DQB1*03:01+DQB1'06:03 DQB1°03:01+DQB1*06:04.
HLAtype freq Likelihood | 6.722E-8 8.3% || 6.491E-8 7.6% || 7.622E8 1.7% || 638268 128% | 1.318E-10 14.6% 1.138E-8 376%
HLAType ABE01+A"6B:01 ABE01+A"6B:01 A'66:03+A"68:02 ABE01+A"6B:01 A'66:02+A"6B:01
C*04:01+C 0401 C*04:01+C 0401 C*04:01+C 0401 C*04:01+C 0401 C*04:01+C 0401
B°35:01+8'53.01 B°35:01+8'53.01 B°35:01+8'53.01 B°35:01+8'53.01 B°35:03+8'53.01
DRB111:02+DRB1*13:02 DRB111:02+DRB1*13:02 DRB1*11:01+DRB1*13.01 DRB1*11:01+DRB1*13:02 DRB1*11:01+DRB1*13.01
DQB1*03:01+DQB1'06:09 DQB1*03:01+DQB1'06:09 DQB1*03:01+DQB1'06:03 DQB1"03:01+DQB1'06:09 DQB1*03:01+DQB1'06:03
HLAtype freq Likelihood | 5.038E-8 6.2% || 5.680E-8 6.7% || 3.599E-8 5.4% || 4.274E-8 8:6% || 1.318E-10 14.6%
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