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Figure S1. Full-length protein structure similarity alignment of AtSIZ1 and SpSIZ1 using MEGA 7 and genedoc software.
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Figure S2. The fresh weight of NHE and SpSIZ1-OE lines before different concentrations of Cd stress treatments. Data are shown as mean ± SD (n = 3). ns indicate not statistically significant differences compared with wild-type NHE.
[image: ]
Figure S3. Treatment of different concentrations of Cd stress on the NHE and SpSIZ1-OE lines in the same cultivation environment. The CdCl2 stress conditions were 20 μM for 10 d and 50 μM for 10 d. A 10-d period without Cd treatment was used as a negative control. Scale bar, 5 cm.
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Table S1. The Cd content in the root, stem, and leaf of NHE and SpSIZ1-OE lines after 0 d and 10 d treatment with 50 μM CdCl2.
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Table S2. Sequences of primers used in this study.
image5.png
Primer name

For cloning
pCambial302-GFP-SpSIZ1

For yeast expression
SpSIZ1-pYES2.0

For subcellular localization
SaSIZ1-GFP-105

For interaction proteins
SpSIZ1-BD

SpABIS-AD
GFP-SpSIZ1
Myc-SpABIS
SpSIZ1-nLUC
SpABIS-cLUC
SpSIZ1-nYFP

SpABIS-cYFP

For QPCR
SpSIZ1-Q

SpABIS-Q

SpRD29A-Q
SpRD29B-Q

SpRABI8-Q
UBCY

Primer sequence (5°-3”)

F: acgggggactctigaccatg ATGGATGTGGTGGCTAGTTG
R: agftctictcctitactagt TTCTGAGTCTGAGTTAATGG

F: TCACTATAGGGAATATTAAGCTT ATGGATGTGGTGGCTAGTT
R: GATGCGGCCCTCTAGA CTATTCTGAGTCTGAGTTAATGGA

F: ctgtacaagggatcc ATGGATGTGGTGGCTAGTT
aggtcgactctaga CTATTCTGAGTCTGAGTTAATGGA

F: TGGCCATGGAGGCCGAATTC ATGGATGTGGTGGCTAGTT
R: CGCTGCAGGTCGACGGATCC CTATTCTGAGTCTGAGTTAATGGA

F: CCATGGAGGCCAGTGAATTC ATGAATGGTGGCACTTATCATACAG

R: GCAGCTCGAGCTCGATGGATCC TTACACTGTGTTGCTTAATGCCCTT
F: tagcctegagaattc ATGGATGTGGTGGCTAGTTGTAA

R: accgecaccgaattc TTCTGAGTCTGAGTTAATGGA

F: cgtggtacctctaga ATGTCACAGGGCGAGGTGGAGT
R: aageggccgeecggg CTAAACAGGGCCGCTTACCGC

F: CGGGGGACGAGCTCGGTACC ATGGATGTGGTGGCTAGTTGTAA
R: ACGAGATCTGGTCGAC TTCTGAGTCTGAGTTAATGGA

F: ACGCGTCCCGGGGCGGTACC ATGAATGGTGGCACTTATCATACAG
R: AGCTCTGCAGGTCGAC TTACACTGTGTTGCTTAATGCCCTT

F: aaggeeggeggatec ATGGATGTGGTGGCTAGTT

R: caggtegactctaga CTATTCTGAGTCTGAGTTAATGGA

F: gatacceggggatce ATGAATGGTGGCACTTATCATACAG
Rigeegtegactctaga CACTGTGTTGCTTAATGCCCTT

F: ATTGTGTCCTGTGAAGTTA
R: TTGTCATTCCTTGTTAGTTG

F: CACTAGATGAGTTCCAGA
R: CCATGACTATGGCTTCCACC

F: TATTGCTTCCTCCTGTCGGC
R: AACCAAGACGTAGAGGGCGT

F: GGACGGTAACTCTACCCCGT
R: TTAAGCACTTCAGGTGCCA

F: ACGACGACTGGAGCTGGAGG
R: GCAAGACACCACCGTGTTGT
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