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Supplementary Figure 1. Genomic distribution of 5-hmC in DLBCL patients and healthy controls. A-D, Venn diagram showing gene number associated with peaks measured for those four groups; peaks that overlap with 3′-UTR, 5′-UTR, exon, and promoter were considered for the analysis. 
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Supplementary Figure 2. The individual prediction performance of each marker in the thirteen markers in the training and validation cohort. A, The venn diagram in the upper left corner shows the intersection of immune-related genes and 10 5hmC markers. This intersection yielded two markers, DENND1A and TSC22D1. B-K, The other graphs represent the Individual ROC curves for each marker in the training and validation cohort.
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Supplementary Figure 3. The wd-scores information. A, Boxplot of wd-score deriving from the integrated model for the DLBCL samples and the healthy controls. B-E, box plot of different stages of the disease and clinical diagnostic indicators. GCB: Germinal Center B-cell-like, Non-GCB: Non-Germinal Center B-cell-like.
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Supplementary Figure 4.  Correlation plots of the mRNA expression of DENND1A with the mRNA expressions of GDI1, GDI2, THADA and CHM in DLBCL in the TCGA-DLBC dataset. A, GDI1. B, GDI2. C, THADA. D, CHM.
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