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Coprococcus 2

Alphaproteobacteria

Clostridiaceae 1 Desulfovibrionaceae

Eubacterium coprostanoli
genes group

Eubacterium fissicatena 
group

Erysipelotrichaceae 
UCG003 Subdoligranulum
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MR Egger

Weighted median

Weighted mode
Simple mode


