
All − Inverse variance weighted

All − MR Egger

rs34569731

rs7960664

rs140912403

rs62285697

rs9813022

rs76784716

rs55876211

−1 0 1
MR effect size for

'class.Alphaproteobacteria.id.2379' on 'outcome'

All − Inverse variance weighted

All − MR Egger

rs4723021

rs2817172

rs12186080

rs550843

rs62397761

rs10875374

rs881532

rs12341505

rs2795528

rs56188186

−2 −1 0 1 2
MR effect size for

'family.Clostridiaceae1.id.1869' on 'outcome'

All − Inverse variance weighted

All − MR Egger

rs6058181

rs4506934

rs112381107

rs17791387

rs9928243

rs2838334

rs72647048

rs3935584

rs2692012

rs11599763

−1 0 1 2
MR effect size for

'family.Desulfovibrionaceae.id.3169' on 'outcome'

All − Inverse variance weighted

All − MR Egger

rs6762473

rs62024432

rs17159861

rs11052069

rs4076415

rs11720857

rs76898927

rs12906958

rs9648214

rs10444197

rs79895140

rs1020520

rs2644213

−2 −1 0 1 2
MR effect size for

'genus.Eubacteriumcoprostanoligenesgroup.id.11375' on 'outcome'

All − Inverse variance weighted

All − MR Egger

rs3771393

rs10147907

rs7104872

rs11876297

rs11818408

rs6934739

rs1768152

rs2733072

rs151257695

−1 0 1
MR effect size for

'genus.Eubacteriumfissicatenagroup.id.14373' on 'outcome'

All − Inverse variance weighted

All − MR Egger

rs17798136

rs75949021

rs59104037

rs73074432

rs4758231

rs76502207

rs11666127

rs8053479

rs12251396

rs62403464

rs59068084

rs6875357

rs10164067

rs74988980

rs28568391

rs11994308

−2 −1 0 1
MR effect size for

'genus.ErysipelotrichaceaeUCG003.id.11384' on 'outcome'

All − Inverse variance weighted

All − MR Egger

rs3761728

rs2171249

rs4347804

rs10497836

rs6555306

rs2114677

rs1667315

rs75158211

rs35940633

rs76528319

rs10065321

−1 0 1 2 3
MR effect size for

'genus.Subdoligranulum.id.2070' on 'outcome'

Genus

Family

Order

Class

Keloid Hypertrophic Scar

All − Inverse variance weighted

All − MR Egger

rs10148250

rs9864379

rs367480

rs10738747

rs11150282

rs28678345

rs4129395

rs79790072

rs789069

rs113884518

−2 −1 0 1 2
MR effect size for

'class.Melainabacteria.id.1589' on 'Keloid || id:ebi−a−GCST90018874'

All − Inverse variance weighted

All − MR Egger

rs73232831

rs1649999

rs13086907

rs4463806

rs1135612

rs2834062

rs61249479

rs60274479

rs1643968

rs71405394

rs4722181

rs9423647

−2 −1 0 1 2 3
MR effect size for

'class.Negativicutes.id.2164' on 'Keloid || id:ebi−a−GCST90018874'

All − Inverse variance weighted

All − MR Egger

rs1887048

rs10404377

rs3098182

rs482905

rs6797051

rs12904405

rs66753613

rs118170811

rs7514702

rs6501525

−4 −2 0 2
MR effect size for

'family.FamilyXIII.id.1957' on 'Keloid || id:ebi−a−GCST90018874'

All − Inverse variance weighted

All − MR Egger

rs72680320

rs9426473

rs2482516

rs6677933

rs35890118

rs61823518

rs10070053

rs12634070

−4 −2 0 2
MR effect size for

'genus.Coprococcus2.id.11302' on 'Keloid || id:ebi−a−GCST90018874'

All − Inverse variance weighted

All − MR Egger

rs73232831

rs1649999

rs13086907

rs4463806

rs1135612

rs2834062

rs61249479

rs60274479

rs1643968

rs71405394

rs4722181

rs9423647

−2 −1 0 1 2 3
MR effect size for

'order.Selenomonadales.id.2165' on 'Keloid || id:ebi−a−GCST90018874'

Melainabacteria Negativicutes

Selenomonadales

Family XIII

Coprococcus 2

Alphaproteobacteria

Clostridiaceae 1 Desulfovibrionaceae

Eubacterium coprostanoli
genes group

Eubacterium fissicatena 
group

Erysipelotrichaceae 
UCG003 Subdoligranulum


