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Supplementary Figure S1. Single colonies can be identified under a dissection microscope (Leica MZ16) 19–24 hours post-transformation.
The red circles highlight the individual colonies.
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Supplementary Figure S2. Phenotypic effects of albA mutations induced by Cas9 and Cas12a systems (Replicate 2 and 3). 
R stands for a biological replicate.
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Supplementary Figure S3. Phenotypic characteristics of transformants targeting the albA gene after single colony isolation on an minimal medium agar slant.
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Supplementary Figure S4. Phenotypic effects of large chromosome fragment deletion induced by CRISPR-Cas9 and Cas12a systems (Replicate 2 and 3).
R stands for a biological replicate.
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Supplementary Figure S5. Phenotypic characteristics of selected transformants with large fragment deletions after isolating single colonies on an agar slant.
image1.jpeg




image2.jpeg




image3.jpeg




image4.jpeg




image5.jpeg




