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Screen Results- fixed KIR2DS2 |KIR2DS3 | KIR2DS1 | KIR2DL2 | KIR2DL3 | KIR2DL1 |KIR2DS2 | KIR2DL1| CD8A CD8A | FZD5
Sample ID (Concentration) 246 1006 1058 927 2240 1942 3468 3402 4948 5802 1819
MTX-101 (20 pg/mL) med/strong| weak strong strong strong strong strong strong |med/strong] medium |v weak
MTX-101 (20 pg/mL) med/strong| weak strong strong strong strong strong strong medium | medium |v weak]
KIR FAB Fc (20 pg/mL) med/strong| weak strong strong strong strong strong strong neg neg _|v weak
KIR FAB Fc (20 pg/mL) med/strong| weak strong strong strong strong strong strong neg neg |v weak
CD8 scFv Fc (20 ug/mL) neg neg neg neg neg neg neg neg medium weak neg
CD8 scFv Fc (20 pug/mL) neg neg neg neg neg neg neg neg medium [weak/med| neg
Screen Results- unfixed KIR2DS2 |KIR2DS3 | KIR2DS1 | KIR2DL2 | KIR2DL3 | KIR2DL1 |KIR2DS2 | KIR2DL1| CD8A CD8A | FzD5
MTX-101 (20 pg/mL) weak/med | vweak | medium | medium | medium |weak/med| medium strong |med/strong] v weak | weak
KIR FAB Fc (20 yg/mL) weak/med | vweak |weak/med| medium |weak/med| weak medium | strong neg neg weak
CD8 scFv Fc (20 pug/mL) neg neg neg neg neq neg neg neg med/strongl v weak | neg




