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Supplementary Figure S1. Distribution of the PAP_fibrillin (PF04755) domain across different
taxonomic categories. The presence of the PAP_fibrillin domain is shown in various organisms as
identified through InterPro database analysis. The domain is color-coded by taxonomic category:
Eukaryota is represented in green, and bacteria is represented in violet. PAP indicates proteins that
are typically involved in lipid binding and are associated with plastids, which are key organelles in
the cellular context of eukaryotic organisms. The presence and distribution of the PAP_fibrillin
domain across these two major taxonomic groups highlight its evolutionary significance and potential
functional roles within diverse biological systems. PAP, plastid lipid-associated protein.

Supplementary Table S1. The fibrillin (FBN) families identified in plants.
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Supplementary Table S1. The fibrillin (FBN) families identified in plants.

Plant FBN gene numbers References

Arabidopsis thaliana 14 (Singh and McNellis, 2011)

Solanum lycopersicum 14 (Sun et al., 2022)

Cucumis sativus 10 (Kim et al., 2018)

Oryza sativa 11 (Li et al., 2020)

Triticum aestivum 26 (Jiang et al., 2020)

Cicer arietinum 12 (Pandey et al., 2023)

Crocus sativus 10 (Pandey et al., 2023)

Glycine max 16 (Zafer et al., 2023)

Populus trichocarpa 11 (Zafer et al., 2023)

Physcomitrium patens 10 (Zafer et al., 2023)

FBN, fibrillin.
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