
Supplementary Figure 1 
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GO processes of DEG in cardiomyocytes 
stimulated with 0.4 µg/ml PCSK9 

Name P-value 

Negative Regulation Of Programmed Cell 0.0007225 
Death (G0:0043069) 

Response To Unfolded Protein (G0:0006986) 0.001063 

Carboxylic Acid Transport (G0:0046942) 0.001538 

Negative Regulation Of Protein Modification 
By Small Protein Conjugation Or Removal 0.001597 
(G0:1903321) 

Negative Regulation Of Protein Ubiquitination 0.001597 (G0:0031397) 

GO processes of DEG in cardiomyocytes 
stimulated with 2.0 µg/ml PCSK9 

Name P-value 

Protein Modification Process (G0:0036211) 7.245e-7 

Negative Regulation Of Transcription By 0.000002760 RNA Polymerase II (G0:0000122) 

Calcium Ion Transport Into Cytosol 0.000003392 (G0:0060402) 

Regulation Oflranscription By RNA 0.000007439 Polymerase II (G0:0006357) 

Response To Muscle Stretch (G0:0035994) 0.00002559 
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GO processes of DEG in cardiac fibroblasts 
stimulated with 2.0 µg/ml PCSK9 

Name P-value 
Adjusted 

p-value 

Extracellular Matrix Organization 4.219e-11 2.189e-8 (G0:0030198) 

Extracellular Structure Organization 4.858e-11 2.189e-8 (G0:0043062) 

External Encapsulating Structure 5.371e-11 2.189e-8 Organization (G0:0045229) 

Positive Regulation Of Cell Migration 8.011e-11 2.450e-8 (G0:0030335) 

Endodermal Cell Differentiation 5.159e-10 1.262e-7 (G0:0035987) 


