Supplementary Figure 1

(A) PCSK9 binding partner (B) LDLR expression in hepatocytes
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(C) DEG - cardiomyocytes

0.4 pg/ml PCSKS9 vs. control
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(E)

Top 30 DEG - cardiomyocytes
2.0 pg/ml PCSKS vs. control
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(D)

GO processes of DEG in cardiomyocytes

stimulated with 0.4 pg/ml PCSK9

Adjusted
Index Name P-value p-value
Negative Regulation Of Programmed Cell
1 Death (GO:0043069) 0.0007225 0.05006
2 Response To Unfolded Protein (GO:0006986) 0.001063 0.05006
3 Carboxylic Acid Transport (GO:0046942) 0.001538 0.05006
Negative Regulation Of Protein Modification
4 By Small Protein Conjugation Or Removal 0.001597 0.05006
(G0:1903321)
s Negative Regulation Of Protein Ubiquitination 0.001597 0.05006

(F)

(G0:0031397)

GO processes of DEG in cardiomyocytes

stimulated with 2.0 pg/ml PCSK9

Adjusted
Index Name P-value p-value
1 Protein Modification Process (GO:0036211) 7.245e-7 0.001391
Negative Regulation Of Transcription By
2 RNA Polymerase Il (G0:0000122) 0:000002%601  10:002474
Calcium Ion Transport Into Cytosol
3 (GO:0060402) 0.000003392 0.002171
Regulation Of Transcription By RNA
4 Polymerase II (GO:0006357) 0000007439 0.003571
5 Response To Muscle Stretch (GO:0035994) 0.00002559 0.009828

(G)

Top 30 DEG - cardiac fibroblasts
0.4 pg/ml PCSKS9 vs. control

Serpina3n
Cxcl5
Prdx1
Aldh1a2
Csf1
Mmp12
Ccl?
Ccl6
Ccl2
%,’,7([,)3 1 Z-Score
I Gpxs3 23
Prnp I
Pitp
Pcsk6
Entpd2 0
Sfrp2
Ein
Col1a2
Collat
Apoe
Igfbp4
Cygb
Lamb2
Col14at
Ccdc80
Mmp2
Mfap4
Thbs2
Col6a2

control

(H)

GO processes of DEG in cardiac fibroblasts
stimulated with 2.0 ug/ml PCSK9

Index  Name P-value A:’::}ﬁ:
1 :Eégfl(’c;_’l’g‘:agg;\/latrix Organization 4.219e-11 2.189e-8
2 (Eég%:oelltl;olzrz)snucture Organization 4.858e-11 2.189.8
R o
4 (?éit(i)\égé(;g;)lation Of Cell Migration 8.011e-11 2.450e-8
5 Endodermal Cell Differentiation 5.159-10 1.2620-7

(G0:0035987)




