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Fig.S1 Analysis of cis-acting elements in the Bju WRKY promoter region. (A) Phylogenetic analysis
of BjuWRKY genes. (B) Distribution of related cis-acting elements in Bju WRKY promoters. (C) The
number of each cis-acting element in the promoter region (2 kb upstream of the translation start site)
of BjuWRKY genes.

1.8
1.6 °
1.4 4
1.2

1.0 o
*

Ka
[ ]
[ ]

0.8 H ®

0.6 Y o.
o %
e3e e “e

L ®
® | T3 ®

_ *
0.2 % °

0.0

0.4

1 1 1 1 I I I 1
000 005 010 015 020 025 030 035 040
Ks

Fig.S2 Distribution of Ka and Ks from B. juncea gene pairs.
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Fig.S3 The Sperman analysis between the RNA-seq and qRT-PCR results for ten hub genes. The
colors of the box represent the degree of correlation; blue color represents the highest degree of
correlation and red color represents the lowest degree of correlation. * p < 0.05, ** p <0.01.



