Supplementary Material
Supplementary Table 1. List of 1041 proteins that differed in HAE-C1INH from healthy control plasma and the 120 that no longer differed following lanadelumab treatment. HAE-C1INH, hereditary angioedema due to C1 inhibitor deficiency.





Supplementary Table 2. List of proteins from local network analyses in Supplementary Figure 5*
	Abbreviations
	Proteins

	A2M
	α-2-macroglobulin

	ALB
	Albumin

	ADIPOQ
	Adiponectin

	APOB
	Apolipoprotein B

	APOD
	Apolipoprotein D

	C3a, b, and d
	Complement 3 fragments

	C1QTNF9
	Complement C1q and tumor necrosis factor-related protein 9A

	CTSK
	Cathepsin K

	F2
	Thrombin

	FABP1
	Fatty acid-binding protein, intestinal

	FGG
	Fibrinogen gamma chain

	ITIH4
	Inter-α-trypsin inhibitor heavy chain H4 (aka sgp120)

	KLK3
	Tissue kallikrein 3

	KLK13
	Tissue kallikrein 13

	KLK14
	Tissue kallikrein 14

	KNG1
	Kininogen

	PLG
	Plasminogen

	PRMT1
	Protein arginine N-methyltransferase 1

	SAR1B
	GTP-binding protein SAR1b


* Proteins in red were elevated, whereas those in blue were decreased when hereditary angioedema baseline was compared with that of healthy control plasma. The proteins in gray were added to the active subnetwork via known pathway associations.  
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Description automatically generated with medium confidence]Supplementary Figure 1. Selected proteins out of the list of 120 proteins that were different between healthy controls and HAE-C1INH baseline plasma and approached that of healthy control levels following treatment with lanadelumab. APOB, apolipoprotein B; A2M, α-2-macroglobulin; F2, thrombin; HAE-C1INH, hereditary angioedema due to C1 inhibitor deficiency; IL-21, interleukin-21; ITIH4, inter-α-trypsin inhibitor heavy chain H4 (aka sgp120); KLK14, tissue kallikrein 14.
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Supplementary Figure 2. Relative signals observed for 2 SOMAmers listed in the SomaScan panel as binding to kininogen (KNG1). SOMAmer 4918-21, reported by the manufacturer (Somalogic) to be raised against intact high-molecular-weight kininogen (HK), appears in this analysis not to bind differentially to intact (HK) versus cleaved kininogen (HKa) (A). The signal observed for SOMAmer 7784-1 appears consistent with the report by the manufacturer as being selective for intact HK with some binding to HKa and low-molecular-weight kininogen (LK) that was at least 10-fold weaker affinity than intact HK (B). SOMAmer 15343-337 was reported to be specific for HKa with no binding observed with intact HK or intact LK (C).  
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Supplementary Figure 3. Correlations between SomaScan signal towards HKa or HK and Western blot analyses. No correlation between SomaScan signal with SOMAmer 4918.21 and the %HKa measured by Western blot analyses, which suggests that it may bind both HK and HKa (A). The inverse correlation observed between SOMAmer 7784.1 and the %HKa measured by Western blot analyses suggests that this SOMAmer may bind preferentially to HK (B). The positive correlation observed between SOMAmer 15343.337 and the %HKa measured by Western blot analyses suggests that this SOMAmer may bind preferentially to HKa (C). HK, high-molecular-weight kininogen; HKa, cleaved HK.
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Supplementary Figure 4. SomaScan signal for HK/HKa in HAE-C1INH plasma before (baseline) and after 6 months of treatment with lanadelumab (Week 26). The signal with SOMAmer 4918.21 (A) was not affected by lanadelumab treatment, suggesting that it binds cleaved and intact kininogen. The mean signal with SOMAmer 7784.1 increased with lanadelumab treatment, suggesting that it preferentially binds intact HK (B). The signal with SOMAmers 15343.337 (C), and 19631.13 (D) decreased in HAE-C1INH patients’ plasma following lanadelumab treatments, indicating that these SOMAmers are selective for HKa. HAE-C1INH, hereditary angioedema due to C1 inhibitor deficiency; HK, high-molecular-weight kininogen; HKa, cleaved HK; KNG1, kininogen; LK, low-molecular-weight kininogen.
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Supplementary Figure 5. Identified proteins (see Supplementary Table 2) incorporated into known knowledge network, CASnet incorporates the directionality of the change in protein level, where proteins in red were elevated, whereas those in blue were decreased when HAE baseline was compared with healthy control plasma (Supplementary Figure 6). The proteins in gray were added to the active subnetwork via known pathway associations. HAE, hereditary angioedema. 
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Supplementary Figure 6. Complement C3 fragments were elevated in HAE-C1INH plasma relative to healthy control plasma but no longer different following lanadelumab treatment. SOMAmer 2683.1 was reported by the manufacturer to bind C3 and C3b with similar affinity (A). SOMAmer 2754.50 was reported to be selective for C3a and C3a-des-Arginine (B). SOMAmer 4480.59 was reported to be selective for binding to C3 and C3b (C). SOMAmer 5803.24 was reported to be selective for binding to C3d (C). HAE-C1INH, hereditary angioedema due to C1 inhibitor deficiency; HK, high-molecular-weight kininogen.
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table_S1.xlsx
Sheet1

		Somalogic ID		Healthy control Plasma (signal mean)		HAE-C1-INH baseline (mean signal)		HAE-C1-INH following 6 months treatment with lanadelumab (mean signal)		Healthy control vs HAE-C1-INH Baseline (fdr)		HAE-C1-INH baseline vs post-lanadelumab treatment (fdr)		Healthy control vs HAE-C1-INH post-lanadelumab treatment (fdr)		Human.Target.or.Analyte		UniProt.ID		GeneID

		seq.21123.1		8.3822512098		8.5178288695		8.4850325229		0.024649547		0.1551577873		0.0608382895		39S ribosomal protein L28, mitochondrial		Q13084		MRPL28

		seq.21829.8		12.621943486		12.4486387814		12.5545116614		0.0384118252		0.0282438524		0.4665302213		40S ribosomal protein S12		P25398		RPS12

		seq.19195.85		11.1415874812		10.9112080636		11.0163662183		0.0406228569		0.037776463		0.0658225675		40S ribosomal protein S5		P46782		RPS5

		seq.4187.49		11.9725886111		11.3509904063		11.7907815764		0.0040093527		0.0027085263		0.2812352339		6-phosphogluconate dehydrogenase, decarboxylating		P52209		PGD

		seq.19751.21		12.1625057754		12.0184424925		12.1005162334		0.0316670163		0.0896034533		0.6129696959		Adenosine deaminase		P00813		ADA

		seq.3708.62		14.051959523		14.3801067098		14.0283013606		0.0017351024		0		0.7085901076		Alpha-2-macroglobulin		P01023		A2M

		seq.7823.22		11.543949509		11.2788833528		11.3833586722		0.0235151845		0.0208084302		0.0853806711		Alpha-N-acetylgalactosaminide alpha-2,6-sialyltransferase 2		Q9UJ37		ST6GALNAC2

		seq.10705.14		7.8364340756		8.0043172369		7.9173595019		0.0071480101		0.0006430183		0.0503064202		Alpha-N-acetylgalactosaminide alpha-2,6-sialyltransferase 3		Q8NDV1		ST6GALNAC3

		seq.2797.56		10.9841044206		11.6241018804		11.0938744387		0.0000000704		0		0.1153858614		Apolipoprotein B		P04114		APOB

		seq.8262.20		12.2204628038		12.5232520454		12.2468260183		0.0249002438		0.000022712		0.7085901076		Apolipoprotein D		P05090		APOD

		seq.23694.3		11.8012628905		11.5205268775		11.6905244211		0.0067715552		0.0012495234		0.079254515		Asparagine synthetase		P08243		ASNS

		seq.4912.17		10.2943353489		10.4466885674		10.3662771627		0.0149308053		0.046536385		0.079254515		Aspartate aminotransferase, cytoplasmic		P17174		GOT1

		seq.4423.77		11.133033678		10.947610844		11.0765895226		0.0277616989		0.0057067135		0.2871449306		Bcl-2-like protein 1		Q07817		BCL2L1

		seq.9022.49		9.9326399396		9.6816354987		9.8280942303		0.0213169172		0.0043229736		0.1900554469		Beta-defensin 132		Q7Z7B7		DEFB132

		seq.6935.123		11.3796630664		11.1710884252		11.2275121649		0.0439974369		0.2811740309		0.1060234505		BMP and activin membrane-bound inhibitor homolog:Cytoplasmic domain		Q13145		BAMBI

		seq.18429.10		6.8704695041		7.2294384751		7.1111522938		0.0396965036		0.0619000166		0.057398558		Cadherin-1		P12830		CDH1

		seq.11215.6		11.7942561751		11.3150977302		11.7308323205		0.0042349389		0.0000043964		0.4008710299		Cadherin-15:Cytoplasmic domain		P55291		CDH15

		seq.18866.8		10.1702431242		10.0042281315		10.0590563634		0.0369255002		0.1587855803		0.0657304243		Calcineurin subunit B type 2		Q96LZ3		PPP3R2

		seq.22092.43		10.3271002371		10.1555082583		10.2581426257		0.0139119491		0.0019793386		0.131702046		Caspase-4		P49662		CASP4

		seq.20519.7		7.8550534375		7.9715853101		7.8990104366		0.0142990287		0.0011634391		0.1228956028		CD6		P30203		CD6

		seq.2822.56		12.0382164448		11.686303789		11.8642419123		0.0069929859		0.0155548854		0.0544867848		CD97 antigen		P48960		ADGRE5

		seq.9840.2		10.8479588208		10.2364099801		10.6329215324		0.0285718314		0.0070575342		0.2978161691		Cell division control protein 42 homolog		P60953		CDC42

		seq.13117.232		12.1406622478		12.6066122581		12.3786485801		0.0010159213		0.0143685343		0.0889971333		Choline/ethanolamine kinase		Q9Y259		CHKB

		seq.11184.51		15.1841951688		14.5279102309		14.9648740713		0.0043480588		0.0130560492		0.0586711046		Chromogranin-A		P10645		CHGA

		seq.10713.151		7.0883811471		7.220305372		7.1814789716		0.0197097476		0.3641773948		0.084365024		CMRF35-like molecule 7		A8K4G0		CD300LB

		seq.6019.12		11.6389139934		11.4081476334		11.5174351839		0.0017426325		0.0098019152		0.0531816703		Complement C1q and tumor necrosis factor-related protein 9A		P0C862		C1QTNF9

		seq.4785.30		8.448043848		8.5622847045		8.4817634101		0.0093561316		0.0007384467		0.0969992442		Corticosteroid-binding globulin		P08185		SERPINA6

		seq.6387.61		12.5288108412		12.1437680494		12.3282993904		0.0165125904		0.0139996567		0.0695957354		Defensin-5		Q01523		DEFA5

		seq.8327.26		13.4618144754		13.2476753734		13.3883162289		0.0107455963		0.000022712		0.1490505195		Dipeptidase 2		Q9H4A9		DPEP2

		seq.11562.9		8.5816952113		8.7057599615		8.6455970846		0.0290336249		0.0012351809		0.1036882328		DNA polymerase epsilon subunit 2		P56282		POLE2

		seq.2871.73		11.7612217691		11.4313037901		11.5959731087		0.0342842718		0.0480305301		0.0895716963		DNA repair protein RAD51 homolog 1		Q06609		RAD51

		seq.22041.26		13.2296861881		12.7079136136		13.086211656		0.0141713968		0.0003638527		0.3740735618		Dual specificity mitogen-activated protein kinase kinase 5		Q13163		MAP2K5

		seq.20205.55		7.8757991733		8.0064197663		7.9205176084		0.0125438827		0.0102496817		0.1020580687		Dual specificity tyrosine-phosphorylation-regulated kinase 2		Q92630		DYRK2

		seq.21452.3		12.3915903124		11.9897385224		12.2095277374		0.0479500384		0.0032193094		0.1253511225		Dynamin-1-like protein		O00429		DNM1L

		seq.10390.21		8.7504400088		8.8780446031		8.7535298422		0.0280607689		0.0122125029		0.7483200083		E3 ubiquitin-protein ligase ZNRF3		Q9ULT6		ZNRF3

		seq.19616.100		10.6622148301		10.7755870444		10.6978190013		0.0062627273		0.0001012548		0.2263185767		EF-hand domain-containing protein D1		Q9BUP0		EFHD1

		seq.6064.4		12.6793475368		12.9663009527		12.8489550615		0.0145606875		0.2341068345		0.0571506008		Endoplasmic reticulum resident protein 44		Q9BS26		ERP44

		seq.3189.61		8.588249901		8.7038785337		8.6566840045		0.0401532476		0.2110404768		0.0809772267		Enteropeptidase		P98073		TMPRSS15

		seq.4834.61		10.1204861148		9.9800557126		10.0435762121		0.0443448446		0.1340791935		0.057398558		Ephrin type-A receptor 2		P29317		EPHA2

		seq.12701.1		11.6039112653		11.1206057163		11.4742377754		0.0204267235		0.0053445393		0.3468515891		Eukaryotic translation initiation factor 1b		O60739		EIF1B

		seq.25413.80		11.6332280599		11.9660854673		11.8049250789		0.0004211657		0.0132495115		0.0570268933		G antigen 2		Q13066		GAGE2B

		seq.8696.15		12.936022032		12.6210068032		12.7861970477		0.0047217568		0.0098026634		0.0543177188		Galactosylceramide sulfotransferase		Q99999		GAL3ST1

		seq.21614.2		9.7267092528		9.8671638321		9.7872126091		0.0034998558		0.0040869839		0.1025101041		Gem-associated protein 6		Q8WXD5		GEMIN6

		seq.3218.8		12.4422187585		12.1295039231		12.2650821016		0.0246786216		0.0205048523		0.0702155937		Glutamate carboxypeptidase 2		Q04609		FOLH1

		seq.16596.25		11.9402943633		11.3097436658		11.6672151172		0.003030891		0.0112813224		0.0662433163		Glutaredoxin-3		O76003		GLRX3

		seq.4282.3		10.9512277042		10.1561959095		10.7191282401		0.0021027317		0.000188589		0.1877966016		GTP-binding nuclear protein Ran		P62826		RAN

		seq.21660.4		11.9891357854		11.8371597035		11.9042462725		0.0096562559		0.0130817017		0.053110756		GTP-binding protein SAR1b		Q9Y6B6		SAR1B

		seq.7818.101		11.8438237803		11.669136205		11.7659177418		0.0017422043		0.003848105		0.1107923474		Guanylate-binding protein 6		Q6ZN66		GBP6

		seq.4224.7		12.0103469657		11.6787956312		11.9077973419		0.0044851412		0.002441448		0.097546245		Heterogeneous nuclear ribonucleoprotein Q		O60506		SYNCRIP

		seq.12647.52		7.5331339775		7.6351286427		7.5856109372		0.0222745338		0.0075256352		0.115964517		Histone-lysine N-methyltransferase SETD2		Q9BYW2		SETD2

		seq.18259.15		9.8651902808		10.0415710814		9.8910204915		0.0278506952		0.0000863971		0.5637854834		Homeobox protein MOX-2		P50222		MEOX2

		seq.6961.14		11.2740200683		11.1065084914		11.1560848027		0.0361629402		0.3997025808		0.1550808069		Insulin growth factor-like family member 3		Q6UXB1		IGFL3

		seq.4811.33		15.196758847		14.9928650287		15.1752004972		0.0301354811		0.0157141206		0.5204915007		Inter-alpha-trypsin inhibitor heavy chain H4		Q14624		ITIH4

		seq.5825.49		9.077381948		8.9137075326		9.0227603593		0.0294829686		0.0145402846		0.1325787404		Interferon gamma receptor 1		P15260		IFNGR1

		seq.10344.334		11.4264242565		11.1983327132		11.2949144066		0.0249002438		0.0001656007		0.0657304243		Interleukin-10 receptor subunit alpha		Q13651		IL10RA

		seq.10367.62		7.6540474644		7.8094048883		7.7433189372		0.0175841169		0.0057067135		0.0849529406		Interleukin-12		P29459|P29460		IL12A|IL12B

		seq.7124.18		10.1784429553		10.5024157663		10.1996876088		0.0009076873		0.0000002869		0.6535968243		Interleukin-21		Q9HBE4		IL21

		seq.4140.3		7.5677269737		7.6686779221		7.647311121		0.0260762222		0.6304839899		0.0687690938		Interleukin-7		P13232		IL7

		seq.19316.2		11.5136230292		11.3644298402		11.4324687675		0.0278780361		0.1383396485		0.3512674298		Iron-sulfur cluster co-chaperone protein HscB, mitochondrial		Q8IWL3		HSCB

		seq.3200.49		10.3764384092		10.2578479938		10.2953921632		0.0075984151		0.1167703503		0.0909190596		Kallikrein-13		Q9UKR3		KLK13

		seq.3681.87		14.6207966431		14.3798499173		14.51502272		0.0043480588		0.0048736435		0.1309692542		Kallikrein-14		Q9P0G3		KLK14

		seq.24256.7		8.5119740865		8.6262589674		8.5914564891		0.0427984189		0.0878415229		0.0661998135		Kelch-like protein 40		Q2TBA0		KLHL40

		seq.15343.337		12.2978429776		12.7877772281		12.2075341071		0.0202734612		0.0000001408		0.4389615557		Kininogen, HMW, Two Chain		P01042		KNG1

		seq.19631.13		12.9162713719		13.889590515		13.1555214838		0.000039072		0.0000000014		0.3740735618		Kininostatin		P01042		KNG1

		seq.5708.1		13.9161447651		13.1024196128		13.773706238		0.0018178544		0.0000574751		0.2676970032		Liver-expressed antimicrobial peptide 2		Q969E1		LEAP2

		seq.13129.40		7.3908875052		7.5212222827		7.4764356307		0.0309684127		0.0235535916		0.0791444331		Low-density lipoprotein receptor		P01130		LDLR

		seq.3323.37		10.669951752		10.4892960562		10.5477632924		0.0192212959		0.1364109959		0.0721390407		Low-density lipoprotein receptor-related protein 8		Q14114		LRP8

		seq.3209.69		7.4067517579		7.602455021		7.5205044686		0.011481472		0.1254704959		0.1108205644		Matrix extracellular phosphoglycoprotein		Q9NQ76		MEPE

		seq.10485.56		4.4891744478		5.1518113241		4.9345777471		0.0369618236		0.284483053		0.0682417375		Melanoma-associated antigen 4		P43358		MAGEA4

		seq.3170.6		12.4635579432		12.0230716776		12.2916667264		0.0121218064		0.0147451645		0.1189590646		Methionine aminopeptidase 2		P50579		METAP2

		seq.24443.8		10.5724199865		10.7689055173		10.5899212289		0.0007588353		0		0.5658560116		Mortality factor 4-like protein 2		Q15014		MORF4L2

		seq.9723.105		8.9196834586		8.7797117411		8.837162818		0.0440811653		0.0456364578		0.1614289081		Multimerin-2		Q9H8L6		MMRN2

		seq.10677.9		11.0623422913		10.8013120484		11.0048380237		0.014060407		0.0001808193		0.2721366082		NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 4		O95168		NDUFB4

		seq.5757.45		9.2180805093		9.2999647289		9.2743186949		0.0429057508		0.1809372725		0.054300973		Neuroendocrine secretory protein 55		O95467		GNAS

		seq.13933.276		11.535433188		11.8255184708		11.7343097772		0.0121608703		0.2418508596		0.0560620289		NGFI-A-binding protein 1		Q13506		NAB1

		seq.8660.33		12.6487853858		12.8504358476		12.7091166409		0.0109421391		0.0079919467		0.4493640509		Olfactomedin-like protein 3		Q9NRN5		OLFML3

		seq.2693.20		11.4154145022		11.1362751532		11.2670956514		0.0148637822		0.0240705193		0.0687934158		Oncostatin-M		P13725		OSM

		seq.12484.67		11.0124144695		10.8500307119		10.9081353259		0.0275726266		0.2029541327		0.1584904229		Phosphatidylinositol transfer protein beta isoform		P48739		PITPNB

		seq.3389.7		15.7794615634		15.1118960049		15.8125268701		0.0030584325		0.0010095652		0.693437059		Plasma serine protease inhibitor		P05154		SERPINA5

		seq.9235.3		13.8679070307		13.3805911114		13.9322455634		0.0103734305		0.0004923338		0.4772401892		Plexin domain-containing protein 1		Q8IUK5		PLXDC1

		seq.23363.41		11.2124578914		10.4712460496		11.2238905021		0.0072986897		0.0000029744		0.8720880758		Poly(rC)-binding protein 2		Q15366		PCBP2

		seq.10530.8		8.4298777919		8.5529150078		8.4652871662		0.0448723004		0.017390607		0.1479932719		Proteasome subunit beta type-6		P28072		PSMB6

		seq.23351.59		11.2964108553		11.0197288022		11.2234557416		0.0051207072		0.0006820161		0.1390669613		Protein arginine N-methyltransferase 1		Q99873		PRMT1

		seq.6511.17		9.9101705469		10.0651736418		9.9116246831		0.0244225026		0.0124361778		0.6061490701		Protein FAM19A4		Q96LR4		TAFA4

		seq.9082.25		10.6604053483		10.5508159169		10.6215014896		0.0213507311		0.0019605576		0.2534913354		Protein sel-1 homolog 2		Q5TEA6		SEL1L2

		seq.10449.31		11.2328088906		11.1088661895		11.1778661322		0.0380724475		0.0655636103		0.4657666192		Protein shisa-2 homolog		Q6UWI4		SHISA2

		seq.7859.21		11.3067266692		11.7734162859		11.557440326		0.0097371597		0.0361505725		0.1012438773		Protocadherin gamma-C3		Q9UN70		PCDHGC3

		seq.11118.107		12.4700663675		12.2312412284		12.3451884313		0.0062627273		0.0293975326		0.1060234505		Ras-related protein Rab-17		Q9H0T7		RAB17

		seq.23329.52		11.4118434489		10.6299215581		11.2797063012		0.0021027317		0.0000117779		0.4275146884		Ras-related protein Rab-4B		P61018		RAB4B

		seq.20167.6		9.320014923		8.6329257298		9.1242249981		0.0135611854		0.0006961428		0.3850448202		Ras-related protein Rab-8B		Q92930		RAB8B

		seq.3471.49		10.8098463549		10.6259602604		10.7122308486		0.0121608703		0.0082200708		0.0790380258		Serine/threonine-protein kinase 16		O75716		STK16

		seq.4984.83		9.3121423192		9.4591654238		9.3752877447		0.0147117329		0.040352459		0.0922532691		S-formylglutathione hydrolase		P10768		ESD

		seq.23554.2		11.5772306564		11.3530837083		11.4860707226		0.0422862188		0.0000837603		0.220187939		SH2 domain-containing adapter protein D		Q96IW2		SHD

		seq.8352.26		11.1024630031		11.3061464922		11.1813157846		0.0029252076		0.0026989844		0.1744675413		Sialic acid-binding Ig-like lectin 12:Ig-like C2-type 2 domain, Isoform short		Q96PQ1		SIGLEC12

		seq.9910.9		9.2892335804		9.4020885554		9.3551684443		0.0349033667		0.2285782023		0.0982786159		S-methyl-5'-thioadenosine phosphorylase		Q13126		MTAP

		seq.13501.10		10.9698208402		11.2683432191		11.0781909782		0.01036118		0.0090199297		0.2527134427		Solute carrier family 35 member G2		Q8TBE7		SLC35G2

		seq.7762.30		7.4121800463		8.0342605187		7.6567974079		0.0169992872		0.0186795129		0.1992099511		Stannin		O75324		SNN

		seq.25043.74		12.5470835224		12.1907248618		12.4276282531		0.0116958826		0.0065868974		0.2352237962		Succinyl-CoA:3-ketoacid-coenzyme A transferase 1, mitochondrial		P55809		OXCT1

		seq.13944.3		9.0928977005		8.7186616004		9.0369259264		0.0448376926		0.0000248976		0.5945167972		Sulfotransferase 1A3		P0DMM9		SULT1A3

		seq.12892.10		8.9284143824		9.0081885463		8.9661173694		0.0406678613		0.0828118267		0.1001351386		Synaptotagmin-like protein 1		Q8IYJ3		SYTL1

		seq.18870.1		9.9885888479		9.7905028213		9.9203894055		0.0026542233		0.0001243345		0.1720039142		T-cell surface glycoprotein CD3 epsilon chain		P07766		CD3E

		seq.22802.13		9.1552605406		9.3195816191		9.163365563		0.0428728149		0.000000074		0.7209387474		Testis-expressed protein 30		Q5JUR7		TEX30

		seq.4157.2		10.668153012		11.4101179301		10.6310475157		0.0000975629		0.0000000003		0.7357005359		Thrombin		P00734		F2

		seq.6527.1		10.9187939899		10.7532549612		10.8183256894		0.0280607689		0.015503573		0.0948383832		TLR4 interactor with leucine rich repeats:Extracellular domain		Q7L0X0		TRIL

		seq.3324.51		11.1476682435		10.8831631566		11.0256139169		0.0420000403		0.0678909881		0.0844807309		T-lymphocyte surface antigen Ly-9		Q9HBG7		LY9

		seq.21438.45		11.3367432533		11.7175881643		11.561197578		0.0338017553		0.0431868481		0.1784453147		Tripartite motif-containing protein 5		Q9C035		TRIM5

		seq.4472.5		11.6383748833		11.2816308535		11.453058231		0.0114910476		0.0233717511		0.057398558		Tropomyosin beta chain		P07951		TPM2

		seq.5115.31		10.0296628506		9.8512769932		9.9382597069		0.0335768473		0.0296026781		0.0630411155		Tumor necrosis factor receptor superfamily member 19L		Q969Z4		RELT

		seq.2636.10		13.1931163376		12.8282878213		13.0453251545		0.0084977155		0.0052580076		0.0992347495		Tumor necrosis factor receptor superfamily member 3		P36941		LTBR

		seq.19270.26		12.9504702935		12.4334585081		12.9947586826		0.0441082472		0.000237162		0.8625491463		Tyrosine--tRNA ligase, cytoplasmic		P54577		YARS1

		seq.16854.17		10.8299646635		10.6809096656		10.7427445134		0.0135951531		0.1434668052		0.1720039142		U6 snRNA-associated Sm-like protein LSm4		Q9Y4Z0		LSM4

		seq.20948.16		10.9088732028		10.4411592795		10.9394143851		0.0133618828		0.0000716181		0.8555674588		U8 snoRNA-decapping enzyme		Q96DE0		NUDT16

		seq.25073.13		11.747286999		12.0503812731		11.8201159438		0.044150608		0.0001243345		0.6238005815		Ubiquitin conjugation factor E4 A		Q14139		UBE4A

		seq.21848.18		13.2262174228		13.0189832717		13.145495314		0.024649547		0.0156471132		0.359369178		Ubiquitin-conjugating enzyme E2 R2		Q712K3		UBE2R2

		seq.11226.16		11.2599748802		11.0366354202		11.197750347		0.0140614747		0.0010095652		0.4802580238		Ubiquitin-protein ligase E3A		Q05086		UBE3A

		seq.8220.15		13.2276360614		13.0113416175		13.1578243481		0.035083309		0.000308399		0.2504289649		Uncharacterized protein C10orf35		Q96D05		FAM241B

		seq.6020.52		12.2486755682		12.0079963762		12.1508187781		0.0024639807		0.003181908		0.1236794628		Urotensin-2		O95399		UTS2

		seq.7638.30		12.7272421841		13.0350548615		12.8245775722		0.0021542825		0.0009054529		0.3062019762		Vesicular integral-membrane protein VIP36		Q12907		LMAN2

		seq.14692.3		12.5182988596		12.1908453493		12.3553794927		0.0093641301		0.0388966723		0.0972248157		Zinc finger protein 276		Q8N554		ZNF276

		seq.24955.116		7.522832383		7.6553821427		7.5656022148		0.0207706574		0.0121859529		0.0861413091		Zinc fingers and homeoboxes protein 2		Q9Y6X8		ZHX2

		seq.18395.5		10.8757719682		11.0245537452		10.9542494284		0.0369795246		0.2538261846		0.0403286895		[Protein ADP-ribosylarginine] hydrolase		P54922		ADPRH

		seq.14157.21		11.1388847159		10.920237356		10.957552261		0.0139571401		0.3540229347		0.0083522694		14-3-3 protein epsilon		P62258		YWHAE

		seq.4707.50		11.8700043211		12.4612351628		12.6191045774		0.0084977155		0.2752882442		0.0001052231		14-3-3 protein eta		Q04917		YWHAH

		seq.7625.27		9.7106065261		10.0227913122		10.0061307956		0.0000029559		0.7917955067		0.0000003877		14-3-3 protein theta		P27348		YWHAQ

		seq.4995.16		10.2695549863		10.3745749758		10.3783660914		0.0467263865		0.9512800047		0.0308430144		15-hydroxyprostaglandin dehydrogenase [NAD(+)]		P15428		HPGD

		seq.25941.4		11.2287635456		11.7307292116		11.5456532401		0.000001249		0.0000854384		0.0002569125		2'-5'-oligoadenylate synthetase like protein		Q15646		OASL

		seq.25456.73		10.9346951438		11.1385229761		11.1123390497		0.0103734305		0.5476905686		0.0032526534		26S protease regulatory subunit 8		P62195		PSMC5

		seq.19132.1		9.6073317224		9.8116121541		9.7979567111		0.0053674388		0.6340726617		0.0020298292		39S ribosomal protein L2, mitochondrial		Q5T653		MRPL2

		seq.8942.2		9.9951339995		10.2575777419		10.1864010637		0.0002275975		0.1520320582		0.0057318633		39S ribosomal protein L21, mitochondrial		Q7Z2W9		MRPL21

		seq.13453.2		9.5561120886		9.898962051		9.7937914763		0.0348269793		0.3560221901		0.0429387853		39S ribosomal protein L33, mitochondrial		O75394		MRPL33

		seq.25486.38		8.2921945722		8.6031975352		8.5563174798		0.0098143216		0.4912293931		0.0013139004		39S ribosomal protein L38, mitochondrial		Q96DV4		MRPL38

		seq.5861.78		12.4172583372		12.143784743		12.2120635502		0.0156689083		0.0774523172		0.0130099395		3-hydroxyanthranilate 3,4-dioxygenase		P46952		HAAO

		seq.9929.16		10.7924674177		11.6234029464		11.6922546213		0.0000177107		0.6568638341		0.0000006754		3-keto-steroid reductase:Extracellular domain (partial)		P56937		HSD17B7

		seq.20999.12		10.3505995394		10.0621244212		10.1274295626		0.0299829082		0.3786971636		0.0184908903		60S ribosomal protein L5		P46777		RPL5

		seq.11370.20		8.8640570789		8.9567531916		8.9173499418		0.0026974861		0.0447588718		0.0250538725		72 kDa inositol polyphosphate 5-phosphatase		Q9NRR6		INPP5E

		seq.4160.49		14.153446497		13.9860642274		13.9648286067		0.0215688159		0.4964259959		0.0028809611		72 kDa type IV collagenase		P08253		MMP2

		seq.8845.2		9.9317454654		10.0147360168		9.999307642		0.0449878056		0.5755255577		0.0482738422		A disintegrin and metalloproteinase with thrombospondin motifs 3		O15072		ADAMTS3

		seq.10980.11		11.4051662968		11.0711369811		11.1425241405		0.023647807		0.230684693		0.0144480208		Acetylcholinesterase		P22303		ACHE

		seq.17341.89		10.39536585		9.3785246502		9.6447954929		0.0016042722		0.0457921866		0.0022611177		Acetyl-CoA acetyltransferase, cytosolic		Q9BWD1		ACAT2

		seq.14086.11		9.1929159272		8.5624717831		8.5989984767		0.0073918371		0.4629394919		0.0028234599		Acid sphingomyelinase-like phosphodiesterase 3a		Q92484		SMPDL3A

		seq.12689.56		13.4189943752		14.0694937178		14.2419039132		0.0109421391		0.3206245925		0.0001089915		Actin-related protein 2/3 complex subunit 1B		O15143		ARPC1B

		seq.13573.5		11.5362460061		12.0171878329		12.1977291828		0.0104475479		0.1387365304		0.0000277128		Actin-related protein 2/3 complex subunit 3		O15145		ARPC3

		seq.10647.18		10.0722057622		10.3087577545		10.1436247432		0.0000000085		0.0000030152		0.0214795377		Activating signal cointegrator 1 complex subunit 1		Q8N9N2		ASCC1

		seq.2748.3		11.7821914038		11.4563901437		11.5426116477		0.0101952547		0.360740714		0.0058585469		Activin A		P08476		INHBA

		seq.19208.8		9.9742082938		9.8509089799		9.8497913192		0.0290111175		0.9799006138		0.0165190941		Activin receptor type-2A		P27037		ACVR2A

		seq.4546.27		10.9092518844		10.5321025426		10.6214288181		0.003029419		0.2791666741		0.0011961327		Adhesion G protein-coupled receptor E2		Q9UHX3		ADGRE2

		seq.6221.1		10.563612001		10.4455190436		10.4485142889		0.02243909		0.9407257518		0.0416102515		ADP-dependent glucokinase		Q9BRR6		ADPGK

		seq.12425.104		10.5269820425		10.7758523407		10.7632655403		0.0000666865		0.8343566882		0.0000080665		ADP-ribosylation factor 6		P62330		ARF6

		seq.12433.8		11.7911814924		12.1240460237		12.090855201		0.000060595		0.5721367458		0.0000097095		ADP-ribosylation factor-like protein 11		Q969Q4		ARL11

		seq.18415.16		10.8351779953		11.051780487		11.0386156169		0.0107570041		0.8651860315		0.0048147272		ADP-ribosylation factor-like protein 6		Q9H0F7		ARL6

		seq.12684.5		11.0083060022		11.2162836905		11.2003588431		0.0248961584		0.8004222457		0.0094668713		Adseverin		Q9Y6U3		SCIN

		seq.4125.52		10.7329607656		11.5902822631		11.7090689868		0.000929281		0.1249536314		0.0000574449		Advanced glycosylation end product-specific receptor, soluble		Q15109		AGER

		seq.5676.54		8.5294294247		8.6778594767		8.6511524422		0.0324562327		0.2093293619		0.0226932022		Agouti-signaling protein		P42127		ASIP

		seq.16015.19		12.5706729853		12.775575047		12.7705589264		0.0107455963		0.9476249388		0.0092519347		Alanine aminotransferase 1		P24298		GPT

		seq.3709.4		11.1020381866		11.5360954646		11.4286633264		0.0000000015		0.0145626216		0.0000003877		Alanine aminotransferase 1		P24298		GPT

		seq.8325.37		11.6439092695		12.5204448774		12.3321005266		0.0005602143		0.0927001409		0.0018430403		Alcohol dehydrogenase 4		P08319		ADH4

		seq.9835.16		11.2740059052		10.9369193165		10.9833887694		0.0087985386		0.5408924936		0.0050410614		Aldehyde dehydrogenase family 1 member A3		P47895		ALDH1A3

		seq.16081.38		11.7396301058		11.093485265		11.2323677132		0.0294829686		0.039212432		0.0230290159		Aldo-keto reductase family 1 member B10		O60218		AKR1B10

		seq.7813.6		7.8866121083		7.3665131946		7.3213325578		0.0366749265		0.0059953071		0.0043277026		Alkaline phosphatase, placental type		P05187		ALPP

		seq.6715.63		8.8710299284		8.440326075		8.3946071794		0.0326418878		0.0696147123		0.004191359		Alkaline phosphatase, placental-like		P10696		ALPG

		seq.16926.44		10.2148746153		10.456754012		10.3188351902		0.0004926669		0.0162967192		0.0093287543		Alkaline phosphatase, tissue-nonspecific isozyme		P05186		ALPL

		seq.6991.24		11.2239308848		11.4399697712		11.3696328806		0.0000019393		0.0363513831		0.000990317		Alpha-(1,3)-fucosyltransferase 9		Q9Y231		FUT9

		seq.8244.16		10.0012464392		9.6546001791		9.6597566531		0.0029296313		0.9168611739		0.0006923778		Alpha-(1,6)-fucosyltransferase		Q9BYC5		FUT8

		seq.7141.21		11.6594889883		11.40508693		11.4665163681		0.0101424868		0.2984583673		0.00716422		Alpha-1,3-mannosyl-glycoprotein 4-beta-N-acetylglucosaminyltransferase B		Q9UQ53		MGAT4B

		seq.23654.6		9.5888919416		9.7889934003		9.8314826946		0.039658442		0.4791178301		0.0015356091		Alpha-1,3-mannosyltransferase ALG2		Q9H553		ALG2

		seq.21768.9		12.5138147408		12.3277960488		12.3437884412		0.000036638		0.4618274368		0.000067654		Alpha-1,6-mannosylglycoprotein 6-beta-N-acetylglucosaminyltransferase A		Q09328		MGAT5

		seq.21813.171		10.7490080525		10.6331850262		10.6161584203		0.0132972666		0.6360153549		0.003433213		Alpha-1,6-mannosylglycoprotein 6-beta-N-acetylglucosaminyltransferase A		Q09328		MGAT5

		seq.3580.25		15.2884046383		15.0610994639		15.016475426		0.0108551177		0.3723548283		0.0013427041		Alpha-1-antitrypsin		P01009		SERPINA1

		seq.16561.9		10.6965071264		10.4965993177		10.5038209584		0.0215598212		0.8411175018		0.0033941865		Alpha-1B-glycoprotein		P04217		A1BG

		seq.15453.3		16.5427228076		16.3069021707		16.283321237		0.0000002197		0.2391516548		0.0000000033		Alpha-1-microglobulin		P02760		AMBP

		seq.3581.53		11.8074731182		11.9658986389		11.9278254985		0.0099820198		0.3539396824		0.002964984		Alpha-2-HS-glycoprotein		P02765		AHSG

		seq.9844.138		10.151302479		9.3624960702		9.3870241153		0.0305844054		0.9138027712		0.0070805377		Alpha-actinin-2		P35609		ACTN2

		seq.7918.114		11.3811786378		10.8844533686		10.8406601492		0.0141866063		0.245266684		0.0023333904		Alpha-amylase 1		P04745		AMY1A

		seq.10439.57		12.6769299589		12.279817263		12.3320330243		0.0062588002		0.4399444439		0.0029885834		Alpha-amylase 2B		P19961		AMY2B

		seq.21384.2		13.3134843192		12.4438295457		12.4349235736		0.0000001787		0.8118156212		0.0000000423		Alpha-L-fucoside fucohydrolase		P04066		FUCA1

		seq.7228.2		11.2883825724		10.9925312437		11.0426084807		0.0000155903		0.0748808131		0.0001035775		Alpha-N-acetylgalactosaminide alpha-2,6-sialyltransferase 6		Q969X2		ST6GALNAC6

		seq.21726.73		9.4542729085		9.2328951791		9.218605575		0.0042349389		0.4822610835		0.0007872748		Alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-1,3-N-acetyl-galactosaminide alpha-2,6-sialyltransferase		Q9H4F1		ST6GALNAC4

		seq.6914.15		12.0697034604		11.8675854436		11.9250580761		0.0294273736		0.3604457956		0.0144033339		Amphoterin-induced protein 2		Q86SJ2		AMIGO2

		seq.23319.6		10.3412459948		9.950400034		9.8965066191		0.0004390423		0.3161396441		0.0000069299		AN1-type zinc finger protein 2B		Q8WV99		ZFAND2B

		seq.10391.1		10.6183060322		10.8217742387		10.805744254		0.041173828		0.7719718917		0.0193256919		Angiopoietin-related protein 3		Q9Y5C1		ANGPTL3

		seq.3710.49		15.9242014086		15.7437206827		15.7516031497		0.000155392		0.7937107403		0.0000406797		Angiostatin		P00747		PLG

		seq.25437.18		9.5467814103		9.7433637767		9.7093827108		0.018700507		0.0923019481		0.0117312254		Ankyrin repeat and MYND domain-containing protein 2		Q8IV38		ANKMY2

		seq.21234.7		12.0157918234		11.7904189717		11.8351301961		0.0125927913		0.5103901859		0.0019748566		Ankyrin repeat and SOCS box protein 13		Q8WXK3		ASB13

		seq.22071.38		10.1888485545		10.0540649184		10.0488275762		0.0447751485		0.8071755064		0.0089919209		Ankyrin repeat and SOCS box protein 8		Q9H765		ASB8

		seq.21590.9		10.6776166823		11.1164572831		10.9859654486		0.0000002874		0.0001305299		0.0000491552		Ankyrin repeat family A protein 2		Q9H9E1		ANKRA2

		seq.4960.72		13.3342522059		12.9215561051		13.0687428996		0.0186817523		0.2925941193		0.0134091826		Annexin A1		P04083		ANXA1

		seq.17835.28		8.5334873629		8.6901355818		8.7224377266		0.0226433241		0.5097894411		0.0041938276		Annexin A13		P27216		ANXA13

		seq.13700.10		13.3709969716		12.9889911885		13.1213027389		0.0000376855		0.073530102		0.0004068042		Annexin A2		P07355		ANXA2

		seq.17164.15		9.5101951564		9.8438760458		9.8518148769		0.0127572241		0.9134456467		0.0013782262		Annexin A4		P09525		ANXA4

		seq.6603.18		10.3289403222		10.5279715957		10.4931001446		0.0088664031		0.0743501906		0.0047441679		Anosmin-1		P23352		ANOS1

		seq.17342.13		11.2571342511		10.2295346952		10.3499674028		0.000570132		0.3581289774		0.000382214		Anterior gradient protein 3		Q8TD06		AGR3

		seq.5668.49		10.4193500109		9.9925951614		10.0108252466		0.0093561316		0.7981281045		0.0027569679		Anterior gradient protein 3		Q8TD06		AGR3

		seq.15559.5		13.0956986061		12.7059302822		12.7619739697		0.0025590446		0.1246784962		0.0024814779		Anthrax toxin receptor 2		P58335		ANTXR2

		seq.24954.83		9.116914594		9.4206945071		9.4098120724		0.0000050336		0.8923816168		0.000001131		AP-1 complex subunit beta-1		Q10567		AP1B1

		seq.18405.117		10.2984239012		10.9994347938		10.970553908		0		0.7037505504		0		AP-1 complex subunit sigma-2		P56377		AP1S2

		seq.20445.29		13.9322089967		15.0348576366		15.0638988127		0.0000000492		0.8496957562		0.0000000109		AP-1 complex-associated regulatory protein		Q63HQ0		AP1AR

		seq.7127.3		11.9471507639		11.712451762		11.7671293115		0.0082755842		0.3590425111		0.0030904855		Apolipoprotein A-II		P02652		APOA2

		seq.9506.10		12.2912123062		12.0252758509		12.043305407		0.0290487478		0.4099217014		0.0047677523		Apolipoprotein L1		O14791		APOL1

		seq.14125.5		9.7106202694		9.2134106949		9.2095273866		0.0449878056		0.9336208555		0.0108882667		Apolipoprotein M		O95445		APOM

		seq.13583.19		10.4061924361		10.5848625582		10.5922074237		0.0131264652		0.9013463746		0.0006277976		Apoptotic protease-activating factor 1		O14727		APAF1

		seq.12343.14		9.609322413		9.8320630274		9.8321409276		0.0119914226		0.9988378576		0.0010483827		Arf-GAP with coiled-coil, ANK repeat and PH domain-containing protein 2		Q15057		ACAP2

		seq.13518.5		10.8736277694		11.51014423		11.2692052311		0.0000445358		0.0007454803		0.0039234522		Arf-GAP with SH3 domain, ANK repeat and PH domain-containing protein 2		O43150		ASAP2

		seq.24455.2		9.612459891		9.7749788263		9.8399896325		0.0001507981		0.3715520128		0.0000765627		Arf-GAP with SH3 domain, ANK repeat and PH domain-containing protein 3		Q8TDY4		ASAP3

		seq.22509.9		12.1518314434		11.9328954024		11.9709900565		0.0015611625		0.3100915985		0.0005120296		Arginine-hydroxylase NDUFAF5, mitochondrial		Q5TEU4		NDUFAF5

		seq.24963.1		9.1797517192		9.3916187197		9.3974706058		0.0107455963		0.9096414124		0.0007442877		Armadillo repeat-containing protein 3		Q5W041		ARMC3

		seq.12632.14		10.1231514286		10.3117255569		10.2622029709		0.0004620491		0.1220536094		0.0021165041		Arylamine N-acetyltransferase 1		P18440		NAT1

		seq.3583.54		10.2745803946		9.9770415695		9.9358864115		0.0012430752		0.3671162817		0.0003486757		Arylsulfatase A		P15289		ARSA

		seq.8269.327		11.3875146999		11.2064000317		11.2230703719		0.0194807829		0.3739614442		0.0042185746		Arylsulfatase K		Q6UWY0		ARSK

		seq.18233.10		12.642302786		12.0984676727		12.2789731932		0.0224942009		0.1100627683		0.0273688926		Aspartate aminotransferase, mitochondrial		P00505		GOT2

		seq.18833.76		8.5414735445		8.8223783778		8.7372951829		0.0139197539		0.1334220345		0.047378797		Astrocytic phosphoprotein PEA-15		Q15121		PEA15

		seq.21544.4		10.0518222834		10.2846790115		10.2915696147		0.0277616989		0.8918903851		0.0041938276		Atlastin-3		Q6DD88		ATL3

		seq.23226.42		10.7492994118		11.0596946746		10.984428087		0.000745878		0.2712470146		0.0033386888		ATP synthase B chain, mitochondrial		P24539		ATP5PB

		seq.9202.309		12.1606688318		12.9252348268		13.0316403841		0.0294829686		0.5628171773		0.0018430403		ATP synthase subunit O, mitochondrial		P48047		ATP5PO

		seq.7788.1		10.7600166373		11.6977727126		11.6926604643		0.0001282495		0.9812582857		0.0000158931		ATP synthase-coupling factor 6, mitochondrial		P18859		ATP5PF

		seq.17384.110		11.453465915		11.6972807319		11.7272619405		0.0242070643		0.6278822845		0.0033821872		ATP-dependent 6-phosphofructokinase, muscle type		P08237		PFKM

		seq.25092.32		9.0623448013		9.6886363147		9.7316800669		0.0000098376		0.7480134479		0.0000001172		ATP-dependent RNA helicase DDX1		Q92499		DDX1

		seq.8429.16		10.6338438968		10.2836242923		10.2892913675		0.0023999533		0.8966075495		0.0011217385		Axin-2		Q9Y2T1		AXIN2

		seq.21356.6		9.2086348916		8.9881342604		9.0317881314		0.0074507372		0.3133274975		0.0055091852		B9 domain-containing protein 2		Q9BPU9		B9D2

		seq.21464.2		8.3183506373		8.9367105881		8.7804327438		0.0026176221		0.2471725676		0.004993215		Baculoviral IAP repeat-containing protein 2		Q13490		BIRC2

		seq.2816.50		9.5862050738		9.4474786912		9.4612089523		0.0479500384		0.5668654315		0.0164961969		Basal Cell Adhesion Molecule		P50895		BCAM

		seq.4866.59		13.2613729309		12.9910262534		13.1061773122		0.013889921		0.1815933735		0.0152741973		BDNF/NT-3 growth factors receptor		Q16620		NTRK2

		seq.5727.35		8.703851872		8.8933114564		8.9526764208		0.0134841611		0.2035087783		0.0001714287		Beta-1,3-glucosyltransferase		Q6Y288		B3GLCT

		seq.7806.33		11.0405782311		10.7945296677		10.8800869507		0.0034998558		0.2180877258		0.0082361996		Beta-1,4-galactosyltransferase 7		Q9UBV7		B4GALT7

		seq.10574.10		10.6217886266		9.68649705		9.7086364073		0.0248961584		0.6783841001		0.0060711011		Beta-2-microglobulin		P61769		B2M

		seq.23354.12		10.3558179873		10.7020515051		10.613342879		0.0000102649		0.0698515668		0.0006382039		Beta-crystallin A2		P53672		CRYBA2

		seq.5679.16		8.5405807408		8.6723956224		8.6890710386		0.0178949328		0.4746230419		0.0029117893		Beta-defensin 103		P81534		DEFB103A

		seq.13397.88		13.5212615566		12.627602188		12.6678297944		0.0104207399		0.7484455177		0.0030470014		Beta-defensin 4A		O15263		DEFB4A

		seq.21737.20		11.101156233		10.754140754		10.8249902407		0.0010756917		0.2062567533		0.0008450749		Beta-galactoside alpha-2,6-sialyltransferase 2		Q96JF0		ST6GAL2

		seq.25917.12		9.9728301264		10.0986916259		10.0450445678		0.0385345176		0.1984536276		0.0261583309		Beta-hexosaminidase alpha chain		P06865		HEXA

		seq.10620.21		12.6162758873		12.1124540272		12.1424399755		0.0158598624		0.712677238		0.0044071145		Beta-microseminoprotein		P08118		MSMB

		seq.5801.72		8.9723588836		8.618415565		8.6167188651		0.0022406043		0.9725715313		0.0003141866		beta-nerve growth factor		P01138		NGF

		seq.12655.30		10.377842766		10.4624745833		10.4524876392		0.0446126753		0.6785219494		0.0066263941		Beta-soluble NSF attachment protein		Q9H115		NAPB

		seq.18322.15		9.3000297555		9.5938618577		9.5237334449		0.0000975629		0.1469262725		0.0003495362		Bifunctional arginine demethylase and lysyl-hydroxylase JMJD6		Q6NYC1		JMJD6

		seq.21207.1		9.9236168052		10.1399370168		10.1529184981		0.0019785222		0.7338428922		0.0002419718		Bifunctional coenzyme A synthase		Q13057		COASY

		seq.3284.75		12.0999293326		11.7677747416		11.8422073189		0.0278000805		0.5235135374		0.0091526093		Biglycan		P21810		BGN

		seq.23327.1		8.3519904263		8.5890787059		8.6274677759		0.0000112287		0.4329060284		0.0000028827		BLOC-1-related complex subunit 5		Q969J3		BORCS5

		seq.20514.8		9.8580567165		10.1771475753		10.081518486		0.0202734612		0.1225454871		0.0281597213		BMP and activin membrane-bound inhibitor homolog:Extracellular domain		Q13145		BAMBI

		seq.8811.24		9.5779976126		9.6801199975		9.6735880251		0.0042349389		0.8430770957		0.0031688211		BMP and activin membrane-bound inhibitor homolog:Extracellular domain		Q13145		BAMBI

		seq.3348.49		14.5830097039		14.1880039272		14.2797885827		0.0006004165		0.3610411441		0.0001089915		Bone morphogenetic protein 1		P13497		BMP1

		seq.3415.61		10.8002490239		10.4991317477		10.5749323964		0.0410633353		0.3539087432		0.0317789198		Bone sialoprotein 2		P21815		IBSP

		seq.11246.3		15.0217413394		13.9641369886		13.9874518222		0.0000001891		0.7261938474		0.0000000648		BPI fold-containing family B member 1		Q8TDL5		BPIFB1

		seq.15367.38		13.94849945		12.8823068667		12.908444449		0.0000008787		0.795894247		0.0000003877		BPI fold-containing family B member 1		Q8TDL5		BPIFB1

		seq.4534.10		10.2007658278		10.0054074004		10.0722194903		0.0237263775		0.1610795854		0.0209697912		Brain-specific serine protease 4		Q9GZN4		PRSS22

		seq.22086.2		8.1541222963		8.6140432107		8.5368347538		0.0000026343		0.0637607466		0.0000361257		Breast cancer metastasis-suppressor 1-like protein		Q5PSV4		BRMS1L

		seq.24323.43		10.1491363101		10.3402294927		10.3158498206		0.0000019228		0.1810525538		0.0000148999		BRO1 domain-containing protein BROX		Q5VW32		BROX

		seq.23337.54		9.7486321006		10.0022562907		10.0474012341		0.0460848566		0.598481598		0.0037074785		BTB/POZ domain-containing adapter for CUL3-mediated RhoA degradation protein 3		Q9H3F6		KCTD10

		seq.8869.5		9.4888713513		9.2819573971		9.2323918672		0.0000155903		0.0214251394		0.0000003355		Butyrophilin subfamily 2 member A1		Q7KYR7		BTN2A1

		seq.21734.36		11.5922281451		11.2692481021		11.3496736082		0.0000332551		0.1289718965		0.000148685		C1GLT/C1GLC Complex		Q9NS00|Q96EU7		C1GALT1|C1GALT1C1

		seq.6404.20		9.9222061416		9.6995894412		9.7199904109		0.0149308053		0.4893239161		0.0042909907		C1q-related factor		O75973		C1QL1

		seq.4900.8		17.6110098947		17.8427686995		17.7015739524		0.0000102577		0.0014507269		0.0451154184		C3a anaphylatoxin		P01024		C3

		seq.2755.8		17.1955354745		17.545472764		17.3944403449		0.0000002572		0.0042553262		0.0011257201		C3a anaphylatoxin des Arginine		P01024		C3

		seq.18821.9		12.7128636521		13.3860393861		13.1143724406		0.0005205158		0.0035598889		0.0104556835		C4a anaphylatoxin		P0C0L4|P0C0L5		C4A|C4B

		seq.9449.150		13.9275324985		13.4535498261		13.4618526302		0.0000000417		0.8392767149		0.0000000083		C4b-binding protein alpha chain		P04003		C4BPA

		seq.14759.149		10.8723061942		10.6442995213		10.6180714116		0.0022615657		0.5603314844		0.0001744005		Cadherin-1		P12830		CDH1

		seq.2501.51		14.7359302246		14.4234616598		14.4299284523		0.0000060312		0.8496957562		0.0000012311		Cadherin-1		P12830		CDH1

		seq.16613.3		12.7622641535		12.1629094266		12.171703674		0.0000975629		0.8663358513		0.0000343072		Cadherin-17		Q12864		CDH17

		seq.25272.17		14.9397133035		14.8117834953		14.8501941351		0.0135951531		0.1630947695		0.0117312254		Cadherin-23		Q9H251		CDH23

		seq.7959.34		13.0964906711		12.8538914419		12.8820758133		0.0158481401		0.6051159417		0.0042150015		Cadherin-7		Q9ULB5		CDH7

		seq.8905.20		13.3537846319		13.6238036195		13.5398388019		0.0000143758		0.0150978846		0.0009706622		Calcium-activated potassium channel subunit beta-3		Q9NPA1		KCNMB3

		seq.20173.39		10.9308336856		10.7334587045		10.7475027026		0.000044071		0.5359933729		0.000037935		Calpain-9		O14815		CAPN9

		seq.11263.57		12.3299340452		12.5273540971		12.4471495402		0.0000084339		0.0357065891		0.0031272508		Calsequestrin-1		P31415		CASQ1

		seq.20221.26		13.052482169		12.6386228945		12.6903346309		0.0291105994		0.5656286702		0.0054445025		cAMP-specific 3',5'-cyclic phosphodiesterase 4C		Q08493		PDE4C

		seq.23620.16		8.856968123		8.6451189813		8.7030937796		0.000825796		0.2115996264		0.0073181552		CapZ-interacting protein		Q6JBY9		RCSD1

		seq.7779.86		12.0254733725		11.8520480121		11.8970172205		0.0369618236		0.2654118628		0.0226932022		Carbohydrate sulfotransferase 11		Q9NPF2		CHST11

		seq.3177.49		12.3440101826		11.9689684341		12.149843122		0.0029106523		0.0163286038		0.0341873536		Carbonic anhydrase 4		P22748		CA4

		seq.12381.26		10.9689417229		11.4445832502		11.385249217		0.0000123743		0.3757778902		0.0000343537		Carbonyl reductase [NADPH] 1		P16152		CBR1

		seq.14091.42		10.3771888353		10.5417715598		10.6088021867		0.0417522632		0.2098370634		0.0006004072		Carbonyl reductase [NADPH] 3		O75828		CBR3

		seq.21119.1		9.0218844792		9.2523816123		9.1853911022		0.0029042473		0.0148143425		0.0071376463		Carbonyl reductase family member 4		Q8N4T8		CBR4

		seq.7768.10		9.7242764852		9.8792243142		9.8420373455		0.0332022086		0.0422566735		0.0497886461		Carboxypeptidase M		P14384		CPM

		seq.6415.90		14.2808713161		14.1278438616		14.119879336		0.030083608		0.7548998782		0.00716422		Carboxypeptidase N subunit 2		P22792		CPN2

		seq.24299.1		10.5361224429		10.6448663479		10.5930150805		0.0373185272		0.0726304965		0.0445619472		Carcinoembryonic antigen-related cell adhesion molecule 16		Q2WEN9		CEACAM16

		seq.11709.29		10.4743546146		10.3096563724		10.3130529546		0.0328489956		0.9420705556		0.0225645191		Carnitine O-palmitoyltransferase 1, muscle isoform		Q92523		CPT1B

		seq.5632.6		10.7062187233		10.4525515276		10.4978792132		0.0398439963		0.1249553752		0.0272239994		Cartilage acidic protein 1		Q9NQ79		CRTAC1

		seq.11289.31		9.5093785031		9.6165308126		9.5870180614		0.0239159715		0.1081783965		0.0213870019		Casein kinase I isoform delta		P48730		CSNK1D

		seq.12653.13		8.9566661403		9.1105476337		9.1050115719		0.0123697174		0.9009572823		0.0012523352		Casein kinase I isoform gamma-2		P78368		CSNK1G2

		seq.24426.191		11.0685112697		11.2419060314		11.2735138679		0.0304603883		0.4479348237		0.0006435582		Catenin alpha-1		P35221		CTNNA1

		seq.8644.46		13.696179849		12.7590922122		12.7907375753		0.0000050336		0.5219345192		0.0000011544		Cathepsin H		P09668		CTSH

		seq.9264.11		9.3726761364		9.1457263732		9.2100255103		0.0213507311		0.248691958		0.013280251		Cathepsin O		P43234		CTSO

		seq.3181.50		13.8891430953		13.5230487863		13.6236906922		0.0002882169		0.1996937019		0.0001025207		Cathepsin S		P25774		CTSS

		seq.18218.48		11.720959197		11.2537833265		11.4543420391		0.0074507372		0.0098665739		0.0353112233		CB1 cannabinoid receptor-interacting protein 1		Q96F85		CNRIP1

		seq.2770.51		11.6646332886		11.3348271204		11.46530151		0.0156218611		0.02502544		0.0391109123		C-C motif chemokine 1		P22362		CCL1

		seq.14109.15		10.7689737583		10.5112977015		10.4569390473		0.0180612409		0.279487296		0.0011912167		C-C motif chemokine 15		Q16663		CCL15

		seq.18289.16		14.4631911907		14.0575877446		14.0425337545		0.0014763671		0.6503305832		0.0001978722		C-C motif chemokine 15		Q16663		CCL15

		seq.3509.1		13.6341459732		13.0305276286		13.1007696764		0.0000335774		0.3139092756		0.0000141783		C-C motif chemokine 15		Q16663		CCL15

		seq.3044.3		16.4224544264		16.0157476282		16.0627007326		0.0011593862		0.1724459728		0.0003760676		C-C motif chemokine 18		P55774		CCL18

		seq.22993.9		10.9757080822		10.5464472222		10.5532192067		0.000003561		0.9022222045		0.0000006903		C-C motif chemokine 22		O00626		CCL22

		seq.3508.78		13.9987448549		13.4109494089		13.5044712432		0.0000000849		0.260741802		0.000000044		C-C motif chemokine 22		O00626		CCL22

		seq.2913.1		9.8312636434		10.2992810486		10.2774272915		0.0001316899		0.5982617418		0.0000738226		C-C motif chemokine 23		P55773		CCL23

		seq.14068.29		11.5830369529		11.0683990003		11.0393002845		0.0000686943		0.4949350769		0.0000065475		C-C motif chemokine 25		O15444		CCL25

		seq.2705.5		9.8500515773		9.3154343905		9.2890699404		0.0000428129		0.5815832943		0.0000016212		C-C motif chemokine 25		O15444		CCL25

		seq.2890.59		11.3061904593		10.9532969988		11.0096099368		0.0134399993		0.4475443746		0.0073846851		C-C motif chemokine 28		Q9NRJ3		CCL28

		seq.2783.18		10.4278596148		10.163437632		10.255575272		0.0000802804		0.0058587581		0.0009841784		C-C motif chemokine 3-like 1		P16619		CCL3L1

		seq.3292.75		12.3767812141		12.1083067051		12.1846828807		0.0051998526		0.2391516548		0.0022067496		CD48 antigen		P09326		CD48

		seq.18881.7		11.2735386453		11.0410121607		11.1093933977		0.0149308053		0.1783914239		0.0167276655		CD97 antigen		P48960		ADGRE5

		seq.7105.7		8.7128804573		8.9217767308		8.8772894158		0.0042349389		0.2429489951		0.0025100444		CDK5 and ABL1 enzyme substrate 2		Q9BTV7		CABLES2

		seq.24678.10		8.5898321852		8.7804653237		8.8062770347		0.0211749927		0.6431491121		0.0016044311		Cell death regulator Aven		Q9NQS1		AVEN

		seq.6257.56		12.2063890172		11.8543343666		11.8644259445		0.0000025881		0.7608328459		0.0000008913		Cell growth regulator with EF hand domain protein 1		Q99674		CGREF1

		seq.13078.3		11.4078376488		11.6310369086		11.5785874935		0.0000428372		0.1058438695		0.0004229147		Centrin-2		P41208		CETN2

		seq.5688.65		10.9405411463		11.2364222572		11.2382744074		0.0264503501		0.9617190015		0.0031217008		Cerebellin-4		Q9NTU7		CBLN4

		seq.21160.4		10.8753443374		11.2819733053		11.2717762645		0.0002632218		0.9007277866		0.0000386452		Charged multivesicular body protein 6		Q96FZ7		CHMP6

		seq.11104.13		13.7282293957		12.5827313479		12.5899255594		0.0004547951		0.9252952096		0.0001930662		Chitinase-3-like protein 1		P36222		CHI3L1

		seq.22954.10		11.5041366343		11.1852576776		11.259864981		0.0095602083		0.24725614		0.0044234608		Chloride intracellular channel protein 2		O15247		CLIC2

		seq.18875.125		8.9315904456		9.7139686465		9.6603692616		0.0001040588		0.3568931951		0.0000186784		Chondrocalcin		P02458		COL2A1

		seq.10752.8		9.0114275379		12.6343700737		10.9393178555		1.2406532079905E-45		0.000000001		3.66602832696125E-18		Chromodomain Y-like protein 2		Q8N8U2		CDYL2

		seq.25072.11		8.5705575197		8.7042512637		8.672724953		0.0018724503		0.3172737597		0.0014950005		Chromodomain-helicase-DNA-binding protein 1-like		Q86WJ1		CHD1L

		seq.8476.11		15.7991158772		15.1583902249		15.5599487352		0.0000667853		0.0046783604		0.0020298292		Chromogranin-A		P10645		CHGA

		seq.6107.3		15.0754417662		14.6905722331		14.7714072292		0.0003516751		0.3561583713		0.0002490766		Chymotrypsin-like elastase family member 1		Q9UNI1		CELA1

		seq.5648.28		8.8279114318		9.4860335148		9.3859225297		0.0022116137		0.2310688965		0.0036159477		Chymotrypsinogen B2		Q6GPI1		CTRB2

		seq.3028.36		14.0596086216		14.5640637019		14.616365854		0.0002933527		0.4635873672		0.0000314896		Ck-beta-8-1		P55773		CCL23

		seq.23269.40		11.1028262191		11.2450085987		11.2733481961		0.0242070643		0.3677625422		0.0044071145		CKLF-like MARVEL transmembrane domain-containing protein 4		Q8IZR5		CMTM4

		seq.19257.11		11.6400664486		12.1150069288		12.2297725857		0.0206465361		0.3631983927		0.0006923778		Clathrin light chain A		P09496		CLTA

		seq.24055.44		10.7408854981		10.4297510706		10.4776141071		0.0446126753		0.5101534706		0.0299980647		Cleavage stimulation factor 50 kDa subunit		Q05048		CSTF1

		seq.4542.24		14.0899622207		13.874621088		13.893028209		0.0015166553		0.5345186284		0.0006848897		Clusterin		P10909		CLU

		seq.13499.30		14.4599099024		14.0590550932		14.1411205426		0.000043976		0.1392640283		0.000334359		Coagulation Factor VIII		P00451		F8

		seq.4878.3		12.6963915608		12.5177084236		12.5276022073		0.0062627273		0.751197123		0.0018050013		Coagulation Factor X		P00742		F10

		seq.3077.66		12.57607382		12.3661579523		12.3740401654		0.0006964238		0.8166361503		0.0001978722		Coagulation factor Xa		P00742		F10

		seq.2190.55		11.6750692308		11.8555276682		11.8497204955		0.0259112824		0.8841914179		0.007634516		Coagulation Factor XI		P03951		F11

		seq.23314.46		8.0252559831		8.149216784		8.1217077152		0.0275667605		0.135225983		0.0166642541		Coiled-coil domain-containing protein 103		Q8IW40		CCDC103

		seq.3234.23		10.5733121344		10.765731497		10.6733375914		0.0075434533		0.0016209912		0.0424776641		Coiled-coil domain-containing protein 80		Q76M96		CCDC80

		seq.15466.30		7.7516284619		8.4181707495		8.3470642569		0.0042349389		0.0554005952		0.0010067556		Collagen alpha-1(IX) chain		P20849		COL9A1

		seq.11150.3		11.6032715654		11.318034981		11.3431329451		0.0126357455		0.6668449513		0.0031501747		Collagen alpha-1(VI) chain		P12109		COL6A1

		seq.15467.10		15.5128306975		15.2191293512		15.2407094387		0.0000975629		0.5892375947		0.0000404044		Collagen triple helix repeat-containing protein 1		Q96CG8		CTHRC1

		seq.13535.2		9.397882273		9.6750038919		9.8109472934		0.0409676232		0.0760909466		0.0001838146		Collagen type IV alpha-3-binding protein:PH domain		Q9Y5P4		CERT1

		seq.4430.44		11.6589451493		11.186036435		11.2048216429		0.0498859792		0.528935612		0.0113030342		Collectin-11		Q9BWP8		COLEC11

		seq.23257.14		9.7782764253		10.3230164358		10.5267850697		0.0171454644		0.0855412631		0.0002405739		COMM domain-containing protein 10		Q9Y6G5		COMMD10

		seq.21507.48		9.1893680078		9.3818891471		9.436579729		0.0004140183		0.2244833676		0.0000042049		COMM domain-containing protein 8		Q9NX08		COMMD8

		seq.16605.2		9.0505675172		9.1970157974		9.1401199707		0.0003663884		0.0097513714		0.0036706675		Complement C1q and tumor necrosis factor-related protein 9A		P0C862		C1QTNF9

		seq.6423.66		11.113577026		10.8675662406		10.8754283729		0.0044735831		0.8190166238		0.0014166944		Complement C1q-like protein 2		Q7Z5L3		C1QL2

		seq.21707.15		10.8992053015		10.6183893919		10.7223180077		0.0007622193		0.0850754389		0.0090435544		Complement C1q-like protein 3		Q5VWW1		C1QL3

		seq.3285.23		15.0517622472		16.1488214407		16.2381957294		1.53539720131678E-16		0.2794997213		7.02711132113766E-19		Complement C1r subcomponent		P00736		C1R

		seq.9348.1		8.9748851584		9.4052872443		9.3685201823		0		0.3158606351		0		Complement C1r subcomponent-like protein		Q9NZP8		C1RL

		seq.3186.2		12.921264498		12.171034345		11.8551638424		0		0.0034600394		1.25909128553805E-21		Complement C2		P06681		C2

		seq.2754.50		15.7854458848		16.5163493857		16.1529367855		0		0.0000003938		0.0000861436		Complement C3		P01024		C3

		seq.4480.59		12.5679621566		15.0739994384		14.2444108533		0		0.0000092607		0.0000000007		Complement C3b		P01024		C3

		seq.2683.1		14.6885290881		16.02435139		15.3187242132		0		0.0000000001		0.0000045404		Complement C3b, inactivated		P01024		C3

		seq.5803.24		12.6778680682		13.5800038947		13.0918889237		0.0000000022		0.0000020607		0.0013075031		Complement C3d fragment		P01024		C3

		seq.4481.34		17.1429455341		15.0979490491		14.3629072694		6.48E-25		0.0002608383		4.35505492411344E-33		Complement C4		P0C0L4|P0C0L5		C4A|C4B

		seq.4967.1		11.1918415836		11.3121522542		11.280062912		0.0005785624		0.1052502835		0.0055165761		Complement component 1 Q subcomponent-binding protein, mitochondrial		Q07021		C1QBP

		seq.13731.14		14.7373938836		14.4250608815		14.4441022265		0.0017460126		0.3407180974		0.0006730952		Complement component C7		P10643		C7

		seq.2888.49		16.6008840678		16.404203838		16.4241479972		0.0002479662		0.5597574207		0.0001320134		Complement component C7		P10643		C7

		seq.15468.14		15.1139923596		15.50086686		15.4582047433		0.0012495235		0.0827924453		0.0012792546		Complement factor H-related protein 1		Q03591		CFHR1

		seq.3666.17		15.9786387798		15.738308282		15.7216680292		0.0488281862		0.6957190006		0.003790798		Complement factor H-related protein 5		Q9BXR6		CFHR5

		seq.14029.42		10.9982857426		11.1911416001		11.1428055406		0.0211134557		0.3475731975		0.0342490646		COP9 signalosome complex subunit 2		P61201		COPS2

		seq.6039.24		10.8455869535		11.1291173285		11.1613275875		0.0097253506		0.2843954818		0.0009549256		Corticotropin-releasing factor-binding protein		P24387		CRHBP

		seq.3714.49		11.2408710567		10.4638977252		10.5092341207		0.0107981867		0.7977937592		0.0042502639		Creatine kinase M-type:Creatine kinase B-type heterodimer		P12277|P06732		CKB|CKM

		seq.20929.4		9.5554556038		9.914202971		10.1027853319		0.0384915043		0.0533832719		0.0000685993		CTD small phosphatase-like protein		O15194		CTDSPL

		seq.11187.11		11.1520314272		10.2648251747		10.2514864401		0.0030907359		0.6581007173		0.0002405739		C-type lectin domain family 12 member A		Q5QGZ9		CLEC12A

		seq.10781.19		11.925954149		12.1750988802		12.1570671255		0.0000314499		0.3516538365		0.0000479915		C-type lectin domain family 4 member G		Q6UXB4		CLEC4G

		seq.3041.55		12.0811452896		11.8739333843		11.8451532529		0.0324012371		0.3596325137		0.0048323755		C-type mannose receptor 2		Q9UBG0		MRC2

		seq.20430.8		9.0282978607		9.1515947744		9.0878664567		0.0204267235		0.0536028733		0.0284741967		C-type natriuretic peptide		P23582		NPPC

		seq.9598.23		9.3278864056		9.5295667967		9.4660599575		0.0000019754		0.0685925374		0.000990317		CUB and sushi domain-containing protein 1		Q96PZ7		CSMD1

		seq.8589.13		11.2136775279		10.9861080695		11.0323694862		0.0062627273		0.281231035		0.0070658064		CUB domain-containing protein 1		Q9H5V8		CDCP1

		seq.10440.26		9.8473143323		10.0439293579		10.0697503797		0.0052304977		0.442748594		0.0004541805		CXADR-like membrane protein:Extracellular domain		Q9H6B4		CLMP

		seq.2436.49		12.3350420069		12.1656272636		12.1513838011		0.0122435451		0.5295511018		0.0004913103		C-X-C motif chemokine 16		Q9H2A7		CXCL16

		seq.3495.15		10.0212431532		10.4180120164		10.4542567021		0.0322376495		0.6090192905		0.0034765012		C-X-C motif chemokine 6		P80162		CXCL6

		seq.11277.23		13.9720548175		13.7054142357		13.7198838723		0.0084977155		0.5947532174		0.0037714432		Cyclic AMP-dependent transcription factor ATF-6 alpha		P18850		ATF6

		seq.10572.65		12.9661468944		12.5375274307		12.6077222141		0.0083431946		0.1049207615		0.0028809611		Cystatin-8		O60676		CST8

		seq.3803.10		11.8321906682		11.3700901486		11.4176178927		0.0043486509		0.5468933366		0.0023699332		Cystatin-D		P28325		CST5

		seq.25078.13		9.8972604553		10.2183839455		10.0732572639		0.0002240662		0.0048736435		0.0049931896		Cysteine protease ATG4C		Q96DT6		ATG4C

		seq.19294.26		11.1292163673		10.972032918		11.0074266453		0.0078510279		0.3607050499		0.0448992872		Cysteine-rich PDZ-binding protein		Q9P021		CRIPT

		seq.5691.2		9.4695744464		8.8252433395		8.7852798809		0.0156218611		0.7749131474		0.0012446388		Cysteine-rich secretory protein LCCL domain-containing 2		Q9H0B8		CRISPLD2

		seq.7628.40		10.5523228866		11.0039485797		11.0234364667		0.0240077616		0.5376483534		0.003406798		Cysteine-rich with EGF-like domain protein 1		Q96HD1		CRELD1

		seq.8903.1		12.3142671335		12.1580351332		12.2077573106		0.0285718314		0.2146528556		0.0113150698		Cytochrome c oxidase subunit 6C		P09669		COX6C

		seq.2943.5		11.4283908844		11.6877650159		11.6126769716		0.004052441		0.0295049857		0.0098922598		Cytochrome P450 3A4		P08684		CYP3A4

		seq.14747.9		10.427035066		9.8185405063		9.8882329834		0.0001334719		0.1128960069		0.0001024138		Cytokine receptor-like factor 1		O75462		CRLF1

		seq.5345.51		13.0891112085		13.2491720933		13.2437014163		0.0324471062		0.9082632506		0.0060711011		Cytoskeleton-associated protein 2		Q8WWK9		CKAP2

		seq.19615.213		8.6681776039		8.9161154682		8.8722218807		0.0102699588		0.5943032144		0.0015945384		Cytosolic 5'-nucleotidase 3A		Q9H0P0		NT5C3A

		seq.21863.11		11.5970520924		12.1205878813		11.8390942197		0.0020532338		0.0047103248		0.0492704232		Cytosolic Fe-S cluster assembly factor NUBP2		Q9Y5Y2		NUBP2

		seq.4314.12		12.9813232117		12.7252435808		12.8091213158		0.028283257		0.3247863088		0.0149919061		dCTP pyrophosphatase 1		Q9H773		DCTPP1

		seq.22120.4		9.8443684996		9.9958875536		9.9714923707		0.0062396028		0.3486800637		0.0072587941		DDB1- and CUL4-associated factor 11		Q8TEB1		DCAF11

		seq.17467.1		9.6370911875		9.797314358		9.7839573966		0.0049355369		0.6499181549		0.000990317		Dehydrogenase/reductase SDR family member 9		Q9BPW9		DHRS9

		seq.9769.48		10.0409444544		9.6076708992		9.6448495987		0.0001460052		0.3481733468		0.0001032502		Delta and Notch-like epidermal growth factor-related receptor:Extracellular domain		Q8NFT8		DNER

		seq.8264.43		11.3295043603		10.9828440662		10.9857410753		0.0000025945		0.9446210522		0.0000010734		Delta-like protein 1		O00548		DLL1

		seq.23650.2		8.406881978		8.7986005112		8.7811812821		0.00028784		0.8353934134		0.0000645961		Dematin		Q08495		DMTN

		seq.21547.6		12.2415993867		12.0060550714		12.0060508668		0.0000041015		0.9997898043		0.00000045		Dentin matrix protein 4		Q8IXL6		FAM20C

		seq.21661.82		16.1258541473		15.9362504981		15.9516037277		0.0000143758		0.5616785313		0.0000095528		Dentin matrix protein 4		Q8IXL6		FAM20C

		seq.5963.9		9.4410818893		9.5648669281		9.5230002972		0.0280024732		0.0997815019		0.033990654		Dermokine		Q6E0U4		DMKN

		seq.22568.7		9.4792572094		8.8655183945		8.8875482169		0.0477204051		0.4284955811		0.0116946838		Desmoglein-4		Q86SJ6		DSG4

		seq.18883.4		11.0567600827		11.6037028374		11.5638511263		0.0000143758		0.7330856117		0.0000066911		Destrin		P60981		DSTN

		seq.3365.7		12.0394736425		11.7389964631		11.8227325486		0.0312926646		0.3123249834		0.0223814171		Dickkopf-related protein 4		Q9UBT3		DKK4

		seq.6586.19		12.0591457575		11.6691764235		11.7458603526		0.0096213485		0.229604462		0.0012489025		Disintegrin and metalloproteinase domain-containing protein 11		O75078		ADAM11

		seq.7049.2		11.1092012141		10.9027240955		10.9511861979		0.0385219319		0.2114372992		0.0259641556		Disintegrin and metalloproteinase domain-containing protein 23		O75077		ADAM23

		seq.19119.10		9.1854024907		8.8623719614		8.8638328166		0.0001459662		0.9827150968		0.0000133394		DNA damage-inducible transcript 3 protein		P35638		DDIT3

		seq.21249.115		11.5749793474		11.7236001243		11.7432394104		0.0065626809		0.6520146474		0.0001143238		DNA fragmentation factor subunit alpha		O00273		DFFA

		seq.12438.127		9.040424827		8.7903951433		8.7931307797		0.0172865434		0.9508974057		0.0022439551		DNA-3-methyladenine glycosylase		P29372		MPG

		seq.9436.2		8.7685283986		9.4146954088		9.2494130798		7.72060346685878E-17		0.0224835032		0.0000000001		DNA-binding protein inhibitor ID-1		P41134		ID1

		seq.24958.3		10.0306447734		9.7996689236		9.8392180982		0.0033352404		0.4501653813		0.0012337048		DNA-binding protein RFX5		P48382		RFX5

		seq.20995.47		10.249732658		10.5892822777		10.5612688982		0.0389244483		0.4858199512		0.0100550112		DNA-directed RNA polymerase II subunit RPB3		P19387		POLR2C

		seq.19134.66		11.4973619622		11.8036586865		11.959622445		0.0060295605		0.0128835703		0.0000050097		DNA-directed RNA polymerases I, II, and III subunit RPABC4		P53803		POLR2K

		seq.8006.12		10.0680942998		9.7158132528		9.8186666141		0.0153019763		0.0808767832		0.0096187328		DnaJ homolog subfamily B member 12		Q9NXW2		DNAJB12

		seq.18884.22		11.2262740147		10.6662679624		10.7897014084		0.0011199124		0.1082454067		0.0027746768		DnaJ homolog subfamily B member 4		Q9UDY4		DNAJB4

		seq.23323.25		9.2083086972		8.9826739791		8.9894080941		0.022869663		0.8515619549		0.0053809501		Dual specificity phosphatase DUPD1		Q68J44		DUPD1

		seq.12341.8		10.3852792127		10.5391363219		10.5696946705		0.0042349389		0.5728913688		0.0006659468		Dual specificity protein phosphatase 6		Q16828		DUSP6

		seq.18311.44		8.0926315097		8.6435782988		8.7059154397		0.0151459073		0.7051521421		0.0009841784		Dynactin subunit 6		O00399		DCTN6

		seq.12934.1		9.9602279429		10.1237879971		10.1302135333		0.0043480588		0.8916352885		0.0035368935		E3 ISG15--protein ligase HERC5		Q9UII4		HERC5

		seq.11430.49		11.4379437698		11.2280900471		11.2530653385		0.0012430752		0.4432374037		0.0007722188		E3 ubiquitin-protein ligase DTX1		Q86Y01		DTX1

		seq.25111.24		10.0733356431		9.8824659121		9.902086165		0.0364461122		0.6182066853		0.0331310959		E3 ubiquitin-protein ligase RAD18		Q9NS91		RAD18

		seq.6510.56		11.0216849269		11.1832736398		11.1979525909		0.0122707308		0.4660811053		0.0018430403		E3 ubiquitin-protein ligase RNF128:region 1		Q8TEB7		RNF128

		seq.14663.44		10.3387936836		10.4620627109		10.4162853439		0.019630786		0.3854071088		0.0171994806		E3 ubiquitin-protein ligase RNF8		O76064		RNF8

		seq.22817.126		9.887007279		10.055343406		9.9847418874		0.0000012531		0.0498383048		0.0000079686		E3 ubiquitin-protein ligase TRIM9		Q9C026		TRIM9

		seq.3182.38		10.9987434116		10.8377019837		10.8825194664		0.0054709635		0.1769261877		0.0117134755		Ectonucleoside triphosphate diphosphohydrolase 1		P49961		ENTPD1

		seq.6556.5		10.5221930567		10.2413898639		10.2330222005		0.0156218611		0.7526395123		0.0044234608		Ectonucleotide pyrophosphatase/phosphodiesterase family member 5		Q9UJA9		ENPP5

		seq.23274.27		9.1641296497		9.3846948173		9.3380336387		0.0062659172		0.4599892773		0.0098605362		EF-hand calcium-binding domain-containing protein 1		Q9HAE3		EFCAB1

		seq.9360.33		10.9379413404		10.5378798226		10.5048080389		0.0077639584		0.6234188218		0.0007441583		EGF-like repeat and discoidin I-like domain-containing protein 3		O43854		EDIL3

		seq.11421.10		10.7544937121		10.9203623003		10.8734458802		0.0140390341		0.474609566		0.0064943048		EH domain-containing protein 4		Q9H223		EHD4

		seq.4982.54		13.083091104		12.6223527712		12.6658386385		0.0025532977		0.4089176827		0.0011441242		Elafin		P19957		PI3

		seq.12798.46		8.5792671028		8.6981034289		8.7381887443		0.0243102731		0.1635832257		0.0002995274		Electroneutral sodium bicarbonate exchanger 1		Q2Y0W8		SLC4A8

		seq.24111.10		10.0859620991		10.3413749166		10.4062871437		0.0130462538		0.3438541759		0.0001839238		Elongation factor 1-gamma		P26641		EEF1G

		seq.4908.6		11.0356745168		10.6536879235		10.7865092421		0.0001627943		0.0927001409		0.0005853992		Endoglin		P17813		ENG

		seq.23029.3		9.9133596005		10.918499249		11.0438959573		0.0000000071		0.0110155617		0		Endophilin-A3		Q99963		SH3GL3

		seq.4964.67		12.5531585104		12.0785434421		12.0804078004		0.0039009861		0.9564629963		0.0009090706		Endoplasmic reticulum aminopeptidase 1		Q9NZ08		ERAP1

		seq.8957.72		10.5875446962		10.8190762161		10.8282017628		0.0259112824		0.8677992254		0.0031688211		Endoplasmic reticulum lectin 1		Q96DZ1		ERLEC1

		seq.4983.6		15.4777957406		14.9461307158		14.9428469827		0		0.950104673		6.73965620550908E-17		Endoplasmic reticulum resident protein 29		P30040		ERP29

		seq.15491.20		13.6251402943		13.4278445571		13.4027441778		0.048316031		0.4820605624		0.0086396782		Endosialin		Q9HCU0		CD248

		seq.2981.9		10.6685213703		10.8648054336		10.8772522596		0.0073918371		0.6403540772		0.000300384		Endothelial cell-selective adhesion molecule		Q96AP7		ESAM

		seq.12574.36		10.256692249		10.5307519364		10.5280486772		0.0012512208		0.9612202921		0.0001342108		Endothelin-2		P20800		EDN2

		seq.13066.42		11.1606447024		11.421282006		11.37568152		0.0000004167		0.0927001409		0.0000097095		Enhancer of mRNA-decapping protein 4		Q6P2E9		EDC4

		seq.15576.158		14.4508654185		13.8481060473		13.9615051875		0.0032092929		0.1249553752		0.0010882195		Eosinophil cationic protein		P12724		RNASE3

		seq.5741.55		10.3068942871		9.7702718338		9.783498235		0.0307200183		0.9081644341		0.003433213		Eosinophil cationic protein		P12724		RNASE3

		seq.7195.119		9.5103704285		9.580713822		9.5548671279		0.0499974115		0.1154386048		0.0446930987		Ephrin type-A receptor 7		Q15375		EPHA7

		seq.5078.82		9.8366059264		9.9779292812		9.9656416349		0.0498410387		0.5728913688		0.0104204313		Ephrin type-B receptor 6		O15197		EPHB6

		seq.21269.198		8.1105674309		8.2884749756		8.2740483426		0.028020548		0.6841678538		0.0115851951		Epoxide hydrolase 2		P34913		EPHX2

		seq.11162.37		7.9026285874		8.1539043251		8.1282660911		0.0309710768		0.4944115648		0.0187869988		Equatorin		Q9NQ60		EQTN

		seq.5813.58		10.0176582358		9.1094440655		9.078595847		0.0000912198		0.4992046936		0.0000086621		Erythropoietin		P01588		EPO

		seq.2715.25		8.4181251398		8.4997482337		8.487872715		0.0258945729		0.667326393		0.02004405		Erythropoietin receptor		P19235		EPOR

		seq.5981.6		7.6359306873		7.4608238107		7.4692344755		0.0035412167		0.7177942437		0.002058551		ES1 protein homolog, mitochondrial		P30042		None

		seq.3470.1		14.7001062528		14.3134093732		14.3312454437		0.0342722369		0.6135553229		0.0052561706		E-selectin		P16581		SELE

		seq.21379.30		10.7009825536		10.9388777296		10.8198385002		0.0000025925		0.0001343253		0.0017767323		Ethanolamine kinase 2		Q9NVF9		ETNK2

		seq.18824.7		10.0085531953		10.4662803766		10.4323361816		0.0006880863		0.7858200292		0.000248369		Eukaryotic initiation factor 4A-II		Q14240		EIF4A2

		seq.18909.11		8.8972576185		9.0846703491		9.1081853898		0.0361629402		0.6841678538		0.0070441626		Exosome complex component RRP43		Q96B26		EXOSC8

		seq.8664.36		11.4453866746		11.3103360038		11.341649956		0.0084025934		0.2902954313		0.019355355		Extracellular tyrosine-protein kinase PKDCC		Q504Y2		PKDCC

		seq.11449.22		12.5055561692		12.9385291596		12.9012964192		0.0455401669		0.8478761726		0.0194652058		F-actin-capping protein subunit alpha-1		P52907		CAPZA1

		seq.5934.1		9.9793527553		11.9133275292		11.9076816391		0		0.9633410813		0		Ferritin		P02794|P02792		FTH1|FTL

		seq.25913.17		10.6902980761		10.9189688905		10.9246351411		0.0004390423		0.9319920362		0.0000000503		Ferritin heavy chain		P02794		FTH1

		seq.15324.58		10.1669646262		12.0742464335		12.0676223223		0		0.9571743596		0		Ferritin light chain		P02792		FTL

		seq.8048.9		12.785123573		11.9046833901		11.6544590927		0.0000005057		0.0000003038		0.0000000002		Ferritin, mitochondrial		Q8N4E7		FTMT

		seq.4392.54		7.6656967393		7.8088646851		7.7401277638		0.0008291474		0.0378127321		0.0411488763		Fibroblast growth factor 12		P61328		FGF12

		seq.3807.1		10.1882296409		9.0907734601		9.0372937752		0.0004003885		0.1710870371		0.0000425178		Fibroblast growth factor 23		Q9GZV9		FGF23

		seq.4394.71		8.7089000589		8.8987192616		8.8899719533		0.0002275975		0.8411175018		0.0002451463		Fibroblast growth factor 8 isoform A		P55075		FGF8

		seq.15494.11		10.324114602		9.9499723929		9.9567160613		0.0014560094		0.9107810524		0.0002160157		Fibroblast growth factor-binding protein 1		Q14512		FGFBP1

		seq.11219.95		10.0621957685		9.8593760917		9.8666932646		0.0084025934		0.802219323		0.0032597977		Fibroblast growth factor-binding protein 3		Q8TAT2		FGFBP3

		seq.20064.24		12.8757178105		12.6718011662		12.6591784615		0.0367880436		0.8851768827		0.006182628		Fibronectin-1 Fragment 2		P02751		FN1

		seq.10738.11		14.7160051574		14.4587217519		14.5518587238		0.0049414268		0.3218244869		0.0019192876		Fibulin-5		Q9UBX5		FBLN5

		seq.15585.304		12.3273742708		12.1059735701		12.1225666365		0.0022360409		0.8589882455		0.0015912629		Fibulin-5		Q9UBX5		FBLN5

		seq.21891.31		13.9353273437		13.6561146183		13.6772744615		0.0000429453		0.4517618893		0.0000368932		Fibulin-7		Q53RD9		FBLN7

		seq.22961.7		10.9517453757		10.4274428607		10.4674781414		0.0054669663		0.3018845844		0.0022194447		Ficolin-1		O00602		FCN1

		seq.3613.62		12.4176765045		11.7970422415		11.9083903172		0.0001102564		0.0130817017		0.0004229147		Ficolin-1		O00602		FCN1

		seq.13717.15		14.1131659698		14.4786009251		14.4511597332		0.0030883486		0.2710768835		0.0023077444		Ficolin-2		Q15485		FCN2

		seq.14077.6		10.7895529518		11.0240703017		10.9932481843		0.0335562214		0.1809626953		0.0275419934		Ficolin-3		O75636		FCN3

		seq.5462.62		9.7906244825		10.1164766754		10.0785411723		0.0066265861		0.158603268		0.0045333999		Ficolin-3		O75636		FCN3

		seq.11171.25		9.857997308		10.4071738423		10.5640474333		0.0104207399		0.248205743		0.0000761093		Filamin-A:Calponin Homology 2		P21333		FLNA

		seq.15495.9		8.9746487258		8.2160200171		8.239836945		0.0107570041		0.5161729674		0.0020278916		Folate receptor gamma		P41439		FOLR3

		seq.22147.19		8.8955072711		9.0964680796		9.0875810686		0.0058740216		0.7978635793		0.0044234608		Forkhead box protein O4		P98177		FOXO4

		seq.11833.83		9.0845744951		9.181102484		9.1972477235		0.0172159216		0.5634757027		0.000059753		Frataxin, mitochondrial		Q16595		FXN

		seq.11647.6		10.6077073852		10.9226080649		10.8494206791		0.0001055221		0.135225983		0.0001978722		Frizzled-10:Cytoplasmic domain		Q9ULW2		FZD10

		seq.22591.4		10.534517781		9.8679740308		9.9477668276		0.0165125904		0.0774650532		0.0082766735		Frizzled-9		O00144		FZD9

		seq.13384.110		9.8100941365		10.5044560128		10.345927721		0.0172865434		0.3011787117		0.0151947523		Fumarate hydratase, mitochondrial		P07954		FH

		seq.22968.9		10.1998656138		9.7724774029		9.9443767292		0.0009533271		0.0003638527		0.016387416		G antigen 2D		Q9UEU5		GAGE2D

		seq.3066.12		12.83244586		12.5621824142		12.576978794		0.0000447353		0.6979452648		0.0000253731		Galectin-3		P17931		LGALS3

		seq.9196.8		10.8296014896		11.0147211032		11.0174724435		0.0025565723		0.9610423397		0.0006923778		Galectin-7		P47929		LGALS7

		seq.10339.48		11.6548425557		12.0552811379		12.1538184014		0.0252191618		0.3362289144		0.0004743134		Gamma-enolase		P09104		ENO2

		seq.11083.23		8.3004287612		9.6278230253		9.4531604938		5.4419128321896E-17		0.296098006		0		Gamma-enolase		P09104		ENO2

		seq.9370.69		11.6124338096		11.3328368256		11.3264792424		0.0026562477		0.875328819		0.0002307784		Gamma-glutamyl hydrolase		Q92820		GGH

		seq.23402.147		10.813044115		10.6696173735		10.678769393		0.0145606875		0.7749131474		0.0049931896		Ganglioside-induced differentiation-associated protein 1-like 1		Q96MZ0		GDAP1L1

		seq.6416.8		6.4141076071		5.63434465		5.6151954007		0.0000618658		0.699810769		0.0000075133		Gastrokine-2		Q86XP6		GKN2

		seq.22154.37		15.7189336275		15.4937925428		15.5092849468		0.0020261996		0.7793244724		0.0001051795		GATA zinc finger domain-containing protein 1		Q8WUU5		GATAD1

		seq.4775.34		9.6531671188		9.8908417398		9.8916923937		0.0064343396		0.9884086867		0.000320173		Gelsolin		P06396		GSN

		seq.17784.23		11.5536271148		12.1935833503		12.1454487149		0.0000001805		0.6461998753		0.0000004158		Glia maturation factor beta		P60983		GMFB

		seq.13062.4		10.6300897931		11.2745851671		11.2934033588		0.0001135569		0.9068439859		0.0000197079		Glia maturation factor gamma		O60234		GMFG

		seq.19154.41		11.9934366413		11.4392685726		11.6156886812		0.0034583504		0.1032621257		0.0165467311		Glia-derived nexin		P07093		SERPINE2

		seq.3217.74		10.876242832		11.1675911404		11.220894081		0.0055832353		0.4950128565		0.0001877102		Glia-derived nexin		P07093		SERPINE2

		seq.5687.5		12.0650775819		12.3403296837		12.238981423		0.0010179582		0.1658540186		0.0036509276		Glucosidase 2 subunit beta		P14314		PRKCSH

		seq.10760.107		11.6276527809		11.0405698559		10.9036843427		0.0000641357		0.0221242255		0.0000000858		Glutamate receptor 4		P48058		GRIA4

		seq.12758.47		11.7104984323		11.0524295215		11.2231263829		0.0001555762		0.0000000226		0.0010946426		Glutamate receptor ionotropic, delta-2		O43424		GRID2

		seq.23669.20		10.0572437159		10.2164928299		10.287338863		0.027013185		0.2598457508		0.0001024138		Glutamine--fructose-6-phosphate aminotransferase [isomerizing] 2		O94808		GFPT2

		seq.8866.53		11.8035144927		11.6181755128		11.6351888436		0.0239159715		0.7682780868		0.0080587353		Glutaminyl-peptide cyclotransferase-like protein		Q9NXS2		QPCTL

		seq.13378.80		10.1598470237		9.7737094609		9.7607832121		0		0.7237152838		0		Glutaredoxin-like protein C5orf63		A6NC05		C5orf63

		seq.13576.15		11.4213539278		11.5900153638		11.5686526644		0.0225785692		0.4818369592		0.0064121665		Glutathione S-transferase P		P09211		GSTP1

		seq.19230.12		8.4819558791		8.8131807338		8.739473068		0.0000122201		0.0945649626		0.0004921161		Glutathione S-transferase theta-1		P30711		GSTT1

		seq.3848.14		10.338941967		9.6273255755		9.9757565011		0.0004893008		0.0019605576		0.0316845305		Glyceraldehyde-3-phosphate dehydrogenase		P04406		GAPDH

		seq.18235.16		11.3626040433		11.0774459598		11.1703253608		0.0001080649		0.0599380576		0.0021818799		Glycerol-3-phosphate phosphatase		A6NDG6		PGP

		seq.7935.26		10.2309014424		9.7945424795		9.892380148		0.0000390374		0.1230915388		0.000067654		Glycosyltransferase-like protein LARGE1		O95461		LARGE1

		seq.4991.12		9.2069030061		9.4400459262		9.4328667885		0.0450238719		0.7808660532		0.0086794926		Glypican-5		P78333		GPC5

		seq.5350.14		9.8696257048		10.0830575758		10.0750436415		0.000033851		0.8961932515		0.0001292393		Glypican-6		Q9Y625		GPC6

		seq.19254.125		12.2158740051		11.3571305014		11.4857811769		0.0365048829		0.2744008201		0.0175180961		GMP reductase 1		P36959		GMPR

		seq.15522.2		14.6847131791		14.8814273008		14.8343289375		0.0068426499		0.1568164546		0.0102621716		Golgi-associated plant pathogenesis-related protein 1		Q9H4G4		GLIPR2

		seq.4992.49		13.9231878592		13.7614795261		13.7594714231		0.0277616989		0.9436086309		0.0060711011		Granulins		P28799		GRN

		seq.13712.104		10.3306697375		9.5165184344		9.6122417923		0.0000004633		0.1068462093		0.0000003382		Granzyme A		P12544		GZMA

		seq.3440.7		10.9396171089		10.6892340355		10.7879245398		0.0264503501		0.1015062022		0.0202084019		Granzyme A		P12544		GZMA

		seq.5598.3		12.3288442043		12.0300354352		12.0632150364		0.0001376666		0.3262249308		0.0001477255		Gremlin-2		Q9H772		GREM2

		seq.2765.4		10.1447133791		9.8515585683		9.8379672017		0.0363004336		0.6965174283		0.010843027		Growth/differentiation factor 11/8		O95390|O14793		GDF11|MSTN

		seq.4880.21		11.1156629475		11.4629950393		11.4350093387		0.0001493667		0.7147168532		0.0001572971		Growth/differentiation factor 2		Q9UK05		GDF2

		seq.12077.32		12.2659077357		11.9075981996		11.9147902362		0.0103719428		0.856623289		0.0027502497		Growth/differentiation factor 8		O14793		MSTN

		seq.20073.22		7.6348515849		8.0726925904		8.1001908168		0.0215629155		0.8554748263		0.0035975628		GTPase KRas		P01116		KRAS

		seq.10531.18		10.9429480621		11.2760000834		11.2684062009		0.0207296642		0.9500096451		0.0049289745		GTPase NRas		P01111		NRAS

		seq.12817.1		11.1495262713		11.4321953001		11.3622372652		0.0175841169		0.2319325803		0.0343818308		GTP-binding protein GEM		P55040		GEM

		seq.13934.3		9.3214832396		9.5161634748		9.6101000338		0.0427984189		0.0518165868		0.0004256661		Guanine nucleotide exchange factor DBS		O15068		MCF2L

		seq.9830.109		10.4354274361		10.1057169412		10.0847900242		0.0000015659		0.6373819649		0.0000001402		Guanine nucleotide exchange factor VAV3		Q9UKW4		VAV3

		seq.23567.37		10.3816963593		10.5902241647		10.6167210744		0.0007997561		0.6314308091		0.0000263877		Guanine nucleotide-binding protein G(q) subunit alpha		P50148		GNAQ

		seq.21857.26		13.1094583587		12.7385441779		12.873017228		0.0110057311		0.0961681207		0.0356515713		Guanine nucleotide-binding protein subunit beta-2-like 1		P63244		RACK1

		seq.10008.43		8.8820558797		8.7772746256		8.7651398165		0.0440811653		0.5201574393		0.008175366		Guanylyl cyclase-activating protein 1		P43080		GUCA1A

		seq.25267.10		12.9948759885		13.1407632098		13.1524119694		0.0090645596		0.7988950113		0.0007249938		Heat shock 70 kDa protein 12A		O43301		HSPA12A

		seq.14237.1		11.0128469061		11.1955374022		11.1505550093		0.0487678209		0.0796345762		0.0307169158		Heat shock 70 kDa protein 1A		P0DMV8		HSPA1A

		seq.17704.74		9.5374032079		10.0112730752		9.9283869093		0.0259938028		0.2603265125		0.0147648582		Heat shock protein 105 kDa		Q92598		HSPH1

		seq.20110.25		8.5603777285		8.8476694083		8.8045697506		0.0012495235		0.3081740395		0.0008736074		Hematological and neurological expressed 1-like protein		Q9H910		JPT2

		seq.3332.57		9.3410780129		9.21504082		9.2162749038		0.0384915043		0.9775223452		0.0093287543		Hemojuvelin		Q6ZVN8		HJV

		seq.14073.31		17.7605719721		17.8351776242		17.8511613179		0.0207370701		0.6005402494		0.0013075031		Hemopexin		P02790		HPX

		seq.11814.29		10.6603575522		10.813937043		10.7771114971		0.0131264652		0.1851822339		0.0087868323		Hepatocyte growth factor receptor		P08581		MET

		seq.2837.3		12.7678378074		12.9614949665		12.943362181		0.0131264652		0.5465579949		0.0066263941		Hepatocyte growth factor receptor		P08581		MET

		seq.3504.58		8.24124362		11.069977037		10.9708883623		0.0000000001		0.518660545		0.0000000001		Hepcidin		P81172		HAMP

		seq.4450.26		12.6344569606		12.2563388978		12.4467361435		0.0090707567		0.0199201534		0.0381568995		Heterogeneous nuclear ribonucleoprotein A/B		Q99729		HNRNPAB

		seq.24697.48		10.0396648527		9.3767623646		9.5441034145		0.0384118252		0.2026609135		0.0275013293		Heterogeneous nuclear ribonucleoprotein A0		Q13151		HNRNPA0

		seq.23657.102		8.4980996018		8.6538969543		8.6171201815		0.0254344156		0.1657605747		0.0292846493		Heterogeneous nuclear ribonucleoprotein L-like		Q8WVV9		HNRNPLL

		seq.12783.29		11.2298803895		10.9683484918		11.000501274		0.0207370701		0.6340726617		0.0046242331		Heterogeneous nuclear ribonucleoprotein M		P52272		HNRNPM

		seq.13130.150		9.5553563019		9.2682474061		9.2664758441		0.0322376495		0.9866240311		0.0012489025		Hexokinase-2		P52789		HK2

		seq.9254.18		11.0120973704		10.7231919191		10.7828778463		0.0072394318		0.3540229347		0.012171153		High affinity immunoglobulin epsilon receptor subunit alpha		P12319		FCER1A

		seq.12712.9		8.6804920897		8.7654435743		8.7247515031		0.0165125904		0.0554479355		0.0369838985		High mobility group protein 20A		Q9NP66		HMG20A

		seq.2524.56		12.3386779602		12.0244646425		12.138407988		0.0037510468		0.0502584242		0.0172206806		High mobility group protein B1		P09429		HMGB1

		seq.12775.6		10.8752773822		10.6932690228		10.6908982946		0.0464795854		0.964412611		0.0184414226		High mobility group protein B3		O15347		HMGB3

		seq.10603.1		9.8430397267		9.5475131519		9.616641459		0.0045057653		0.185031323		0.004993215		Histatin-3		P15516		HTN3

		seq.12709.63		11.3901522102		10.8154732185		10.8181372504		0.0441082472		0.990693335		0.0042223184		Histone H1x		Q92522		H1-10

		seq.14146.92		9.5304437566		9.8594310456		9.8400963912		0.00046281		0.8519169147		0.0002326076		Histone H3.1		P68431		H3C1

		seq.6962.5		9.5247984629		9.8404821921		9.776183064		0		0.0334957121		0		HLA class II histocompatibility antigen, DR beta 3 chain		P79483		HLA-DRB3

		seq.22476.115		9.142204618		9.2612633934		9.2478910756		0.0278073044		0.7585089129		0.009084519		Homeobox protein Hox-D4		P09016		HOXD4

		seq.8309.12		12.1331828897		11.9597361908		11.9536017276		0.0032345496		0.9111058102		0.0006339182		Hyaluronidase-1		Q12794		HYAL1

		seq.13495.48		11.5458586795		12.6966857986		12.207854344		0		0.0000196374		0.0000006486		Hydroxycarboxylic acid receptor 2		Q8TDS4		HCAR2

		seq.13496.19		12.9336429407		11.8987702662		12.0679754024		0.0000494385		0.1588730487		0.0000723238		Hydroxymethylglutaryl-CoA synthase, cytoplasmic		Q01581		HMGCS1

		seq.13089.6		8.380479638		8.6038957075		8.5887320233		0.0022162026		0.6960868862		0.0024798188		Hypoxia-inducible factor 1-alpha		Q16665		HIF1A

		seq.6561.77		10.6297576494		10.8727518877		10.7959148987		0.0248961584		0.0661304185		0.0479637748		Ig Kappa chain V-I region HK102- like		P01602		IGKV1-5

		seq.13124.20		11.7722308112		11.4542530415		11.4825444645		0.0051998526		0.3893413143		0.0024799593		Immunoglobulin superfamily containing leucine-rich repeat protein 2		Q6UXK2		ISLR2

		seq.8528.74		11.7946680026		11.45018296		11.4874365331		0.0105180585		0.5360337175		0.0035296366		Immunoglobulin superfamily containing leucine-rich repeat protein 2		Q6UXK2		ISLR2

		seq.9715.15		8.946966959		8.67025757		8.6952705803		0.0094449801		0.7164036005		0.0012543009		Immunoglobulin superfamily member 3		O75054		IGSF3

		seq.2860.19		9.2886720429		8.8003811561		8.9175528241		0.000235526		0.0335154614		0.0003732468		Importin subunit alpha-1		P52292		KPNA2

		seq.24940.3		9.8744109285		10.155337356		10.2135952108		0.0026562477		0.3631983927		0.0000358841		Inhibitor of nuclear factor kappa B kinase beta subunit		O14920		IKBKB

		seq.4232.19		11.7386198893		11.4027386287		11.5078725127		0.0001439819		0.0981449686		0.00036214		Insulin-like growth factor 1 receptor		P08069		IGF1R

		seq.9523.34		8.8651403378		8.4641568517		8.3952069098		0.0000029551		0.0215750732		0.000000001		Integral membrane protein 2C:C-term		Q9NQX7		ITM2C

		seq.20187.10		11.6698867363		11.2289628252		11.3407945058		0.0014345776		0.2060891696		0.0013546428		Integrin alpha V beta 3		P06756|P05106		ITGAV|ITGB3

		seq.7955.195		15.3226978912		15.4541543782		15.4517880137		0.0438062694		0.9055717596		0.0100515976		Inter-alpha-trypsin inhibitor heavy chain H1		P19827		ITIH1

		seq.7145.1		11.1134154228		10.8657043105		10.8393869907		0.0169896774		0.6340726617		0.0016044311		Inter-alpha-trypsin inhibitor heavy chain H3		Q06033		ITIH3

		seq.8233.2		11.8948922046		11.5625046513		11.6212035132		0.001221175		0.1490208489		0.0008122283		Inter-alpha-trypsin inhibitor heavy chain H5		Q86UX2		ITIH5

		seq.4342.10		11.3726333732		10.9038984769		10.9104183987		0.0000143758		0.8141193084		0.0000079686		Intercellular adhesion molecule 1		P05362		ICAM1

		seq.6055.53		13.2020450337		12.8881639983		13.0534281274		0.0003683415		0.0131747005		0.0398987076		Interferon alpha/beta receptor 1		P17181		IFNAR1

		seq.9183.7		11.2346035695		11.0339896875		11.0694992883		0.0140390341		0.3400257126		0.0071782526		Interferon alpha/beta receptor 1		P17181		IFNAR1

		seq.25460.36		10.2424332007		10.3658920364		10.3806128784		0.0006682515		0.6528551755		0.0000506267		Interferon regulatory factor 5		Q13568		IRF5

		seq.2991.9		12.0732331217		11.685686276		11.7877659914		0.000825796		0.2013399313		0.000483131		Interleukin-1 receptor type 1		P14778		IL1R1

		seq.2994.71		9.0927630284		9.2032945332		9.2058121047		0.0062627273		0.9158943027		0.0013139004		Interleukin-1 receptor-like 2		Q9HB29		IL1RL2

		seq.13733.5		7.9731313139		8.2659569815		8.2847835084		0.0042682874		0.6248284606		0.001382185		Interleukin-12 subunit beta		P29460		IL12B

		seq.14085.28		9.7029143993		9.9068700968		9.8582384459		0.000364012		0.0829948936		0.0035261304		Interleukin-13		P35225		IL13

		seq.3035.80		12.6774810766		12.4960525831		12.5427516488		0.0085737454		0.1203316463		0.0184912857		Interleukin-19		Q9UHD0		IL19

		seq.9343.16		10.8019067653		11.1801309869		11.204323108		0.0000879937		0.646282101		0.0000130174		Interleukin-2 receptor subunit beta		P14784		IL2RB

		seq.13742.66		10.9456721262		10.6422933361		10.7341979485		0.0064524317		0.2062756307		0.0094983255		Interleukin-22		Q9GZX6		IL22

		seq.10365.132		9.4686347958		9.7561926364		9.7507699093		0.0019966526		0.8816416166		0.0008368655		Interleukin-23		P29460|Q9NPF7		IL12B|IL23A

		seq.13744.37		12.5520067161		12.169645478		12.2480975202		0.013130687		0.1396003753		0.0078919697		Interleukin-3 receptor subunit alpha		P26951		IL3RA

		seq.4556.10		10.8203608843		10.5175649115		10.668673442		0.0053252958		0.0101968653		0.028731195		Interleukin-34		Q6ZMJ4		IL34

		seq.14150.7		11.5830850002		10.0391244167		9.4559567857		0		0.0000000153		2.15235541034537E-17		Interleukin-36 alpha		Q9UHA7		IL36A

		seq.13686.2		10.4448249879		9.9802578038		10.0057329067		0.0007415495		0.5143119973		0.0001860459		Interleukin-5 receptor subunit alpha		Q01344		IL5RA

		seq.4491.4		10.3570563492		10.0467866855		10.0812417169		0.0022069465		0.3004058325		0.0004159401		Interleukin-5 receptor subunit alpha		Q01344		IL5RA

		seq.15602.43		11.6518414614		11.8518044892		11.8778399748		0.0440811653		0.3892622473		0.0064991993		Interleukin-6 receptor subunit alpha		P08887		IL6R

		seq.4139.71		11.7925454805		12.0124622514		12.0279662723		0.0206351366		0.5873577158		0.003433213		Interleukin-6 receptor subunit alpha		P08887		IL6R

		seq.8092.29		13.4241159987		13.6147967081		13.6351694171		0.0332684201		0.5051841298		0.0048017947		Interleukin-6 receptor subunit alpha		P08887		IL6R

		seq.4924.32		13.5129466677		12.9254461444		12.9535282197		0.0133618828		0.8353689437		0.001641212		Interstitial collagenase		P03956		MMP1

		seq.8232.90		10.7484941216		11.0396663139		11.0486758053		0.0301354811		0.7670802763		0.0063424923		Junctional adhesion molecule-like		Q86YT9		JAML

		seq.6227.1		11.0650162128		10.5098726779		10.6046047748		0.000023538		0.2062756307		0.0000177205		Kallikrein-10		O43240		KLK10

		seq.3199.54		13.2124480185		12.6590841688		12.8577234775		0.0021027317		0.0488777195		0.010194173		Kallikrein-12		Q9UKR0		KLK12

		seq.11152.46		13.023298669		12.2775816526		12.3935983386		0.0000002811		0.089721049		0.0000006742		Kallikrein-13		Q9UKR3		KLK13

		seq.15544.25		12.0063378545		11.3278946344		11.4000014372		0.0001393986		0.2564005887		0.000054961		Kallikrein-14		Q9P0G3		KLK14

		seq.8620.56		12.5091621174		11.8604065129		11.9391481329		0.0000531938		0.2430553208		0.0000274203		Kallikrein-14		Q9P0G3		KLK14

		seq.6491.59		9.7958921192		9.8825563966		9.890586739		0.0240386425		0.7773895367		0.000702379		Kallikrein-15		Q9H2R5		KLK15

		seq.3450.4		11.5272549644		11.2127402505		11.3528908933		0.0005578569		0.004870262		0.0084658209		Kallikrein-6		Q92876		KLK6

		seq.23395.5		8.0781794086		8.2847278266		8.290343788		0.0285240492		0.9279453101		0.0021092866		KH domain-containing, RNA-binding, signal transduction-associated protein 2		Q5VWX1		KHDRBS2

		seq.18907.97		10.9034832573		10.6996336366		10.710498082		0.001303555		0.7876602105		0.0005449029		Killer cell immunoglobulin-like receptor 3DL1		P43629		KIR3DL1

		seq.10762.2		9.7781164378		9.311586931		9.3452753736		0.0000382727		0.7074126079		0.0000027898		Killer cell lectin-like receptor subfamily G member 2:N-term		A4D1S0		KLRG2

		seq.13961.18		12.3512674991		12.479140691		12.4731536428		0.0268320176		0.8780581158		0.0119404905		Kinesin-like protein KIF3A		Q9Y496		KIF3A

		seq.12730.3		11.662324249		11.7724883218		11.755834895		0.0235342969		0.7308070747		0.001396322		Kinetochore protein NDC80 homolog		O14777		NDC80

		seq.7784.1		11.813065924		11.4980929447		11.5971521769		0.0000066717		0.0004908856		0.0002149356		Kininogen-1		P01042		KNG1

		seq.9017.58		9.7454159232		10.7329344497		10.7390068138		0.0000158008		0.9344957297		0.0000035021		Lactase-phlorizin hydrolase		P09848		LCT

		seq.4801.13		10.2855296345		9.6098155413		9.6634348926		0.0000531938		0.2798746029		0.0000305386		Lactoperoxidase		P22079		LPO

		seq.9580.5		11.2085378933		10.8736265941		10.9371125957		0.0203032459		0.3590425111		0.0059818695		Laminin subunit gamma-2		Q13753		LAMC2

		seq.18347.15		14.2406691125		13.893926357		13.9129628609		0.0000235051		0.4824672122		0.0000197651		Laminin-2		P24043|P07942|P11047		LAMA2|LAMB1|LAMC1

		seq.12628.31		12.2699282845		11.6764704005		11.9874296861		0.0081466083		0.0167260328		0.0462885988		LanC-like protein 2		Q9NS86		LANCL2

		seq.25414.11		9.1071487992		9.3514429118		9.2991001711		0.0225785692		0.1054669439		0.0275013293		Late cornified envelope protein 3B		Q5TA77		LCE3B

		seq.23334.21		8.4575789386		8.6235351985		8.5783497253		0.0180474676		0.0006637921		0.0225457793		Late cornified envelope protein 3C		Q5T5A8		LCE3C

		seq.13133.73		13.8109326556		13.5232410782		13.6053538437		0.0083260997		0.3045374598		0.004983884		Latent-transforming growth factor beta-binding protein 4		Q8N2S1		LTBP4

		seq.15503.15		13.6696662597		13.2512358097		13.2749051862		0.0000013263		0.7150987027		0.000000166		Left-right determination factor 2		O00292		LEFTY2

		seq.24499.36		10.3928952084		10.0516419496		10.0299021921		0.0001055221		0.2126166704		0.0000123063		Lengsin		Q5TDP6		LGSN

		seq.4237.70		11.3804359476		11.2149304988		11.2175649911		0.001207052		0.9221836488		0.0004801766		Leucine carboxyl methyltransferase 1		Q9UIC8		LCMT1

		seq.21696.80		11.0666479359		10.7918156842		10.8443778446		0.0016579248		0.3040728008		0.0014396856		Leucine-rich repeat and fibronectin type-III domain-containing protein 4		Q6PJG9		LRFN4

		seq.7551.33		11.2167326719		11.0450588565		11.0238601189		0.0158481401		0.3979768332		0.0013059493		Leucine-rich repeat-containing protein 32		Q14392		LRRC32

		seq.10737.96		12.4456939351		12.7425308015		12.828146095		0.0175841169		0.3985946337		0.0005344526		Leukocyte elastase inhibitor		P30740		SERPINB1

		seq.7787.25		11.2001501237		10.8769388697		10.8729655195		0.0086407196		0.9128441851		0.0008001081		Leukocyte immunoglobulin-like receptor subfamily A member 5		A6NI73		LILRA5

		seq.8766.29		12.9003920071		12.3940310849		12.482380092		0.0000580036		0.0889696663		0.00004038		Leukocyte immunoglobulin-like receptor subfamily A member 5		A6NI73		LILRA5

		seq.7015.8		13.7980191347		13.4377742787		13.4443528278		0.0160312729		0.8004222457		0.0034262271		Leukocyte immunoglobulin-like receptor subfamily B member 5		O75023		LILRB5

		seq.6653.58		9.2862392885		9.390784725		9.3635196351		0.0222745338		0.4530310036		0.0060711011		Leukocyte surface antigen CD47		Q08722		CD47

		seq.23673.9		9.3424776628		9.8942971551		9.9851294664		0.0041133499		0.4294996811		0.0000933569		Lipoamide acyltransferase component of branched-chain alpha-keto acid dehydrogenase complex, mitochondrial		P11182		DBT

		seq.9004.24		8.6956004149		8.3926241516		8.3982385514		0.0104207399		0.9449813421		0.0021218309		Low-density lipoprotein receptor class A domain-containing protein 4		O15165		LDLRAD4

		seq.16610.13		12.0373374144		11.9076647925		11.9625374864		0.0467263865		0.2170681402		0.0457066211		Low-density lipoprotein receptor-related protein 10		Q7Z4F1		LRP10

		seq.19558.10		11.3298414057		11.1406801455		11.1476675315		0.0111784894		0.8574087331		0.0025100444		Low-density lipoprotein receptor-related protein 4		O75096		LRP4

		seq.24911.57		9.3570958498		9.691802029		9.7358283967		0.0151459073		0.6729641403		0.0005749156		LRP		Q14764		MVP

		seq.21181.10		10.0988642571		10.2614193001		10.1966421685		0.0004739588		0.0282648867		0.0053088262		LRP2-binding protein		Q9P2M1		LRP2BP

		seq.3623.84		11.6772357088		11.8334545998		11.7708721213		0.0081830198		0.2636372143		0.0028651522		Lymphocyte antigen 86		O95711		LY86

		seq.21533.51		9.406077577		9.0986473354		9.0983631711		0.0030584325		0.9962428875		0.0003263415		Lymphocyte-specific protein 1		P33241		LSP1

		seq.5742.14		12.3633676593		11.9749556252		12.0876236097		0.0004201681		0.135504451		0.0006318628		Lysophosphatidic acid phosphatase type 6		Q9NPH0		ACP6

		seq.9385.4		12.620152074		12.1178373728		12.3486204566		0.0026974861		0.0035318006		0.020313594		Lysosomal alpha-glucosidase		P10253		GAA

		seq.3179.51		13.1702748984		12.696238451		12.6847396145		0.0412446695		0.8748494269		0.0071376463		Lysosomal protective protein		P10619		CTSA

		seq.8221.19		10.9629556947		12.0968605263		11.9756765303		0.0000000001		0.306769956		0.000000001		Macrophage migration inhibitory factor		P14174		MIF

		seq.12488.9		11.3742549611		10.4858058694		10.5349289831		0		0.4968871626		0		Malignant T-cell-amplified sequence 1		Q9ULC4		MCTS1

		seq.13659.36		14.8809423538		14.331959575		14.764563602		0.000023538		0.0000817451		0.0389673778		Manganese-transporting ATPase 13A1		Q9HD20		ATP13A1

		seq.24271.9		10.2652432496		10.6657882174		10.5767051223		0		0.1066238859		0.0000000577		Mannose-1-phosphate guanyltransferase alpha		Q96IJ6		GMPPA

		seq.25233.2		10.291679189		10.8920097749		10.8629186673		0		0.6947867666		0		Mannose-6-phosphate isomerase		P34949		MPI

		seq.16322.10		13.553749749		13.1441644192		13.1906941776		0.0003937554		0.4025736455		0.0001664503		Marginal zone B- and B1-cell-specific protein		Q8WU39		MZB1

		seq.7780.34		9.8255541702		9.6985413102		9.6798810327		0.0363748569		0.470975926		0.0054445025		Marginal zone B- and B1-cell-specific protein		Q8WU39		MZB1

		seq.6283.60		11.6839990947		11.4502009261		11.5341432191		0.0021323611		0.0282859238		0.0213817827		Mast cell-expressed membrane protein 1		Q8IX19		MCEMP1

		seq.2475.1		14.1936204766		13.9268108805		13.9822887135		0.0140262755		0.220453382		0.0190078667		Mast/stem cell growth factor receptor Kit		P10721		KIT

		seq.2789.26		13.0519145578		12.5675908634		12.6791611342		0.0042349389		0.0760813445		0.0026112742		Matrilysin		P09237		MMP7

		seq.2579.17		13.9803985583		13.4688285845		13.4879046482		0.0095602083		0.8615887442		0.0014396856		Matrix metalloproteinase-9		P14780		MMP9

		seq.8005.1		9.8293719655		9.6898476325		9.7404643558		0.0260762222		0.0648708548		0.0490429111		Matrix-remodeling-associated protein 7		P84157		MXRA7

		seq.3823.9		8.4395945729		8.6158442143		8.5330226723		0.000036638		0.0106430835		0.0065598258		Megakaryocyte-associated tyrosine-protein kinase		P42679		MATK

		seq.24013.6		9.4488969927		9.6426144344		9.5822919178		0.0080261871		0.0623008636		0.0114312893		Metabotropic glutamate receptor 4		Q14833		GRM4

		seq.18392.19		9.8068274521		9.6550044377		9.6357909938		0.0315351869		0.5476158665		0.0034765012		Methionine adenosyltransferase 2 subunit beta		Q9NZL9		MAT2B

		seq.3891.56		8.5085737127		8.611861536		8.5861964073		0.0186650226		0.4908836107		0.0213870019		Methyl-CpG-binding domain protein 4		O95243		MBD4

		seq.23340.37		9.3257239891		9.5522887384		9.5861664995		0.0375594933		0.6046050354		0.0054445025		Methylthioribose-1-phosphate isomerase		Q9BV20		MRI1

		seq.23558.33		10.8016509527		11.5414619158		11.4640745427		0.0222443		0.2804034474		0.0104946242		Methyltransferase-like protein 2B		Q6P1Q9		METTL2B

		seq.8837.8		8.9544782112		9.084941677		9.0191061704		0.0348269793		0.3144921625		0.0345634195		Microfibrillar-associated protein 3-like		O75121		MFAP3L

		seq.6440.31		11.4980188934		11.1113779171		11.175656915		0.0178949328		0.3862125756		0.0051493309		Microfibrillar-associated protein 5		Q13361		MFAP5

		seq.2911.27		10.1437869976		10.0169185173		10.0060216794		0.0304603883		0.7857391936		0.0020278916		Midkine		P21741		MDK

		seq.23162.36		11.5461047732		11.8030130825		11.9610064768		0.0049414268		0.0009054529		0.0000021802		Mitogen-activated protein kinase kinase kinase 10		Q02779		MAP3K10

		seq.21406.25		12.9172948386		13.4619685522		13.2507724029		0		0.0000001842		0.0000001408		Mitogen-activated protein kinase kinase kinase 11		Q16584		MAP3K11

		seq.19332.1		10.7370298134		10.9194668507		10.9064347713		0.0175841169		0.6251642874		0.0056457094		MOB-like protein phocein		Q9Y3A3		MOB4

		seq.7881.244		8.801530309		9.0487103209		8.9935492579		0.0000504518		0.2334525331		0.0002405739		Mono [ADP-ribose] polymerase PARP16		Q8N5Y8		PARP16

		seq.11258.41		10.3003698819		10.6143205092		10.6272540778		0.0004194273		0.889349723		0.0000263877		Mucosal addressin cell adhesion molecule 1		Q13477		MADCAM1

		seq.4923.79		11.4685424388		11.8210425199		11.7962225531		0.011430286		0.1461864115		0.0051301302		Muellerian-inhibiting factor		P03971		AMH

		seq.10615.18		10.8113649388		10.3313594722		10.4603708428		0.0036651676		0.0014507269		0.0050627059		Myelin protein P0		P25189		MPZ

		seq.20076.7		15.0262355833		13.9827610042		13.9890638384		0.0000874273		0.981681869		0.0000034349		Myeloid cell nuclear differentiation antigen		P41218		MNDA

		seq.17820.170		11.8162414477		12.0272546882		11.947543864		0.003987193		0.1917878932		0.0194652058		Myeloid leukemia factor 1		P58340		MLF1

		seq.8933.84		9.3637214355		9.484671704		9.448773337		0.0042349389		0.0643224396		0.0058266484		Myocyte-specific enhancer factor 2C		Q06413		MEF2C

		seq.24266.2		9.4942482344		9.5807964312		9.55451862		0.0324012371		0.2935415474		0.0384241439		Myocyte-specific enhancer factor 2D		Q14814		MEF2D

		seq.13534.20		11.2116056245		10.4495807975		10.4472600995		0.0305433763		0.9880681019		0.0055342081		Myomesin-2		P54296		MYOM2

		seq.13966.30		10.8383721955		10.480952723		10.5014707816		0.0499974115		0.6963066764		0.0220687986		Myomesin-3		Q5VTT5		MYOM3

		seq.18376.19		9.6273514851		9.1398130911		9.1921351493		0.0427904901		0.5787155079		0.019738443		Myosin light chain 3		P08590		MYL3

		seq.19286.30		9.2291177475		9.4826564263		9.4247057013		0.0000447353		0.2358446832		0.0001089915		Myosin light chain 5		Q02045		MYL5

		seq.20105.7		9.3488337294		9.6826878555		9.6638023243		0.0085365634		0.8642365875		0.0020734259		Myosin light polypeptide 6		P60660		MYL6

		seq.19373.3		11.1127791131		11.9665698711		12.1493440897		0.0006516256		0.2498719994		0.0000038414		Myosin regulatory light chain 12A		P19105		MYL12A

		seq.19122.47		8.5839009566		9.0360253676		9.1277489185		0.0013461219		0.4341357994		0.0000118465		Myosin regulatory light chain 12B		O14950		MYL12B

		seq.21817.5		12.1371007791		12.7334368993		12.9541658927		0.0301354811		0.1515122873		0.0002080532		Myosin, light chain 9, regulatory		P24844		MYL9

		seq.10435.2		9.1426615717		9.2470009439		9.2245087464		0.0131244122		0.3245244622		0.0157769817		N(4)-(beta-N-acetylglucosaminyl)-L-asparaginase		P20933		AGA

		seq.19392.6		10.7105533688		10.9934481771		11.0260373351		0.0225785692		0.6292807639		0.0033821872		N(G),N(G)-dimethylarginine dimethylaminohydrolase 1		O94760		DDAH1

		seq.24956.1		9.0263772375		9.122483243		9.1163150726		0.0328489956		0.8993132792		0.0230659185		N6-adenosine-methyltransferase 70 kDa subunit		Q86U44		METTL3

		seq.7986.98		11.3233346358		10.4893420565		10.5654252069		0.0000000001		0.2319348584		0.0000000001		N-acetylated-alpha-linked acidic dipeptidase 2		Q9Y3Q0		NAALAD2

		seq.23631.1		12.8988022402		13.0817421503		13.0256178043		0.0000887108		0.2847283928		0.0000629388		N-acetylgalactosamine kinase		Q01415		GALK2

		seq.11208.15		12.793122278		12.6048593157		12.6638395846		0.0294829686		0.2741633859		0.0159100201		N-acetylglucosamine-1-phosphodiester alpha-N-acetylglucosaminidase		Q9UK23		NAGPA

		seq.16585.16		8.5549489409		9.027958051		8.7748789459		0.0000000006		0.0000318395		0.0012337048		N-acetyllactosaminide beta-1,3-N-acetylglucosaminyltransferase 4		Q9C0J1		B3GNT4

		seq.11120.49		10.6624377328		10.5193199791		10.5596345454		0.0052304977		0.1714931233		0.0135610076		N-acetyltransferase 14		Q8WUY8		NAT14

		seq.5030.52		12.7708429454		13.1064746203		12.9992822708		0.0137335256		0.042661664		0.0172046314		NAD-dependent protein deacetylase sirtuin-2		Q8IXJ6		SIRT2

		seq.12461.8		11.2829365112		11.0151408103		11.0381488809		0.0005661884		0.7697313896		0.0000007382		NAD-dependent protein deacylase sirtuin-5, mitochondrial		Q9NXA8		SIRT5

		seq.20458.22		8.2229068802		8.4902139021		8.4591067285		0.0026562477		0.6860573848		0.0007868673		NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 2		O43678		NDUFA2

		seq.7215.18		10.3432571196		10.6786598097		10.5392271726		0.0000390374		0.0009293343		0.0014396856		NADH-cytochrome b5 reductase 3		P00387		CYB5R3

		seq.9789.52		10.8216353499		11.625967301		11.6996247271		0.0000000703		0.5258063969		0.0000000003		Nesprin-2		Q8WXH0		SYNE2

		seq.4246.40		12.6832159653		12.0139209314		12.1855927926		0.0000000372		0.0212180193		0.000001131		Neural cell adhesion molecule L1		P32004		L1CAM

		seq.11654.77		8.8335887327		9.0163142451		8.9911302987		0.0024839593		0.5903011347		0.0018005801		Neurensin-1		Q8IZ57		NRSN1

		seq.4562.1		12.8853325717		12.5043788732		12.7077330234		0.0015157146		0.0045606796		0.0202084019		Neurexophilin-1		P58417		NXPH1

		seq.20159.1		9.9505476917		9.7339463982		9.7321959761		0.0259856043		0.9702755189		0.0098605362		Neuritin-like protein		Q496H8		NRN1L

		seq.2944.66		10.2143951066		10.0901065599		10.0698434152		0.0381844689		0.5318070584		0.0132615892		Neuroblastoma suppressor of tumorigenicity 1		P41271		NBL1

		seq.15358.28		12.8196921215		12.4139985473		12.6136312721		0.0009975529		0.0035318006		0.0251539268		Neuroendocrine protein 7B2		P05408		SCG5

		seq.10082.251		8.8528077777		9.1717789943		9.1566594177		0.0115752922		0.8617896662		0.002208267		Neurofilament light polypeptide		P07196		NEFL

		seq.8407.84		12.3562431485		12.1656890342		12.1796445549		0.0278607232		0.5227462977		0.012599753		Neurogenic locus notch homolog protein 2		Q04721		NOTCH2

		seq.5108.72		15.5810593196		15.2339671528		15.2456784277		0.0000008787		0.688780316		0.000000602		Neurogenic locus notch homolog protein 3		Q9UM47		NOTCH3

		seq.15620.4		10.3108926809		10.1853499929		10.3890064053		0.0248961584		0.0000000062		0.03168864		Neuroligin-1		Q8N2Q7		NLGN1

		seq.21359.17		7.323320456		7.5478290258		7.4926130838		0.0104207399		0.0597446723		0.0141372858		Neuronal regeneration-related protein		Q16612		NREP

		seq.20590.13		10.8387026348		11.0597993191		10.9861528514		0.0026013792		0.0282648867		0.0133496172		Neuropeptide Y		P01303		NPY

		seq.10562.42		8.9915394208		9.2807824623		9.2147666677		0.0147299511		0.2842492821		0.013367274		Neuropilin and tolloid-like protein 2		Q8NC67		NETO2

		seq.15387.44		14.587080962		14.4899124508		14.49170492		0.0320246626		0.9521652498		0.0166263111		Neuropilin-2		O60462		NRP2

		seq.6590.54		14.6754511788		14.4119409863		14.5014315229		0.0049355369		0.2510841993		0.0008956875		Neuropilin-2		O60462		NRP2

		seq.10907.116		13.4158797942		13.1633269139		13.2912668912		0.0122750383		0.0664653821		0.0328110528		Neurotrimin		Q9P121		NTM

		seq.4145.58		8.3299640579		8.1898200211		8.1834428268		0.0288422708		0.9107810524		0.0007593908		Neurotrophin-3		P20783		NTF3

		seq.9172.69		14.4274140139		13.7134542132		13.7165265779		0.00201764		0.9805767418		0.0000676787		Neutrophil collagenase		P22894		MMP8

		seq.17766.5		9.2220193523		9.4947251129		9.4591708367		0.0492137225		0.6799697358		0.0275013293		Neutrophil cytosol factor 1		P14598		NCF1

		seq.13671.40		15.765235505		15.4337642575		15.4029176365		0.0115896105		0.625332446		0.0003148613		Neutrophil elastase		P08246		ELANE

		seq.7696.3		10.1762013509		10.3655354091		10.38158119		0.0000878995		0.6909825093		0.0000007168		Next to BRCA1 gene 1 protein		Q14596		NBR1

		seq.3213.65		10.7162194071		10.3968668377		10.3751264494		0.0000406844		0.4512838715		0.0000020968		Nidogen-1		P14543		NID1

		seq.3633.70		11.0935980884		10.9286650815		10.8608187633		0.0417522632		0.306769956		0.0021436563		Nidogen-2		Q14112		NID2

		seq.7795.14		10.5482087561		10.154082966		10.1817431375		0.0012430752		0.3640541051		0.0003367153		NKG2-E type II integral membrane protein:Isoform H, Cytoplasmic domain		Q07444		KLRC3

		seq.10552.88		8.8151871479		9.0553464638		9.0236763689		0.0009975529		0.5642175227		0.0001604722		NKG2-F type II integral membrane protein		O43908		KLRC4

		seq.10643.16		10.4799570044		10.7011002271		10.6635341641		0.0208212128		0.4247206439		0.0107123794		Noelin-3:Isoform 2, C-term		Q96PB7		OLFM3

		seq.14614.41		12.7174696432		12.2320769123		12.4298838585		0.0000253684		0.0266039868		0.0002281808		Noncompact myelin-associated protein		Q5T1S8		NCMAP

		seq.6406.3		11.2946953385		11.5319108135		11.5143508509		0.0000396625		0.695919197		0.0000097095		Normal mucosa of esophagus-specific gene 1 protein		Q9C002		NMES1

		seq.2658.27		11.8575122262		11.5208620502		11.5934364249		0.0004681882		0.0891716906		0.000984247		NT-3 growth factor receptor		Q16288		NTRK3

		seq.9942.2		9.9809467471		9.7866208568		9.8420600709		0.0299829082		0.09672685		0.0406621663		NTF2-related export protein 1		Q9UKK6		NXT1

		seq.18301.10		11.163592619		11.5473779452		11.607090947		0.0018207396		0.5129875531		0.0001860459		Nuclear apoptosis-inducing factor 1		Q69YI7		NAIF1

		seq.24441.7		10.0009598916		10.1524443451		10.101818785		0.0001040588		0.2153502816		0.0001978722		Nuclear cap-binding protein subunit 1		Q09161		NCBP1

		seq.13039.1		8.6696638513		8.9756642702		8.9547901451		0.0021961886		0.7949103592		0.0015104783		Nuclear inhibitor of protein phosphatase 1		Q12972		PPP1R8

		seq.12616.45		9.6632000135		10.0223430214		10.1538007075		0.0000420847		0.0513629759		0.0000000049		Nuclear receptor-binding protein		Q9UHY1		NRBP1

		seq.23399.35		8.2084150594		9.0271779228		8.7026585379		0.0000140905		0.0223664266		0.0039106936		Nucleoporin NUP53		Q8NFH5		NUP35

		seq.4254.6		8.8290254826		8.9490088198		8.9410823723		0.0191659252		0.8141159785		0.0058274974		NudC domain-containing protein 3		Q8IVD9		NUDCD3

		seq.8660.5		13.8932607384		13.6315635866		13.6327818398		0.0001958247		0.9812750911		0.000054961		Olfactomedin-like protein 3		Q9NRN5		OLFML3

		seq.7736.28		9.6773472335		9.762844655		9.7912251692		0.0449298999		0.1102889083		0.0005786129		Opalin		Q96PE5		OPALIN

		seq.18195.3		11.7414476695		11.3509276144		11.5102124189		0.0032092929		0.0403613647		0.0199614383		Oral cancer-overexpressed protein 1		Q8WV07		LTO1

		seq.6463.59		10.5812414051		10.4546060899		10.4775994797		0.0286806872		0.2077313624		0.020313594		Orexigenic neuropeptide QRFP		P83859		QRFP

		seq.6414.8		13.0502791693		12.7872703492		12.7911814824		0.0019373445		0.9096414124		0.0001807759		Out at first protein homolog		Q86UD1		OAF

		seq.3636.37		10.4834696165		10.0249285529		10.0360703223		0.0232795873		0.9219163978		0.0021450525		Oxidized low-density lipoprotein receptor 1		P78380		OLR1

		seq.7893.19		10.4074801856		10.0672057771		10.1042182259		0.0330900652		0.586412176		0.0050329384		Oxidized low-density lipoprotein receptor 1		P78380		OLR1

		seq.7753.21		11.3030846779		11.1836339024		11.1672820283		0.0164444999		0.595830703		0.0035559432		Oxidoreductase HTATIP2		Q9BUP3		HTATIP2

		seq.21676.17		11.3763883907		11.0441207827		11.1276870516		0.0014731647		0.1831634986		0.0011475183		PAI-2		P05120		SERPINB2

		seq.22525.9		7.4930527148		7.8083068877		7.644642933		0.0000000348		0.000000001		0.0004256661		Paired box protein Pax-3		P23760		PAX3

		seq.8252.2		11.5309846033		11.2119574707		11.2997603966		0.0207245923		0.1138399708		0.0392839844		Palmitoleoyl-protein carboxylesterase NOTUM		Q6P988		NOTUM

		seq.9802.27		9.502501673		9.6548793354		9.6405278415		0.0186650226		0.6841694712		0.0137905718		Patatin-like phospholipase domain-containing protein 2		Q96AD5		PNPLA2

		seq.20921.1		9.6434255418		9.4116725545		9.4162528253		0.0348776597		0.9491644772		0.0021165041		PDZ domain-containing protein GIPC2		Q8TF65		GIPC2

		seq.19272.9		13.0425347008		13.3636397916		13.2318956536		0.00201764		0.0000195005		0.0222716003		Peflin		Q9UBV8		PEF1

		seq.11134.30		9.266839414		9.3667335827		9.3648423954		0.0393932402		0.9567952696		0.0090597587		Peptide chain release factor 1-like, mitochondrial		Q9UGC7		MTRF1L

		seq.5620.13		11.7250097458		11.3728129465		11.4424659899		0.0000749002		0.1359388292		0.0000936601		Peptidyl-glycine alpha-amidating monooxygenase		P19021		PAM

		seq.8095.213		10.3252572179		11.0617980137		11.4014141506		0.0366749265		0.0641109839		0.000186934		Peptidyl-prolyl cis-trans isomerase F, mitochondrial		P30405		PPIF

		seq.11568.2		9.1469200531		9.4452522933		9.4827666118		0.0216951002		0.7237152838		0.0021404735		Peptidyl-prolyl cis-trans isomerase FKBP1B		P68106		FKBP1B

		seq.9339.204		9.6514529324		9.9317640457		10.0334979588		0.0153935578		0.1522329657		0.0000554496		Peptidyl-prolyl cis-trans isomerase FKBP2		P26885		FKBP2

		seq.6380.23		16.0762897693		15.1035153065		15.6778380218		0.0000005879		0.00165835		0.0000786304		Peptidyl-tRNA hydrolase ICT1, mitochondrial		Q14197		MRPL58

		seq.5018.68		13.6545026367		14.2216048232		14.2490671838		0.0022969189		0.828005067		0.0002383311		Peroxiredoxin-6		P30041		PRDX6

		seq.12954.71		9.9776631416		10.2050735351		10.2090305905		0.0096197948		0.9490715409		0.0045251292		Peroxisome proliferator-activated receptor alpha		Q07869		PPARA

		seq.25117.17		11.6052449166		11.3333618902		11.3487893382		0.0164685285		0.8141566409		0.0050746199		PGM5		Q15124		PGM5

		seq.22528.1		10.7811974976		11.0948990923		11.0422106989		0.0000000064		0.0130817017		0.0000001927		PHD finger protein 11		Q9UIL8		PHF11

		seq.24971.2		10.7821515429		11.0484724294		11.121781179		0.000039072		0.1621114923		0.0000003877		Phosphatidylinositide phosphatase SAC2		Q9Y2H2		INPP5F

		seq.25947.116		9.1571429727		9.4174656545		9.5027175503		0.0015728849		0.182433505		0.0000202651		Phosphatidylinositol 3-kinase catalytic subunit type 3		Q8NEB9		PIK3C3

		seq.18232.42		12.0856871414		12.7120571591		12.8957983687		0.0141713968		0.2505414111		0.0002112675		Phosphatidylinositol 5-phosphate 4-kinase type-2 beta		P78356		PIP4K2B

		seq.23006.19		8.9268850178		9.3693120665		9.438731957		0.000372632		0.4646687723		0.0000030753		Phosphatidylinositol 5-phosphate 4-kinase type-2 beta		P78356		PIP4K2B

		seq.22405.61		8.9267015687		8.4043936492		8.4673721593		0.0270352065		0.4654394699		0.0070148374		Phosphoenolpyruvate carboxykinase [GTP], mitochondrial		Q16822		PCK2

		seq.2692.74		10.9160345479		10.2784296777		10.235023597		0.0001736844		0.437624898		0.000008209		Phospholipase A2, membrane associated		P14555		PLA2G2A

		seq.24681.2		11.6674251604		12.1401336719		12.0633703235		0.0256378061		0.5411299277		0.03168864		Phosphoserine phosphatase		P78330		PSPH

		seq.12338.27		11.4427071594		11.6664858537		11.6543264976		0.0043393177		0.8761517703		0.0019704993		Pikachurin		Q63HQ2		EGFLAM

		seq.23591.9		11.5561287171		11.7064525166		11.7676931831		0.0468965606		0.1835626089		0.0028533259		piRNA biogenesis protein EXD1		Q8NHP7		EXD1

		seq.13710.6		14.1355527629		12.0082488553		11.5575670468		1.10E-39		0.0024740377		4.14841774006564E-41		Plasma protease C1 inhibitor		P05155		SERPING1

		seq.4479.14		13.0276746163		11.9381244253		10.6723926398		0.0000010724		0.0000001842		4.36815480715747E-30		Plasma protease C1 inhibitor		P05155		SERPING1

		seq.2642.4		10.1815630468		10.430199365		10.4726310653		0.048316031		0.5471695416		0.0027569679		Platelet-activating factor acetylhydrolase IB subunit beta		P68402		PAFAH1B2

		seq.17140.57		13.2931473323		12.8035730739		12.9592382527		0.0375594933		0.250347188		0.0371320887		Platelet-derived growth factor D		Q9GZP0		PDGFD

		seq.9713.67		12.8874858544		12.5261246963		12.5520490447		0.0127911809		0.7074126079		0.003552839		Platelet-derived growth factor receptor-like protein		Q15198		PDGFRL

		seq.10576.7		9.3190746234		9.2078051137		9.1977919853		0.0179337337		0.632962932		0.0027073686		Plexin domain-containing protein 2:Extracellular domain		Q6UX71		PLXDC2

		seq.9216.100		12.1958859625		11.99372729		11.9978990316		0.0052170571		0.889349723		0.0009090706		Plexin-B2		O15031		PLXNB2

		seq.10534.40		8.5105170725		8.6905436272		8.6330979659		0.0376847298		0.1913190158		0.0223814171		Poly [ADP-ribose] polymerase 1:BRCA1 C-terminal:BRCA1 C-terminus domian		P09874		PARP1

		seq.12882.7		10.1770011526		10.3006311473		10.3397488374		0.0312926646		0.4848509071		0.0021430856		Poly [ADP-ribose] polymerase 11		Q9NR21		PARP11

		seq.23306.37		9.9572769283		10.1425158367		10.2021655865		0.0104414571		0.3313150245		0.0004118405		Polyamine-modulated factor 1		Q6P1K2		PMF1

		seq.7090.17		10.1554719842		10.0133408888		9.9958929881		0.0108757304		0.5906999927		0.0015463501		Polypeptide N-acetylgalactosaminyltransferase 1		Q10472		GALNT1

		seq.21767.129		11.5739485436		11.2012451794		11.3286739847		0.0003325725		0.0247682093		0.003793586		Polypeptide N-acetylgalactosaminyltransferase 14		Q96FL9		GALNT14

		seq.6172.7		11.3232655226		11.0844753026		11.1400149498		0.0001488996		0.154386209		0.0007868673		PolyUbiquitin K63-linked		P0CG48		UBC

		seq.8908.14		10.3651944235		10.2092504037		10.2225834071		0.0386935763		0.7485827819		0.017913255		Potassium voltage-gated channel subfamily E regulatory beta subunit 5:Cytoplasmic domain		Q9UJ90		KCNE5

		seq.14012.17		9.7831507095		10.0012027355		10.0103492982		0.0047217568		0.5978909441		0.0006382039		Probable ATP-dependent RNA helicase DHX58		Q96C10		DHX58

		seq.6255.74		11.3117079342		11.0296594981		11.1201217718		0.0441990365		0.2712470146		0.0303369793		Probable carboxypeptidase X1		Q96SM3		CPXM1

		seq.25244.9		9.9626445225		10.1167582295		10.1510947712		0.0396965036		0.5873577158		0.0105335489		Probable E3 ubiquitin-protein ligase HECTD3		Q5T447		HECTD3

		seq.11237.49		11.9319396568		11.7273037362		11.7252712062		0.0174032837		0.9619226494		0.0047435223		Procollagen C-endopeptidase enhancer 1		Q15113		PCOLCE

		seq.6923.1		10.2710428173		9.9103812894		9.9484713435		0.005288337		0.4962489609		0.0023595395		Procollagen-lysine,2-oxoglutarate 5-dioxygenase 2		O00469		PLOD2

		seq.5617.41		10.3007192448		10.4554381382		10.4159282942		0.0098665173		0.3026255371		0.0233978791		Pro-FMRFamide-related neuropeptide FF		O15130		NPFF

		seq.21217.20		9.9951924179		9.8485722013		9.8685925908		0.0126857037		0.6511898538		0.0010483827		Prohibitin-2		Q99623		PHB2

		seq.21658.15		10.4714912322		10.6076131363		10.6087958993		0.0001165951		0.9652485705		0.0000016673		Prohibitin-2		Q99623		PHB2

		seq.10754.113		10.5776387906		9.7978454718		9.8053771274		0.0004194273		0.9397500725		0.0000610424		Prokineticin-2		Q9HC23		PROK2

		seq.6060.2		12.9965083293		12.4395955783		12.536324721		0.0060106672		0.2884643233		0.0043195344		Prolactin-inducible protein		P12273		PIP

		seq.23302.19		10.2594279807		10.751318744		10.928605884		0.0040422565		0.1020524385		0.0000065475		Proline-rich AKT1 substrate 1		Q96B36		AKT1S1

		seq.9204.33		9.2192698294		8.9753348163		8.9807813949		0.036582834		0.9083276118		0.0056276869		Pro-opiomelanocortin		P01189		POMC

		seq.6207.10		10.7696934798		10.4412289084		10.5499385854		0.000101734		0.0898951901		0.0005120296		Prosaposin		P07602		PSAP

		seq.21495.134		11.9668807186		11.6090395404		11.7064623333		0.0046405419		0.0739115051		0.0052028403		Prosaposin receptor GPR37		O15354		GPR37

		seq.10514.5		13.774652522		14.0473200941		13.962539494		0.0007415495		0.0049232419		0.0044071145		Prostaglandin-H2 D-isomerase		P41222		PTGDS

		seq.18925.24		12.2196703123		11.8541714444		11.9540460614		0.0020995446		0.3278106438		0.0002052624		Proteasome subunit alpha type-5		P28066		PSMA5

		seq.12612.37		10.9225899005		10.6428310515		10.7365310204		0.0206465361		0.1394136051		0.0142458541		Proteasome subunit beta type-1		P20618		PSMB1

		seq.18339.207		10.787528325		10.4853008532		10.4891594263		0.000005155		0.8804210118		0.0000007579		Proteasome subunit beta type-3		P49720		PSMB3

		seq.19325.21		8.1264965622		8.3111319516		8.2438620829		0.027013185		0.0774312929		0.0242433373		Protein ABHD14B		Q96IU4		ABHD14B

		seq.21780.15		9.0153123559		9.2798663298		9.2933159652		0.0427984189		0.8580158291		0.0044234608		Protein ABHD4		Q8TB40		ABHD4

		seq.25454.38		13.7535895839		13.4472554903		13.5821228891		0.0002144778		0.0108368063		0.002058551		Protein arginine N-methyltransferase 2		P55345		PRMT2

		seq.21001.393		10.2274054722		10.4155682665		10.3518326368		0.0017989182		0.043346617		0.0068241378		Protein BRICK1		Q8WUW1		BRK1

		seq.10613.33		10.5392588448		10.2599497159		10.3476536349		0.002210895		0.1900714256		0.0039595197		Protein CASC4		Q6P4E1		GOLM2

		seq.6373.54		10.2820656849		10.7629965128		10.7345086573		0.0028374879		0.5267946802		0.0001859048		Protein delta homolog 1		P80370		DLK1

		seq.6496.60		8.733717535		9.1692545136		9.1578082143		0.0035412167		0.7968662137		0.0001749515		Protein delta homolog 1:Extracellular domain		P80370		DLK1

		seq.11450.110		12.130223057		11.8444957245		11.8563974325		0.0034998558		0.7199608519		0.0008080174		Protein disulfide-isomerase		P07237		P4HB

		seq.4278.14		7.3988070573		7.2217676945		7.2323262211		0.0028374879		0.8531648353		0.0000629388		Protein disulfide-isomerase		P07237		P4HB

		seq.4719.58		11.3167079666		11.6128952721		11.6102744416		0.0111367087		0.9795872148		0.0003440131		Protein disulfide-isomerase A3		P30101		PDIA3

		seq.23212.8		9.9222992998		10.5191949437		10.2962003611		0.0000000093		0.0015383208		0.0001481989		Protein EURL homolog		Q9NYK6		EURL

		seq.7008.13		14.8029652391		14.4085416366		14.4899239628		0.000245526		0.288472353		0.0002419718		Protein eva-1 homolog C:Cytoplasmic domain		P58658		EVA1C

		seq.22371.46		10.7784966007		11.1235622928		11.1569571314		0.0086606104		0.7817861261		0.0028533259		Protein FAM110A		Q9BQ89		FAM110A

		seq.23358.42		9.9433880021		10.1593222395		10.1723178354		0.0158422035		0.8679609974		0.0021165041		Protein FAM118A		Q9NWS6		FAM118A

		seq.6531.29		8.7851576723		9.194165465		9.1954138897		0.0000017565		0.9850822281		0.0000000808		Protein FAM162A		Q96A26		FAM162A

		seq.5615.62		8.4852772089		8.6531109077		8.6167439006		0.0071493082		0.1438125081		0.0098063152		Protein FAM172A		Q8WUF8		FAM172A

		seq.8039.41		11.7819191113		11.4321652247		11.5231534553		0.0011593862		0.0039608562		0.0034804377		Protein FAM177A1		Q8N128		FAM177A1

		seq.21555.17		10.7728853093		11.0174871738		11.0949669709		0.0141713968		0.2925941193		0.0002451463		Protein FAM3A		P98173		FAM3A

		seq.23523.14		10.995303014		10.8143727531		10.8449263922		0.0172865434		0.5102517677		0.0243427243		Protein FAM49A		Q9H0Q0		CYRIA

		seq.19176.27		10.2941917077		10.465118281		10.4701829829		0.0494525359		0.9279549369		0.0071376463		Protein FAM49B		Q9NUQ9		CYRIB

		seq.12740.55		8.746046637		8.9507835653		8.9966837607		0.0174206627		0.4479348237		0.0003439435		Protein FEV		Q99581		FEV

		seq.12677.164		10.9963815709		11.6212704377		11.9344577472		0.0035950341		0.0252698757		0.0000006903		Protein flightless-1 homolog		Q13045		FLII

		seq.22977.18		9.1808638622		9.3452991156		9.3142776344		0.0116318736		0.3690647963		0.0018752509		Protein HEXIM1		O94992		HEXIM1

		seq.20463.315		9.5921003389		9.9520522496		10.1058628032		0.0373217675		0.1820777524		0.0003251958		Protein IMPACT		Q9P2X3		IMPACT

		seq.5092.51		10.9895075184		10.6813833706		10.7607484835		0.0004223745		0.1253610424		0.0011855235		Protein jagged-1:Extracellular domain		P78504		JAG1

		seq.9038.12		10.2458895336		10.0644262984		10.0982397809		0.0001551453		0.1020524385		0.0007593908		Protein JTB		O76095		JTB

		seq.5476.66		8.8458286823		8.3938656298		8.3785808075		0.0000018804		0.6173508614		0.0000002537		Protein kinase C gamma type		P05129		PRKCG

		seq.7154.92		14.1268180819		13.4385550499		13.5599592993		0.0001507981		0.2401263404		0.0002266234		Protein LEG1 homolog		Q6P5S2		LEG1

		seq.20380.50		8.7314859634		8.9200478633		8.8394022514		0.0235151845		0.0395302399		0.0341793217		Protein LSM12 homolog		Q3MHD2		LSM12

		seq.13229.20		9.5443219581		9.2408210317		9.1583781614		0.0294273736		0.0008998467		0.001382185		Protein Mdm4		O15151		MDM4

		seq.17145.1		12.792745923		12.0227654468		12.2707405966		0.0000000537		0.0595480332		0.0000068607		Protein S100-A8/A9 heterodimer		P05109|P06702		S100A8|S100A9

		seq.24942.22		9.2902453696		9.776089657		9.7857705936		0.0001576382		0.9198415307		0.0000263877		Protein unc-13 homolog D		Q70J99		UNC13D

		seq.21942.14		8.7278351331		8.9178130465		8.8787120832		0.0215598212		0.0734579456		0.0096163052		Protein Wnt-16		Q9UBV4		WNT16

		seq.21945.4		12.0989769636		11.7867316451		11.8672491895		0.0222955262		0.1925750827		0.0136375874		Protein Wnt-5b		Q9H1J7		WNT5B

		seq.6583.67		14.7697324198		14.5504058244		14.5627259319		0.0134399993		0.6928173772		0.0018430403		Protein Z-dependent protease inhibitor		Q9UK55		SERPINA10

		seq.21237.24		11.3655381472		10.5877999498		10.6931388255		0.0048163165		0.6223897859		0.0017060899		Protein-arginine deiminase type-4		Q9UM07		PADI4

		seq.8918.64		9.8618537583		10.0237987505		10.0359928617		0.0167946188		0.7138972409		0.0030791276		Protein-tyrosine kinase 2-beta:Focal adhesion targeting domain		Q14289		PTK2B

		seq.7928.183		12.3592913419		11.9192107053		12.0755364554		0.0000396625		0.0473681971		0.0001645126		Protein-tyrosine sulfotransferase 1		O60507		TPST1

		seq.8024.64		10.2136002877		10.1139767276		10.1226429384		0.0009117814		0.626190016		0.0008391449		Protein-tyrosine sulfotransferase 2		O60704		TPST2

		seq.7157.22		11.6626081168		11.2473465494		11.3492380765		0.0215688159		0.0012788943		0.0154245041		Protocadherin alpha-4		Q9UN74		PCDHA4

		seq.6938.21		9.7849187972		9.6235220458		9.6204901396		0.0039212992		0.900452596		0.0005786129		Protocadherin gamma-A12		O60330		PCDHGA12

		seq.7983.1		8.6445822267		8.7491309702		8.7372109283		0.0080134595		0.6168601692		0.006042445		Protocadherin gamma-C5		Q9Y5F6		PCDHGC5

		seq.9018.38		11.6629115441		11.3876392094		11.5112821252		0.0044720017		0.135429991		0.0148908093		Protocadherin-10:Extracellular domain		Q9P2E7		PCDH10

		seq.10558.26		12.755132703		12.4181806671		12.5414329349		0.015531334		0.1767970439		0.010498158		Protocadherin-9		Q9HC56		PCDH9

		seq.21397.21		11.0040155071		10.8333922116		10.878980482		0.0467263865		0.3525314313		0.0461982575		Protogenin		Q2VWP7		PRTG

		seq.6433.57		10.7180747303		10.3570995582		10.4115802117		0.0118843006		0.1368954274		0.0051301302		Pseudokinase FAM20A		Q96MK3		FAM20A

		seq.20912.10		10.3341571615		9.907652256		9.9842909282		0.0000030085		0.2710768835		0.0000017741		Pseudouridine-5'-phosphatase		Q08623		PUDP

		seq.10672.75		7.9081865656		9.3713445294		8.5630164423		4.02398928601668E-16		0.000004005		0.0000506267		Pulmonary surfactant-associated protein B		P07988		SFTPB

		seq.5716.49		7.6321037448		7.8150231639		7.7814191231		0.000075655		0.1717872763		0.0008985592		Putative chondrosarcoma-associated gene 1 protein		Q6PB30		CSAG1

		seq.21156.5		8.767054382		8.9420516824		9.0220435944		0.0348772646		0.12190669		0.0004200679		Putative glutathione-specific gamma-glutamylcyclotransferase 2		Q8WUX2		CHAC2

		seq.10064.12		10.1093554635		10.2714120156		10.2203684069		0.0001758135		0.1020524385		0.0005047916		Putative hydrolase RBBP9		O75884		RBBP9

		seq.22142.4		10.7608532245		10.63831111		10.6626124393		0.0008543325		0.2252065953		0.0011049053		Putative protein N-methyltransferase FAM86B1		Q8N7N1		FAM86B1

		seq.11203.97		11.7557633273		11.0800212526		11.1611422167		0.0106388166		0.526190875		0.0030390884		Pyruvate kinase PKLR		P30613		PKLR

		seq.15607.56		11.3377930812		10.6824887647		10.7633853523		0.0019717741		0.3066637221		0.0010930274		Pyruvate kinase PKLR		P30613		PKLR

		seq.13983.27		11.1584817411		10.4788638934		10.5777694188		0.0375594933		0.0895526645		0.0165467311		Quinone oxidoreductase		Q08257		CRYZ

		seq.13587.10		9.7382659051		10.505577467		10.4429194395		0.0000332411		0.441806645		0.000033124		Rac GTPase-activating protein 1		Q9H0H5		RACGAP1

		seq.25956.9		11.3656430306		10.9744430893		10.9965109578		0.0468618495		0.5058620205		0.0189974108		Rap guanine nucleotide exchange factor 1		Q13905		RAPGEF1

		seq.22013.6		10.1768437872		10.4043166366		10.3698727536		0.0002544634		0.2482931433		0.000538319		Ras association domain-containing protein 2		P50749		RASSF2

		seq.6997.32		10.8892001494		10.5025935201		10.5535369222		0.0002854818		0.069518226		0.0005132686		Ras-related protein Rab-26		Q9ULW5		RAB26

		seq.13596.3		11.4987123516		11.8109797521		11.963454278		0.0016670482		0.0665635205		0.000000044		Ras-related protein Rab-27B		O00194		RAB27B

		seq.2617.56		12.3716117881		12.1322005102		12.2314399751		0.0060295605		0.157231162		0.005119797		Receptor tyrosine-protein kinase erbB-3		P21860		ERBB3

		seq.19323.1		11.9328923942		10.621799288		10.6116935179		0.0000003018		0.8993132792		0.0000000808		Receptor-binding cancer antigen expressed on SiSo cells		O00559		EBAG9

		seq.25954.3		10.4193712597		10.7151818497		10.6232558917		0.0304603883		0.0005403925		0.0290139089		Receptor-type tyrosine-protein phosphatase-like N		Q16849		PTPRN

		seq.15476.6		11.4516702278		10.9983385093		11.0152940337		0.0063343562		0.8748494269		0.0020313428		Regenerating islet-derived protein 3-gamma		Q6UW15		REG3G

		seq.11102.22		14.9969574686		14.5792534633		14.6453439581		0.0014345776		0.4379426504		0.0005198745		Regenerating islet-derived protein 4		Q9BYZ8		REG4

		seq.13399.33		8.499038399		8.3392737058		8.3077217679		0.0447751485		0.0637454158		0.0044574206		RELT-like protein 1		Q8IUW5		RELL1

		seq.5483.1		13.2800232075		13.1613620285		13.1892410536		0.0449298999		0.19887966		0.04791269		Repulsive guidance molecule A		Q96B86		RGMA

		seq.20988.63		10.4784588107		10.2706204064		10.328691586		0.024649547		0.1276642891		0.0172572718		Retinitis pigmentosa 9 protein		Q8TA86		RP9

		seq.23203.3		10.7087625604		10.4523418961		10.5628427434		0.008946727		0.0855412631		0.0237163098		Retinoid-inducible serine carboxypeptidase		Q9HB40		SCPEP1

		seq.19613.16		10.5826928856		10.7869987677		10.74520944		0.003030891		0.0776987421		0.0042099915		Retinol dehydrogenase 10		Q8IZV5		RDH10

		seq.15633.6		11.4914187258		11.7307622289		11.6784900167		0.0050803061		0.1304385531		0.010709964		Retinol-binding protein 4		P02753		RBP4

		seq.7831.39		14.4626518956		14.6607445782		14.6342129601		0.0092560406		0.3590425111		0.0046550353		Retinol-binding protein 4		P02753		RBP4

		seq.12807.89		9.7020515346		9.8103784494		9.7803089368		0.0112546955		0.2252065953		0.0117312254		Rho GTPase-activating protein 30		Q7Z6I6		ARHGAP30

		seq.6289.78		9.2728979011		8.9191420639		8.8786534926		0.0000023055		0.3993018162		0.0000000577		Rho GTPase-activating protein 36		Q6ZRI8		ARHGAP36

		seq.21827.7		12.0299745245		12.3620840103		12.3825220341		0.0086051051		0.8481805234		0.0002121855		Rho-related GTP-binding protein RhoQ		P17081		RHOQ

		seq.12329.21		7.985953646		8.2015172291		8.1140099224		0.0239557124		0.1607416164		0.0333505362		Ribosomal protein S6 kinase alpha-1		Q15418		RPS6KA1

		seq.9754.33		9.7376429843		10.04871868		9.9838790412		0.0156218611		0.0434079493		0.0192505349		Ribosyldihydronicotinamide dehydrogenase [quinone]		P16083		NQO2

		seq.11160.56		10.0922611252		10.2615382392		10.2386778349		0.0001237001		0.5831881407		0.000040341		RING finger protein 122		Q9H9V4		RNF122

		seq.13566.2		7.9149699597		8.3447501953		8.3866954282		0.0000143758		0.4858679274		0.0000066911		RNA polymerase II subunit A C-terminal domain phosphatase SSU72		Q9NP77		SSU72

		seq.5740.17		12.4518346131		12.1638024359		12.2969243254		0.0016462589		0.0232502063		0.013583294		Roundabout homolog 1		Q9Y6N7		ROBO1

		seq.11425.31		11.1274156414		11.4713887831		11.3869702159		0.0000000566		0.1511441143		0.0000610424		RUN and FYVE domain-containing protein 1		Q96T51		RUFY1

		seq.21196.29		8.8531532671		8.5816462463		8.6519217869		0.0064524317		0.1160108149		0.0034310524		SAM domain-containing protein SAMSN-1		Q9NSI8		SAMSN1

		seq.20534.6		10.4683528852		10.0478416521		10.086945385		0.0024480503		0.1988363988		0.0012087569		Scavenger receptor class B member 1		Q8WTV0		SCARB1

		seq.23632.22		11.3387748924		10.938397349		10.9713845189		0.0000000202		0.5603314844		0.0000000017		Schlafen-like protein 1		Q499Z3		SLFNL1

		seq.24898.39		10.0764213224		10.5896466067		10.5139126215		0.00070549		0.40463745		0.0005786129		Sec1 family domain-containing protein 1		Q8WVM8		SCFD1

		seq.13093.6		9.4917800142		9.6636602151		9.6093828618		0.0046556269		0.2198334321		0.0053809501		Secreted and transmembrane protein 1		Q8WVN6		SECTM1

		seq.14042.11		12.0048016801		11.6751248465		11.791827117		0.0009145253		0.1100952155		0.0024814779		Secreted frizzled-related protein 1		Q8N474		SFRP1

		seq.3221.54		10.1078195597		9.8689679362		9.9377204494		0.0130774399		0.377948152		0.0044234608		Secreted frizzled-related protein 1		Q8N474		SFRP1

		seq.13740.51		10.8520518684		11.0856105494		11.0681965659		0.0282896848		0.5188229123		0.006567336		Secreted frizzled-related protein 3		Q92765		FRZB

		seq.17447.52		12.9448600402		13.3495550041		13.2826206037		0.0081466083		0.2055279704		0.0043198581		Secreted frizzled-related protein 4		Q6FHJ7		SFRP4

		seq.9284.25		11.3760688486		11.6317810692		11.6282274775		0.0399313841		0.9612146988		0.0090961802		Secreted frizzled-related protein 4		Q6FHJ7		SFRP4

		seq.6508.68		9.8008799645		9.9432894517		9.9153112201		0.0174966681		0.54817354		0.0045251292		Secretoglobin family 1D member 2		O95969		SCGB1D2

		seq.13575.40		12.4138730193		12.1595616392		12.0334763702		0.0260762222		0.2875954319		0.0003148613		Segment polarity protein dishevelled homolog DVL-2		O14641		DVL2

		seq.25076.2		9.7280631808		10.5510710833		10.1379451882		0		0.0000000405		0.0001184563		Selenium-binding protein 1		Q13228		SELENBP1

		seq.3222.11		9.3160918891		9.4618786844		9.4333616591		0.0016655212		0.3723548283		0.0035454097		Semaphorin-3A		Q14563		SEMA3A

		seq.16915.153		13.3925964602		13.775311653		13.8626959322		0.0000087125		0.0046055908		0.0000000235		Semaphorin-4A		Q9H3S1		SEMA4A

		seq.9805.51		10.0826058226		9.8243131499		9.8516429812		0.0011593862		0.3414810562		0.000702379		Semaphorin-4B		Q9NPR2		SEMA4B

		seq.5121.3		10.5876018974		10.320913449		10.3513866745		0.0002720148		0.348792267		0.0003207769		Semaphorin-6B		Q9H3T3		SEMA6B

		seq.12690.33		11.4598800793		11.0658118587		11.113473188		0.0326680384		0.205312695		0.0138080426		Septin-10		Q9P0V9		SEPTIN10

		seq.17693.2		9.6247710113		10.5191180517		10.3475534711		2.93623772889633E-23		0.0769100585		1.25293614140277E-18		Septin-6		Q14141		SEPTIN6

		seq.7695.106		11.3133857808		11.5120995483		11.5142646381		0.0004847011		0.9608882689		0.0001714287		Sequestosome-1		Q13501		SQSTM1

		seq.12334.25		8.7353329558		8.187547042		8.4097751833		0.0081594128		0.0002509009		0.0213870019		Serine hydroxymethyltransferase, cytosolic		P34896		SHMT1

		seq.5731.1		9.1705071687		9.4068192774		9.3990662146		0.0205542892		0.8993132792		0.0062891806		Serine protease inhibitor Kazal-type 6		Q6UWN8		SPINK6

		seq.10974.20		10.3992935533		9.9891338253		10.0393192186		0.0055509014		0.229656932		0.0055091852		Serine protease inhibitor Kazal-type 7		P58062		SPINK7

		seq.8042.88		9.7206625834		9.0560736866		9.1102362997		0.000002407		0.3199928176		0.0000019631		Serine protease inhibitor Kazal-type 9		Q5DT21		SPINK9

		seq.21389.32		11.5424994225		11.2558298926		11.2190873313		0.0259112824		0.7030644		0.0015463646		Serine/threonine-protein kinase 3		Q13188		STK3

		seq.12562.1		9.4896827208		9.7152358971		9.6045006634		0.0000000715		0.0002215376		0.0004229487		Serine/threonine-protein kinase N1		Q16512		PKN1

		seq.22534.14		11.3702811436		11.6422804993		11.589908077		0.0133846449		0.1329136357		0.009375285		Serine/threonine-protein phosphatase 4 catalytic subunit		P60510		PPP4C

		seq.10866.60		12.1858839679		11.7976497691		11.8028311536		0.0207706574		0.9443391236		0.0021165041		Serine/threonine-protein phosphatase 4 regulatory subunit 3A		Q6IN85		PPP4R3A

		seq.18178.13		10.0303013409		10.3200020904		10.2758739099		0.0001029608		0.3776009525		0.0000512689		Serine--tRNA ligase, cytoplasmic		P49591		SARS1

		seq.18841.1		11.0122906041		10.5150789582		10.5678414251		0.0012495235		0.3109496687		0.0006617845		Serpin B13		Q9UIV8		SERPINB13

		seq.19130.81		10.0019735413		9.8478351454		9.8476116559		0.0329502912		0.9962428875		0.0054445025		Serpin B8		P50452		SERPINB8

		seq.10800.15		9.8391600808		10.430593533		10.6606986147		0.0109660206		0.0896103347		0.0000462553		Serpin H1		P50454		SERPINH1

		seq.18380.78		16.0026076964		16.1812496834		16.1577851284		0.0039509134		0.1814447432		0.0015945384		Serum albumin		P02768		ALB

		seq.2474.54		16.0322011954		15.8166411404		15.7989943265		0.0022406043		0.5471154929		0.0000936601		Serum amyloid P-component		P02743		APCS

		seq.7909.37		15.5208230841		15.2704610779		15.3108318396		0.0449878056		0.5372520907		0.0286801157		Sex hormone-binding globulin		P04278		SHBG

		seq.15426.5		11.7200994591		11.5077876803		11.5752253324		0.021618424		0.1262162181		0.0204802141		Sialidase-1		Q99519		NEU1

		seq.8989.40		11.5106941471		10.8895217028		10.989816909		0.0050803061		0.1579782255		0.0027906679		Signal peptide, CUB and EGF-like domain-containing protein 1		Q8IWY4		SCUBE1

		seq.7953.20		10.198059137		10.0243166796		10.0007268587		0.0340881711		0.4552525031		0.0053809501		Signaling lymphocytic activation molecule		Q13291		SLAMF1

		seq.14670.1		10.2176280006		10.5411643794		10.5792160704		0.0007811873		0.5782419485		0.0000097095		Ski-like protein		P12757		SKIL

		seq.5487.7		11.1058264641		10.4903916791		10.4734663372		0.0000122201		0.6889211576		0.0000026003		SLAM family member 7		Q9NQ25		SLAMF7

		seq.7882.31		12.2904257352		12.0475087741		12.1281078042		0.0000156822		0.0010157458		0.0008096655		SLAM family member 7		Q9NQ25		SLAMF7

		seq.8994.65		9.2771841926		8.8886038171		8.8632614499		0.0116989009		0.4005160454		0.0027662765		SLAM family member 8		Q9P0V8		SLAMF8

		seq.10565.19		11.9782797434		12.6148800153		12.5319968832		0.0009947661		0.148440945		0.0016217658		SLIT and NTRK-like protein 3		O94933		SLITRK3

		seq.7139.14		11.5546524412		11.2316209105		11.2458913035		0.0052876329		0.682251255		0.0028384927		SLIT and NTRK-like protein 4		Q8IW52		SLITRK4

		seq.8888.33		9.6469328235		9.7794999243		9.77315404		0.0204267235		0.8733091446		0.002465271		Small integral membrane protein 9		A6NGZ8		SMIM9

		seq.21260.74		9.2059753596		9.3436644631		9.3416937715		0.0157554712		0.959396493		0.003552839		Small nuclear ribonucleoprotein E		P62304		SNRPE

		seq.5494.52		10.4824297692		10.8135682798		10.8665663764		0.0000116857		0.0362620467		0.0000000086		Small nuclear ribonucleoprotein F		P62306		SNRPF

		seq.13053.6		10.9160295933		11.3448535135		11.1568443231		0.0000000001		0.0013985967		0.0000914568		Sodium- and chloride-dependent neutral and basic amino acid transporter B(0+)		Q9UN76		SLC6A14

		seq.7911.29		9.3907927332		9.7610679305		9.5359391206		0.0000113423		0.0000555659		0.0183370871		Sodium channel subunit beta-4		Q8IWT1		SCN4B

		seq.25209.15		10.9756843803		10.6379896677		10.5813708539		0.0000000051		0.0057125988		0		Sodium/potassium-transporting ATPase gamma chain		P54710		FXYD2

		seq.13392.13		9.1543794488		9.5074448619		9.3560214386		0.0042349389		0.0376779796		0.0206922009		Sodium/potassium-transporting ATPase subunit beta-1		P05026		ATP1B1

		seq.13691.10		11.5117515321		11.832017267		11.6989616346		0.0025125608		0.0004682736		0.0284007682		Sodium-coupled monocarboxylate transporter 1		Q8N695		SLC5A8

		seq.9969.8		12.6660935248		12.3756169189		12.4093301062		0.0022615657		0.6147658695		0.0004913103		Solute carrier family 22 member 16		Q86VW1		SLC22A16

		seq.5957.30		9.0332250613		8.8921168322		8.9404407039		0.0092560406		0.0314277131		0.0295113585		Somatostatin-28		P61278		SST

		seq.13118.5		10.6561222847		10.7798819583		10.7571605211		0.0335681868		0.2812338231		0.0166642541		SPARC-related modular calcium-binding protein 1		Q9H4F8		SMOC1

		seq.23245.5		11.4036248402		11.5639057188		11.565069844		0.0172729162		0.9754783937		0.0063729997		Speriolin-like protein		Q9H0A9		SPATC1L

		seq.5762.35		8.7244950884		8.9481171288		8.9239232689		0.0035758777		0.526190875		0.0012543009		Sperm-associated antigen 11B		Q08648		SPAG11B

		seq.11117.2		10.3227340865		9.994818424		9.9333556173		0.0284983111		0.0035318006		0.0022250309		Spermatogenesis-associated protein 20		Q8TB22		SPATA20

		seq.22786.57		11.0925531223		11.4652723088		11.4535305008		0.0441258177		0.7498575362		0.0163834627		Spermatogenesis-associated protein 46		Q5T0L3		SPATA46

		seq.7809.22		9.5857430122		9.9262350523		9.9538984084		0.0468965606		0.5859796578		0.0033392176		Spermatogenesis-associated protein 9		Q9BWV2		SPATA9

		seq.10818.36		10.3573243496		9.9136775686		9.9030584224		0.0115484961		0.8411175018		0.0022264757		Sphingomyelin phosphodiesterase		P17405		SMPD1

		seq.4297.62		10.2520620828		10.065169923		10.0450970974		0.0005595553		0.3570705405		0.0000623326		Spondin-1		Q9HCB6		SPON1

		seq.5496.49		13.1926889568		13.0567724624		13.0359594863		0.015886488		0.3631983927		0.0024949076		Spondin-1		Q9HCB6		SPON1

		seq.8099.42		13.2833683876		13.001747965		13.1063867406		0.006017838		0.2271724238		0.0034601083		Spondin-2		Q9BUD6		SPON2

		seq.4930.21		11.1079850728		10.7358944408		10.697588019		0.0014962004		0.3185308207		0.0000909689		Stanniocalcin-1		P52823		STC1

		seq.24416.20		10.1235678512		10.3326218355		10.1956701201		0.0020532338		0.0006386828		0.0395237902		Staphylococcal nuclease domain-containing protein 1		Q7KZF4		SND1

		seq.4500.50		11.7831246059		11.4624125396		11.4751101982		0.037330354		0.6941891231		0.0158276551		Stem cell growth factor-alpha		Q9Y240		CLEC11A

		seq.2966.65		10.5268156368		10.2278704229		10.2304053431		0.0364416454		0.9407257518		0.0135413514		Stem cell growth factor-beta		Q9Y240		CLEC11A

		seq.10085.25		9.8678112976		10.1577216261		10.0333266234		0.0000018421		0.0053790032		0.0008001081		Steroidogenic acute regulatory protein, mitochondrial		P49675		STAR

		seq.6555.58		9.6306448554		9.86207269		9.7868954013		0.0005019853		0.1020524385		0.0031716623		Stomatin-like protein 2, mitochondrial		Q9UJZ1		STOML2

		seq.3516.60		14.7076214535		14.4640051697		14.5506453107		0.0172159216		0.2267710289		0.0145839031		Stromal cell-derived factor 1		P48061		CXCL12

		seq.22773.69		10.4333389618		10.7080902854		10.7820583674		0.0081830198		0.239941705		0.0001649971		Succinate dehydrogenase [ubiquinone] iron-sulfur subunit, mitochondrial		P21912		SDHB

		seq.6420.4		7.8179791457		8.0736263914		8.0112960258		0.0000003783		0.1873293417		0.0000090605		Succinate dehydrogenase assembly factor 2, mitochondrial		Q9NX18		SDHAF2

		seq.17792.158		10.009488899		9.6474068685		9.6299480498		0.0270352065		0.6846272409		0.000990317		Succinate-semialdehyde dehydrogenase, mitochondrial		P51649		ALDH5A1

		seq.12671.35		10.3510524658		9.8143365654		9.9049848767		0.0253014008		0.1657605747		0.0064991993		Sulfotransferase family cytosolic 1B member 1		O43704		SULT1B1

		seq.8852.10		10.2402174853		10.4051372962		10.3656605962		0.0291884564		0.0431868481		0.0273833898		SUN domain-containing protein 3		Q8TAQ9		SUN3

		seq.8009.121		12.7061435139		12.4029012146		12.4071582894		0.011813006		0.942995536		0.0009303274		Surfeit locus protein 1		Q15526		SURF1

		seq.5752.63		8.4031040817		8.5059506516		8.4647290965		0.0051467981		0.0398833326		0.0233978791		Sushi domain-containing protein 3		Q96L08		SUSD3

		seq.13552.7		10.5732122988		10.3879806945		10.4199398661		0.0239159715		0.5057424781		0.005954907		Switch-associated protein 70		Q9UH65		SWAP70

		seq.20241.9		11.9091483604		12.3536634515		12.1401714082		0.0000000054		0.0000011745		0.0001978722		Synaptosomal-associated protein 23		O00161		SNAP23

		seq.16612.28		10.8444069447		10.6614482725		10.6977434555		0.0437141347		0.3731821895		0.0172572718		Syndecan-3		O75056		SDC3

		seq.25245.22		10.7971114928		10.5743161302		10.5317997623		0.0071493082		0.2115609251		0.0003756415		Synembryn-A		Q9NPQ8		RIC8A

		seq.18308.30		11.3766571912		11.6040738696		11.6787176778		0.0194356518		0.1696379655		0.0001604722		Syntaxin-binding protein 6		Q8NFX7		STXBP6

		seq.14082.56		10.6362997319		10.8857805726		10.9723581215		0.0470998938		0.2474152072		0.0002419718		Talin-2		Q9Y4G6		TLN2

		seq.12378.71		11.4526586896		10.7714778205		10.8135687915		0.0145107841		0.1986220844		0.0059398258		Tapasin		O15533		TAPBP

		seq.3232.28		10.3746769205		11.0752306222		11.0352408435		0		0.5465579949		0		Tartrate-resistant acid phosphatase type 5		P13686		ACP5

		seq.19265.9		9.6331276483		10.1300169883		10.2055164717		0.0014507981		0.4807360945		0.0000369832		T-complex protein 1 subunit alpha		P17987		TCP1

		seq.2728.62		9.9263577397		9.5773400461		9.6162094808		0.0004390423		0.3393429365		0.0002517271		Tenascin		P24821		TNC

		seq.5675.6		11.996035853		11.7151105067		11.6838535099		0.0301354811		0.2332930514		0.0052032076		Tenascin		P24821		TNC

		seq.6042.52		14.5381059991		14.3357876513		14.3897405958		0.0064334819		0.3260756612		0.0053535949		Tenascin		P24821		TNC

		seq.5698.60		13.7606334175		13.4240454627		13.441073855		0.0062627273		0.5497960955		0.0024525591		Tenascin-X		P22105		TNXB

		seq.5810.25		8.8261818091		9.4564411727		9.5239888447		0.0232795873		0.2151542682		0.0022611177		Teratocarcinoma-derived growth factor 1		P13385		TDGF1

		seq.5490.53		10.5512581976		10.6847798864		10.6530127047		0.0060261157		0.3882516257		0.0067471931		Testican-1		Q08629		SPOCK1

		seq.5491.12		13.7540357999		13.4488127455		13.5602146975		0.0055509014		0.1184514634		0.0072889125		Testican-2		Q92563		SPOCK2

		seq.8800.14		8.2893758313		8.4535685511		8.3865437169		0.000245526		0.0009405338		0.0054445025		Tetratricopeptide repeat protein 17:Tetratricopeptide repeat 3		Q96AE7		TTC17

		seq.24444.10		8.4842403635		8.8123057416		8.8987981733		0.0115752922		0.2430766009		0.0000555209		Tetratricopeptide repeat protein 27		Q6P3X3		TTC27

		seq.11218.84		11.1909064585		11.4109990468		11.3056648758		0.000825796		0.0103259763		0.0167177939		Thiopurine S-methyltransferase		P51580		TPMT

		seq.23303.131		8.0602661962		8.730192661		8.7173645859		0.0260564146		0.9608303038		0.0056959205		Thioredoxin domain-containing protein 9		O14530		TXNDC9

		seq.21475.137		10.4911533358		11.0173569853		11.0676458659		0.0001427706		0.6450803787		0.0000429496		Thioredoxin-like protein 1		O43396		TXNL1

		seq.12663.1		10.8019562945		10.4330026661		10.4711795362		0.0234131884		0.6067016277		0.0052042725		Thiosulfate sulfurtransferase		Q16762		TST

		seq.3473.78		7.9841026203		8.1283820514		8.1468921499		0.0064668345		0.6717429572		0.0002517271		Thrombopoietin Receptor		P40238		MPL

		seq.11174.8		10.7669354963		10.3755627473		10.3645388577		0.008021336		0.712677238		0.0008956875		Thrombospondin type-1 domain-containing protein 7A:Thrombospondin type-1 domain 6		Q9UPZ6		THSD7A

		seq.3010.53		8.5427444198		8.6282513341		8.605384152		0.0125927913		0.3975834287		0.0291671623		Thymic stromal lymphopoietin		Q969D9		TSLP

		seq.2706.69		16.0515744512		16.1655132125		16.1607639493		0.0351326423		0.8432048122		0.0098063152		Thyroxine-binding globulin		P05543		SERPINA7

		seq.9233.71		9.1302363242		8.9449039057		8.9925765498		0.0041312973		0.1338490133		0.0067028805		Tissue factor pathway inhibitor 2		P48307		TFPI2

		seq.2212.69		12.0940423843		11.505428716		11.6347733811		0.0112359152		0.1324939008		0.0041938276		Tissue-type plasminogen activator		P00750		PLAT

		seq.6232.54		12.0966334381		11.8427924555		11.8663242956		0.0137403815		0.4096892049		0.0091831689		T-lymphocyte activation antigen CD86		P42081		CD86

		seq.16324.38		9.3848344713		9.2662205827		9.2747119157		0.0206697649		0.8166114613		0.0143809074		Toll-like receptor 1:Extracellular domain		Q15399		TLR1

		seq.3647.49		11.2783971132		11.0563585396		11.0844853547		0.0023830821		0.3723273742		0.0009605703		Toll-like receptor 4:Lymphocyte antigen 96 complex		O00206|Q9Y6Y9		TLR4|LY96

		seq.6383.90		12.8188068787		12.513671839		12.5501050851		0.0018655425		0.6584829174		0.000334359		Tolloid-like protein 1		O43897		TLL1

		seq.9039.47		12.9537900061		12.7387949163		12.7495210788		0.0274443871		0.8733091446		0.001396322		Torsin-1A-interacting protein 1:Nuclear domain		Q5JTV8		TOR1AIP1

		seq.14337.1		10.3106841023		9.9839838425		9.9318915615		0.0000531938		0.0653918981		0.0000006768		Trafficking protein particle complex subunit 3		O43617		TRAPPC3

		seq.11232.46		11.0988442193		10.7783670794		10.8341822936		0.0009109862		0.0048736435		0.0008904321		Transcobalamin-1		P20061		TCN1

		seq.19614.8		13.6063830962		12.9244291505		12.9684422578		0.0001008013		0.582550586		0.0000110668		Transcobalamin-1		P20061		TCN1

		seq.20928.39		8.3535826345		8.4912527059		8.4432247024		0.0064524317		0.0338131289		0.020313594		Transcription elongation factor A protein-like 7		Q9BRU2		TCEAL7

		seq.22466.27		11.698714448		12.3204510735		12.1606741847		0		0.0260628497		0.000000005		Transcription factor HES-5		Q5TA89		HES5

		seq.22783.40		10.3208007675		9.8549562658		9.7895372253		0.0115848389		0.5845336335		0.000300384		Transcription factor PU.1		P17947		SPI1

		seq.22797.20		9.5994865276		9.2208850438		9.1971075862		0.0016288291		0.5659719404		0.0001978722		Transcription initiation factor TFIID subunit 12		Q16514		TAF12

		seq.6895.1		12.1416474126		10.7993182556		10.7537827079		0.0000030268		0.4773242723		0.0000003877		Transferrin receptor protein 1:Cytoplasmic domain		P02786		TFRC

		seq.8795.48		13.1606488503		12.238070718		12.2533158999		0.0000001095		0.6673529105		0.0000000473		Transferrin receptor protein 1:Extracellular domain		P02786		TFRC

		seq.3283.21		15.5201946418		15.2939277701		15.3223288437		0.0024452723		0.4232639533		0.0016374848		Transforming growth factor-beta-induced protein ig-h3		Q15582		TGFBI

		seq.11636.33		12.4271584141		12.8237346654		12.9706099682		0.0150710296		0.1862951641		0.0001477255		Transgelin-2		P37802		TAGLN2

		seq.9201.13		10.8971990183		11.3074286503		11.3987770434		0.0078005129		0.3979768332		0.0001186141		Transgelin-2		P37802		TAGLN2

		seq.10080.9		9.3704547507		9.9058482254		10.0798619287		0.0074149201		0.2547867265		0.000054961		Translation initiation factor eIF-2B subunit alpha		Q14232		EIF2B1

		seq.14072.9		11.2787613483		11.5105432151		11.4230157639		0.0035472753		0.1294869223		0.0457642238		Translationally-controlled tumor protein		P13693		TPT1

		seq.9226.6		8.5154644203		8.6700929141		8.6843592701		0.0092996392		0.6461998753		0.0012489025		Transmembrane and ubiquitin-like domain-containing protein 2		Q71RG4		TMUB2

		seq.5080.131		11.4893146148		11.6861061395		11.6797135223		0.0142989638		0.8462516299		0.0021167554		Transmembrane glycoprotein NMB:Extracellular domain		Q14956		GPNMB

		seq.10499.1		7.3870285872		7.6219416028		7.6047832848		0.008946727		0.7307964224		0.0004921161		Transmembrane protein 106A		Q96A25		TMEM106A

		seq.11223.1		9.6470305479		9.510193426		9.5408136004		0.0278506952		0.2225428578		0.0354369816		Transmembrane protein 154		Q6P9G4		TMEM154

		seq.9778.45		10.8428972578		10.5959396629		10.5909080747		0.0000042726		0.9141714118		0.0000024146		Transmembrane protein 52B		Q4KMG9		TMEM52B

		seq.8597.1		10.7966790182		10.5707599143		10.5845349774		0.0004467453		0.6668449513		0.0000646469		Transmembrane protein 9:Cytoplasmic domain		Q9P0T7		TMEM9

		seq.9191.8		12.859759021		12.1552544605		12.2076665631		0.0000031978		0.3723548283		0.0000013233		Trefoil factor 2		Q03403		TFF2

		seq.5736.1		11.4993893428		11.8082275847		11.8104946391		0.0007415495		0.9350883765		0.0001749515		Trem-like transcript 2 protein		Q5T2D2		TREML2

		seq.9266.1		10.4624339789		10.1086722341		10.1571687937		0.004388691		0.2354477		0.0016044311		Triggering receptor expressed on myeloid cells 1		Q9NP99		TREM1

		seq.9509.4		9.124414969		9.871166917		9.8532069559		0.0002241487		0.9165401112		0.0000969665		Trimeric intracellular cation channel type B		Q9NVV0		TMEM38B

		seq.22816.4		9.3464215464		9.4971273906		9.4727305011		0.0107455963		0.5024284571		0.0071681588		Tripartite motif-containing protein 54		Q9BYV2		TRIM54

		seq.22774.20		10.0060766434		10.2595096365		10.237334852		0.0235151845		0.7051521421		0.0022067496		tRNA-splicing endonuclease subunit Sen34		Q9BSV6		TSEN34

		seq.5440.26		12.1007634677		11.5210735314		11.5765131336		0.0360976927		0.6837701003		0.010940027		Troponin I, fast skeletal muscle		P48788		TNNI2

		seq.5034.79		11.2735418659		10.7618449904		10.761226158		0.0043723246		0.9926850448		0.000630294		Trypsin-2		P07478		PRSS2

		seq.3403.1		13.2521779908		12.6311455544		12.7336764879		0.0008471333		0.1450964459		0.0012337048		Tryptase beta-2		P20231		TPSB2

		seq.12800.5		11.9264595		11.6110412589		11.7532104349		0.0107276026		0.042849164		0.0194774161		Tubulin polymerization-promoting protein family member 2		P59282		TPPP2

		seq.8304.50		12.9120358915		12.2471966176		12.3119827674		0.0000145743		0.3984004011		0.0000036872		Tumor necrosis factor receptor superfamily member 11B		O00300		TNFRSF11B

		seq.5383.14		9.4803878818		9.7093556954		9.7263650249		0.0012495235		0.7577224027		0.0001946344		Tumor necrosis factor receptor superfamily member 13C		Q96RJ3		TNFRSF13C

		seq.2665.26		12.4188836175		12.141749521		12.1622104816		0.0004739588		0.5074408917		0.0002569125		Tumor necrosis factor receptor superfamily member 17		Q02223		TNFRSF17

		seq.2598.9		8.3683240997		8.5285899366		8.5102649131		0.0066749924		0.526190875		0.0038753864		Tumor necrosis factor receptor superfamily member 9		Q07011		TNFRSF9

		seq.2977.7		9.0382547207		9.2128903963		9.2265974257		0.0071216398		0.8092955178		0.0009816687		Tumor necrosis factor receptor superfamily member EDAR		Q9UNE0		EDAR

		seq.8263.64		10.2357271375		10.6049057544		10.5513796942		0.0000010724		0.295210285		0.0000892736		TYMS opposite strand protein		Q8TAI1		TYMSOS

		seq.11816.84		12.1083509271		12.7232749934		12.9186723256		0.0143118861		0.1796350171		0.000195058		Tyrosine-protein kinase JAK2		O60674		JAK2

		seq.4560.34		9.1363037611		9.3779808111		9.4353174502		0.0088542344		0.4787156602		0.000213047		Tyrosine-protein kinase Lck		P06239		LCK

		seq.4476.22		13.7538750232		13.2776565569		13.4653338253		0.0043480588		0.0321696941		0.0264792313		Tyrosine-protein kinase ZAP-70		P43403		ZAP70

		seq.3397.7		11.7999782785		12.5237613018		12.539300962		0.0002649317		0.9353324506		0.0000342541		Tyrosine-protein phosphatase non-receptor type 11		Q06124		PTPN11

		seq.4318.12		10.8783865076		11.7581603674		11.8359185928		0.0000025881		0.6423391712		0.0000000694		Tyrosine-protein phosphatase non-receptor type 6		P29350		PTPN6

		seq.14688.6		7.8938619051		8.0945851724		8.0575949446		0.0365048829		0.4445363841		0.0153184379		Tyrosine-protein phosphatase non-receptor type 7		P35236		PTPN7

		seq.24279.30		9.8417570503		9.9780006021		9.9935178908		0.0324562327		0.6520146474		0.0056513563		U3 small nucleolar RNA-associated protein 6 homolog		Q9NYH9		UTP6

		seq.20374.41		11.786025656		11.0917803356		11.3156861999		0.0075765933		0.1987490149		0.0113150698		Ubiquinone biosynthesis protein COQ9, mitochondrial		O75208		COQ9

		seq.21762.32		7.9669763004		8.050643381		8.0530922681		0.0334559444		0.9585098583		0.0200993627		Ubiquitin carboxyl-terminal hydrolase 11		P51784		USP11

		seq.19189.2		13.9160893789		12.9311759833		13.2639587535		0.000003561		0.0203739		0.0002451463		Ubiquitin carboxyl-terminal hydrolase 14		P54578		USP14

		seq.12681.63		11.0368753598		11.1522537824		11.129351875		0.0366749265		0.4904151563		0.0124612064		Ubiquitin carboxyl-terminal hydrolase 21		Q9UK80		USP21

		seq.21524.14		10.3353659461		10.6991821468		10.680490972		0.0127917702		0.8337748497		0.0034991834		Ubiquitin carboxyl-terminal hydrolase 5		P45974		USP5

		seq.19190.4		9.5069204769		9.7322569813		9.623533533		0.0003275888		0.0247682093		0.0081343262		Ubiquitin/ISG15-conjugating enzyme E2 L6		O14933		UBE2L6

		seq.18842.24		9.2905893517		9.4127009867		9.3703681129		0.0356311513		0.4386575706		0.009084519		Ubiquitin-conjugating enzyme E2 D2		P62837		UBE2D2

		seq.19280.29		9.9150203725		10.1327414104		10.0818477279		0.0022360409		0.2306414709		0.0069488634		Ubiquitin-conjugating enzyme E2 D3		P61077		UBE2D3

		seq.23037.37		9.010471179		9.1954536068		9.0726724114		0.0007301627		0.0266134832		0.0484283141		Ubiquitin-conjugating enzyme E2 D3		P61077		UBE2D3

		seq.20090.63		8.9320553179		9.5386749684		9.7085508769		0.0000000007		0.0095671281		0		Ubiquitin-conjugating enzyme E2 E3		Q969T4		UBE2E3

		seq.9199.6		11.080894323		10.6013164031		10.5567468861		0.0000000235		0.1963535875		0.0000000008		Ubiquitin-conjugating enzyme E2 G2		P60604		UBE2G2

		seq.20941.7		11.2017191147		10.9681117434		11.0566169319		0.0006149655		0.0893678369		0.0021936652		Ubiquitin-like protein 3		O95164		UBL3

		seq.14148.2		10.8198152621		10.0829359605		10.0045783319		0.0000002334		0.1185685158		0.0000000004		Ubiquitin-like protein ISG15		P05161		ISG15

		seq.18243.9		9.825819242		10.4341598667		10.3665925556		0.000000002		0.4580817631		0.0000000035		UMP-CMP kinase		P30085		CMPK1

		seq.8312.139		11.5346106677		11.1746791077		11.1276712995		0.0003937554		0.2547269338		0.0000526862		UMP-CMP kinase		P30085		CMPK1

		seq.21108.5		10.1334429622		11.1331530918		11.2659608006		0.0014962004		0.0366135821		0.0000837706		Uncharacterized metallophosphoesterase CSTP1		Q9BRF8		CPPED1

		seq.23213.21		10.2138385778		10.022568606		10.1193683232		0.0004287021		0.0000636705		0.0308340573		Uncharacterized protein C11orf70		Q9BRQ4		CFAP300

		seq.7989.5		11.9583954206		11.5618880625		11.6130709891		0.0483748251		0.2925941193		0.0166077301		Uncharacterized protein C1orf226		A1L170		C1orf226

		seq.24707.6		9.3842060862		8.8629586745		9.0736334877		0.0005383352		0.0013471537		0.0105664711		Uncharacterized protein CXorf38		Q8TB03		CXorf38

		seq.13530.5		9.0481590547		9.1353356116		9.097798168		0.0365048829		0.3096951744		0.0342093672		Urotensin-2 receptor		Q9UKP6		UTS2R

		seq.20093.9		12.4539829941		12.6987921763		12.685398035		0.012623553		0.6677292384		0.003902711		Vascular cell adhesion protein 1		P19320		VCAM1

		seq.2967.8		12.4768252741		12.7813687867		12.764449881		0.0224942009		0.7433183905		0.0071376463		Vascular cell adhesion protein 1		P19320		VCAM1

		seq.2597.8		12.6326088493		12.4898379658		12.4940176041		0.0007970755		0.8885825381		0.0001847772		Vascular endothelial growth factor A		P15692		VEGFA

		seq.13098.93		13.4066848591		13.0174501753		13.0472167766		0.0013656604		0.7662356444		0.0000343537		Vascular endothelial growth factor D		O43915		VEGFD

		seq.14705.1		10.7504531523		10.3639427945		10.3774983048		0.0143928465		0.6907142134		0.0037321774		Vascular endothelial growth factor D		O43915		VEGFD

		seq.3651.50		12.4706601638		12.7296660164		12.7030179955		0.0003781085		0.5398441893		0.000067654		Vascular endothelial growth factor receptor 2		P35968		KDR

		seq.3522.57		7.4881994666		7.5894531778		7.5631689727		0.026073854		0.3198523521		0.022632627		Vasoactive Intestinal Peptide		P01282		VIP

		seq.5682.13		10.642768042		10.8726325304		10.8394762025		0.0011759512		0.148502688		0.000393598		Vasorin		Q6EMK4		VASN

		seq.9045.3		8.6034184396		8.7769767788		8.8456295538		0.0294829686		0.2469523166		0.0020278916		Very long-chain acyl-CoA synthetase		O14975		SLC27A2

		seq.2700.56		12.791744277		12.5605716197		12.5553151556		0.0001554999		0.8768054407		0.0000202651		Vitamin K-dependent protein S		P07225		PROS1

		seq.6234.74		12.0887303552		11.8004974419		11.8154260285		0.0090645596		0.8090858682		0.0014669849		Vitrin		Q6UXI7		VIT

		seq.9627.15		11.2582777308		10.9693434411		10.9583517155		0.0015728849		0.8496957562		0.000307371		Vitrin		Q6UXI7		VIT

		seq.8280.238		11.075410402		11.2890113419		11.1741183778		0.0000420847		0.0014133106		0.0252340164		Vitronectin		P04004		VTN

		seq.3050.7		14.8125586852		14.3939195954		14.5265711822		0.0062627273		0.1477892675		0.0168438943		von Willebrand factor		P04275		VWF

		seq.6385.63		9.5210150596		9.2138230945		9.2183992675		0.000001249		0.8767434906		0.0000002353		von Willebrand factor A domain-containing protein 1		Q6PCB0		VWA1

		seq.15636.49		9.1362797296		9.0177153318		9.0000413241		0.0294983084		0.4436138778		0.0054743018		VPS10 domain-containing receptor SorCS1		Q8WY21		SORCS1

		seq.9316.67		12.6481641394		12.1919960209		12.2826036693		0.0002720148		0.2084378099		0.0001593166		WAP four-disulfide core domain protein 1		Q9HC57		WFDC1

		seq.24912.40		8.8250027832		8.9981061583		8.9283896319		0.0235151845		0.0000505266		0.0317206845		WD repeat-containing protein 26		Q9H7D7		WDR26

		seq.17760.128		10.6414673528		10.3010745799		10.2945578194		0.0000155903		0.8816416166		0.0000021802		WD repeat-containing protein 5		P61964		WDR5

		seq.3481.87		10.870526414		11.6293264314		11.5226784406		0.000001249		0.4472177714		0.0000026717		Xaa-Pro aminopeptidase 1		Q9NQW7		XPNPEP1

		seq.22397.2		7.4782365666		7.6698480751		7.6529137836		0.0225749905		0.6278822845		0.0093847931		X-box-binding protein 1		P17861		XBP1

		seq.6372.7		12.6725282635		12.3875359952		12.4859461319		0.0301354811		0.0945521816		0.0367607351		Y-box-binding protein 2		Q9Y2T7		YBX2

		seq.12803.9		8.7074680889		8.8455340755		8.7815325877		0.0043480588		0.0578313027		0.0262247616		Zinc finger protein 329		Q86UD4		ZNF329

		seq.9081.39		10.081974986		9.7810271687		9.8336738334		0.0150714143		0.2604264553		0.0079557972		Zinc transporter 3		Q99726		SLC30A3

		seq.9594.30		9.0767738748		9.344010181		9.363970249		0.0028623674		0.8018763668		0.0001572971		Zinc transporter 5		Q8TAD4		SLC30A5

		seq.7766.25		10.0690223067		10.1669894559		10.1587331989		0.0022969189		0.7629777151		0.0025100444		Zona pellucida sperm-binding protein 4		Q12836		ZP4

		seq.8219.14		12.3704335406		8.9009335318		8.8104909345		0.0002649317		0.0019690223		0.0000350824		Zymogen granule membrane protein 16		O60844		ZG16

		seq.8310.6		9.9744957563		10.1494009489		10.1821026229		0.0152446928		0.6775122514		0.0014882131		Zymogen granule protein 16 homolog B		Q96DA0		ZG16B
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