
Sequence analysis online tool: https://blast.ncbi.nlm.nih.gov/Blast.cgi

Sequence analysis of amplicons obtained by RT-PCR.

Sequence omology evaluation was performed using BLASTn to validate the expression of a set of genes 
used for the phenotypic characterization of MSCs from Trachemys Scripta.

Gene expression analysis was performed for:

Gene NCBI Reference 
Sequence

Expressed in

CD44 XM_034769691.1 MSCs

CD34 XM_034770555.1 white blood cells

CD73 XM_034766097.1 MSCs

CD90 XM_034754732.1 MSCs

CD105 XM_034793487.1 MSCs

HLA-DR XM_034789225.1 white blood cells

GAPDH XM_034787619.1 MSCs, white blood cells



CD44
Query XM_034769691.1

Subject RT-PCR amplicon

% identity 100%

E-value 7e-118



CD34
Query XM_034770555.1

Subject RT-PCR amplicon

% identity 100

E-value 1e-116



CD73
Query XM_034766097.1

Subject RT-PCR amplicon

% identity 100%

E-value 2e-134



CD90
Query XM_034754732.1

Subject RT-PCR amplicon

% identity 99

E-value 1e-124



CD105
Query XM_034793487.1

Subject RT-PCR amplicon

% identity 99

E-value 2e-103



HLA-DR
Query XM_034789225.1

Subject RT-PCR amplicon

% identity 95

E-value 4e-90



GAPDH
Query XM_034787619.1

Subject RT-PCR amplicon

% identity 99

E-value 1e-131
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