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Supplementary Figure 1: Transmigration of leukocytes in SARS-CoV-2-infected lungs. (A) Heatmap showing the Differential expression of the genes associated with transmigration of leukocytes for all infection groups. (B) B.1- or B.1.1.529- infected lung tissues collected at day 3 post infection were stained with CD45-Alexa Fluor® 488 (green), Anti-Actin α-Smooth Muscle-Cy3™ (red), and DAPI (blue). Representative images are shown. Bar is 150m.






[image: A screenshot of a graph

Description automatically generated]
Supplementary Figure 2. Cytokine and chemokine gene expression levels in SARS-CoV-2 infected lungs determined by RNA-Seq. Bar graphs showing the average expression levels of CCL2, CCL4, CXCL9, CXCL10, CCR5, ILRN, TNFAIP8L2, TNFRSF9, and TNFRSF1B relative to the mock-infected K18-hACE2 lung samples (n=3-4) at day 6 post infection.
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